1. On-line melléklet. Molnár István: Az idegenfajú génátvitelt segítő strukturális genomikai kutatások Aegilops fajokban c. Akadémiai Doktori értekezéshez. by Molnár, István
On-line melléklet 1. Molnár István: Az idegenfajú génátvitelt segítő strukturális genomikai kutatások Aegilops fajokban c. Akadémiai Doktori 
értekezéshez. A melléklet tartalmazza az Aegilops biuncialis MvGB382 x MvGB642 kétszülős F2 szegregáló genetikai térkép Aegilops kromoszómákhoz (1U-7U, 1M-
7M) rendelt kapcsoltsági csoportjait (LG1-LG16), a kapcsoltsági csoportokat alkotó összes térképezett DArTseq markert genetikai pozícióik cM-ban megadott 
értékeivel. A térképezési populációra vonatkozó adatok, valamint a térképszerkesztés részletei megtalálhatók az értekezés 'Alkalmazott módszerek' c. fejezetében.  
cM Marker Kr.
0 D4 mab26687 1M LG16
0 D4 mab16627 1M LG16
0 Cod mab1266 1M LG16
2.04 Cod mab4517 1M LG16
4.08 Cod mab5625 1M LG16
4.08 D5 mab12018 1M LG16
4.08 D5 mab8828 1M LG16
4.08 D5 mab5967 1M LG16
4.08 D5 mab6528 1M LG16
4.08 D5 mab7879 1M LG16
4.08 D5 mab10700 1M LG16
4.08 D5 mab6206 1M LG16
5.25 Cod mab4307 1M LG16
5.25 D5 mab9455 1M LG16
5.25 D5 mab12342 1M LG16
5.25 D5 mab8684 1M LG16
5.25 D5 mab5947 1M LG16
5.25 D5 mab6004 1M LG16
5.25 D5 mab13128 1M LG16
5.25 D5 mab15631 1M LG16
5.25 D5 mab5931 1M LG16
5.25 D5 mab15272 1M LG16
5.25 D5 mab5933 1M LG16
5.25 D5 mab8444 1M LG16
5.25 D5 mab7722 1M LG16
5.25 D5 mab9950 1M LG16
5.25 D5 mab7732 1M LG16
5.25 D5 mab5950 1M LG16
5.25 D5 mab6006 1M LG16
5.25 D5 mab7734 1M LG16
5.25 D5 mab7840 1M LG16
5.25 D5 mab8060 1M LG16
5.25 D5 mab8589 1M LG16
5.25 D5 mab9071 1M LG16
5.25 D5 mab15903 1M LG16
5.25 D5 mab12503 1M LG16
5.25 D5 mab10315 1M LG16
5.25 D5 mab13161 1M LG16
5.25 D5 mab8614 1M LG16
5.25 D5 mab6817 1M LG16
5.25 D5 mab13595 1M LG16
5.25 D5 mab13002 1M LG16
5.25 D5 mab7886 1M LG16
5.25 D5 mab8943 1M LG16
5.25 D5 mab13718 1M LG16
Kapcsoltsági 
csoport (LG)
5.25 D5 mab15597 1M LG16
5.25 D5 mab7338 1M LG16
5.25 D5 mab7607 1M LG16
5.25 D5 mab7530 1M LG16
5.25 D5 mab8926 1M LG16
5.25 D5 mab15012 1M LG16
5.25 D5 mab6008 1M LG16
5.25 D5 mab13507 1M LG16
5.25 D5 mab9526 1M LG16
5.25 D5 mab15473 1M LG16
5.25 D5 mab6505 1M LG16
5.25 D5 mab9785 1M LG16
5.25 D5 mab15796 1M LG16
5.25 D5 mab10291 1M LG16
5.25 D5 mab15501 1M LG16
5.25 D5 mab8093 1M LG16
5.25 D5 mab11043 1M LG16
5.25 D5 mab8723 1M LG16
5.25 D5 mab15838 1M LG16
6.19 Cod mab1185 1M LG16
7.14 D5 mab10311 1M LG16
7.14 D5 mab5901 1M LG16
7.14 Cod mab1676 1M LG16
7.14 D5 mab6916 1M LG16
7.14 D5 mab9023 1M LG16
7.14 D5 mab10210 1M LG16
7.14 D5 mab15739 1M LG16
7.14 D5 mab7547 1M LG16
7.14 D5 mab15131 1M LG16
7.14 D5 mab10862 1M LG16
8.79 D5 mab7686 1M LG16
8.79 D5 mab7778 1M LG16
8.79 D5 mab12519 1M LG16
8.79 D5 mab7796 1M LG16
8.79 D5 mab9823 1M LG16
8.79 D5 mab8030 1M LG16
8.79 D5 mab12986 1M LG16
10.44 D4 mab19074 1M LG16
10.44 D4 mab20069 1M LG16
10.44 D4 mab21403 1M LG16
10.44 Cod mab2779 1M LG16
10.44 D4 mab24664 1M LG16
11.61 Cod mab3375 1M LG16
11.61 Cod mab2771 1M LG16
11.61 Cod mab3861 1M LG16
11.61 Cod mab797 1M LG16
11.61 Cod mab2774 1M LG16
11.61 Cod mab12 1M LG16
11.61 Cod mab3163 1M LG16
12.2 Cod mab2780 1M LG16
12.2 Cod mab4574 1M LG16
12.2 Cod mab2801 1M LG16
12.78 Cod mab2759 1M LG16
12.78 Cod mab2775 1M LG16
12.78 Cod mab554 1M LG16
12.78 Cod mab3908 1M LG16
12.78 Cod mab3425 1M LG16
13.37 Cod mab5142 1M LG16
13.37 Cod mab4108 1M LG16
13.37 Cod mab2769 1M LG16
13.95 D5 mab11794 1M LG16
13.95 D5 mab7754 1M LG16
13.95 D5 mab8665 1M LG16
13.95 D5 mab5934 1M LG16
13.95 D5 mab5897 1M LG16
13.95 D5 mab8227 1M LG16
13.95 D5 mab14937 1M LG16
13.95 D5 mab5935 1M LG16
13.95 D5 mab7403 1M LG16
13.95 D5 mab8408 1M LG16
13.95 D5 mab12690 1M LG16
13.95 D5 mab6001 1M LG16
13.95 D5 mab14909 1M LG16
13.95 D5 mab5924 1M LG16
13.95 D5 mab6030 1M LG16
13.95 D5 mab10257 1M LG16
13.95 D5 mab10995 1M LG16
13.95 D5 mab15126 1M LG16
13.95 D5 mab15374 1M LG16
13.95 D5 mab5944 1M LG16
13.95 D5 mab9987 1M LG16
13.95 D5 mab13773 1M LG16
13.95 D5 mab15941 1M LG16
13.95 D5 mab5949 1M LG16
13.95 D5 mab7012 1M LG16
13.95 D5 mab8445 1M LG16
13.95 D5 mab5923 1M LG16
14.42 Cod mab1354 1M LG16
14.89 D4 mab27841 1M LG16
14.89 D4 mab18412 1M LG16
14.89 D4 mab16540 1M LG16
14.89 D4 mab17663 1M LG16
14.89 Cod mab1777 1M LG16
14.89 D4 mab23845 1M LG16
14.89 D4 mab27867 1M LG16
14.89 Cod mab4158 1M LG16
14.89 Cod mab3469 1M LG16
14.89 D4 mab27235 1M LG16
14.89 D4 mab28136 1M LG16
14.89 Cod mab3347 1M LG16
14.89 D4 mab28125 1M LG16
14.89 D4 mab19258 1M LG16
14.89 Cod mab2057 1M LG16
14.89 D4 mab27155 1M LG16
14.89 D4 mab5782 1M LG16
14.89 D4 mab21318 1M LG16
14.89 D4 mab27065 1M LG16
14.89 D4 mab16550 1M LG16
14.89 D4 mab18128 1M LG16
14.89 D4 mab24304 1M LG16
14.89 D4 mab21016 1M LG16
14.89 D4 mab20325 1M LG16
14.89 D4 mab24344 1M LG16
14.89 D4 mab16633 1M LG16
14.89 D4 mab21165 1M LG16
14.89 D4 mab26482 1M LG16
14.89 D4 mab18797 1M LG16
14.89 D4 mab17712 1M LG16
14.89 D4 mab27578 1M LG16
14.89 D4 mab21843 1M LG16
14.89 D4 mab21749 1M LG16
14.89 D4 mab16555 1M LG16
14.89 D4 mab20190 1M LG16
14.89 D4 mab27247 1M LG16
14.89 D4 mab16536 1M LG16
14.89 D4 mab22056 1M LG16
14.89 D4 mab25586 1M LG16
14.89 D4 mab16548 1M LG16
14.89 D4 mab16543 1M LG16
14.89 D4 mab26476 1M LG16
14.89 D4 mab16559 1M LG16
14.89 D4 mab18166 1M LG16
14.89 D4 mab16560 1M LG16
14.89 D4 mab23732 1M LG16
14.89 D4 mab18243 1M LG16
14.89 D4 mab20416 1M LG16
14.89 D4 mab24314 1M LG16
14.89 Cod mab5100 1M LG16
14.89 D4 mab26948 1M LG16
14.89 Cod mab3689 1M LG16
14.89 D4 mab20961 1M LG16
14.89 D4 mab21733 1M LG16
14.89 D4 mab23433 1M LG16
14.89 D4 mab22123 1M LG16
14.89 Cod mab5102 1M LG16
14.89 D4 mab18345 1M LG16
14.89 D4 mab21786 1M LG16
14.89 D4 mab16532 1M LG16
14.89 D4 mab16482 1M LG16
14.89 D4 mab27386 1M LG16
14.89 D4 mab20822 1M LG16
14.89 D4 mab24576 1M LG16
14.89 D4 mab26795 1M LG16
14.89 D4 mab23816 1M LG16
14.89 D4 mab16551 1M LG16
14.89 D4 mab19499 1M LG16
14.89 D4 mab23680 1M LG16
14.89 D4 mab18065 1M LG16
14.89 D4 mab22987 1M LG16
15.48 Cod mab1269 1M LG16
16.06 Cod mab1846 1M LG16
16.06 Cod mab4134 1M LG16
16.06 Cod mab4825 1M LG16
16.06 Cod mab4770 1M LG16
16.06 Cod mab4188 1M LG16
16.06 Cod mab3835 1M LG16
16.06 Cod mab459 1M LG16
16.06 Cod mab2770 1M LG16
16.06 Cod mab3766 1M LG16
16.06 Cod mab4321 1M LG16
16.06 Cod mab2777 1M LG16
16.06 Cod mab1414 1M LG16
16.06 Cod mab3260 1M LG16
16.77 Cod mab4697 1M LG16
16.77 Cod mab24908 1M LG16
16.77 Cod mab3682 1M LG16
16.77 Cod mab4213 1M LG16
16.77 Cod mab5406 1M LG16
16.77 Cod mab5359 1M LG16
16.77 Cod mab1589 1M LG16
16.77 Cod mab4534 1M LG16
17.47 Cod mab4364 1M LG16
17.47 Cod mab1122 1M LG16
17.47 Cod mab3869 1M LG16
17.47 Cod mab567 1M LG16
17.47 Cod mab3323 1M LG16
17.47 Cod mab4497 1M LG16
17.82 Cod mab4950 1M LG16
17.82 Cod mab3984 1M LG16
17.82 Cod mab2761 1M LG16
18.17 D4 mab22052 1M LG16
18.17 D4 mab27719 1M LG16
18.17 Cod mab1679 1M LG16
18.17 D4 mab23557 1M LG16
18.17 D4 mab18620 1M LG16
18.17 D4 mab16491 1M LG16
18.17 D4 mab16538 1M LG16
18.17 D4 mab25575 1M LG16
18.17 D4 mab22178 1M LG16
18.17 D4 mab19971 1M LG16
18.17 D4 mab21128 1M LG16
18.17 D4 mab18908 1M LG16
18.17 D4 mab23573 1M LG16
18.17 D4 mab5812 1M LG16
18.17 D4 mab26710 1M LG16
18.17 D4 mab19118 1M LG16
18.63 Cod mab5134 1M LG16
18.63 Cod mab4118 1M LG16
18.63 Cod mab5101 1M LG16
18.63 Cod mab1019 1M LG16
18.63 Cod mab1020 1M LG16
18.63 Cod mab2772 1M LG16
18.63 Cod mab3903 1M LG16
18.98 Cod mab5428 1M LG16
18.98 Cod mab2417 1M LG16
19.33 D4 mab18240 1M LG16
19.33 D4 mab25212 1M LG16
19.33 Cod mab5260 1M LG16
19.92 Cod mab4794 1M LG16
19.92 Cod mab5376 1M LG16
20.5 Cod mab3994 1M LG16
20.5 Cod mab3275 1M LG16
20.5 Cod mab3308 1M LG16
20.5 Cod mab2456 1M LG16
20.5 Cod mab2803 1M LG16
20.5 Cod mab3478 1M LG16
20.5 Cod mab3513 1M LG16
20.5 Cod mab4656 1M LG16
20.96 D4 mab19045 1M LG16
20.96 D4 mab18387 1M LG16
20.96 D4 mab18293 1M LG16
21.9 D5 mab14417 1M LG16
21.9 D5 mab15696 1M LG16
21.9 D5 mab5936 1M LG16
21.9 D5 mab16463 1M LG16
21.9 Cod mab5333 1M LG16
21.9 D5 mab12208 1M LG16
21.9 D4 mab27915 1M LG16
21.9 D5 mab5904 1M LG16
22.6 D4 mab5837 1M LG16
22.6 D4 mab23360 1M LG16
22.6 Cod mab3460 1M LG16
22.6 Cod mab1220 1M LG16
22.6 Cod mab4688 1M LG16
22.6 D4 mab19034 1M LG16
22.6 Cod mab4861 1M LG16
22.6 D4 mab19472 1M LG16
22.6 D4 mab23711 1M LG16
22.6 D4 mab23323 1M LG16
22.6 D4 mab24737 1M LG16
22.6 Cod mab3693 1M LG16
22.6 D4 mab28058 1M LG16
22.6 Cod mab4594 1M LG16
22.6 D4 mab28121 1M LG16
22.6 D4 mab18251 1M LG16
22.6 D4 mab22750 1M LG16
22.6 Cod mab3799 1M LG16
22.6 D4 mab27603 1M LG16
22.6 Cod mab3893 1M LG16
22.6 Cod mab3668 1M LG16
22.6 Cod mab4553 1M LG16
22.6 D4 mab24355 1M LG16
22.6 Cod mab3543 1M LG16
22.6 Cod mab4939 1M LG16
22.6 D4 mab20099 1M LG16
22.6 D4 mab27789 1M LG16
22.6 Cod mab3263 1M LG16
22.6 Cod mab4701 1M LG16
22.6 D4 mab18861 1M LG16
22.6 D4 mab27405 1M LG16
22.6 D4 mab27337 1M LG16
22.6 D4 mab16500 1M LG16
22.6 Cod mab650 1M LG16
22.6 D4 mab24987 1M LG16
22.6 D4 mab23102 1M LG16
22.6 D4 mab18381 1M LG16
22.6 Cod mab3501 1M LG16
22.6 D4 mab23209 1M LG16
22.6 D4 mab16581 1M LG16
22.6 D4 mab16501 1M LG16
22.6 D4 mab27237 1M LG16
22.6 Cod mab1099 1M LG16
22.6 Cod mab4459 1M LG16
22.6 D4 mab26496 1M LG16
22.6 Cod mab4206 1M LG16
22.6 D4 mab18283 1M LG16
22.6 Cod mab1448 1M LG16
22.6 D4 mab17984 1M LG16
22.6 D4 mab27863 1M LG16
22.6 D4 mab5833 1M LG16
22.6 D4 mab28144 1M LG16
22.6 D4 mab23877 1M LG16
22.6 Cod mab4837 1M LG16
22.6 D4 mab17728 1M LG16
22.6 D4 mab20267 1M LG16
22.6 D4 mab20871 1M LG16
22.6 Cod mab4062 1M LG16
22.6 D4 mab24993 1M LG16
22.6 Cod mab1570 1M LG16
22.6 D4 mab16498 1M LG16
22.6 D4 mab16502 1M LG16
22.6 Cod mab4809 1M LG16
22.6 D4 mab24495 1M LG16
22.6 Cod mab3546 1M LG16
22.6 D4 mab22972 1M LG16
22.6 D4 mab16511 1M LG16
23.3 D5 mab15665 1M LG16
23.3 D5 mab15800 1M LG16
23.3 D5 mab16457 1M LG16
23.3 D5 mab7500 1M LG16
23.3 Cod mab2251 1M LG16
23.3 D5 mab9808 1M LG16
23.3 D5 mab16176 1M LG16
23.3 D5 mab10904 1M LG16
23.3 D5 mab11756 1M LG16
24.47 Cod mab985 1M LG16
24.47 Cod mab3782 1M LG16
24.47 Cod mab33 1M LG16
24.47 Cod mab5319 1M LG16
24.47 Cod mab1384 1M LG16
24.47 Cod mab3842 1M LG16
24.59 Cod mab2093 1M LG16
24.59 Cod mab1728 1M LG16
24.7 D5 mab12114 1M LG16
24.7 D5 mab13339 1M LG16
24.7 D5 mab14321 1M LG16
24.7 D5 mab6012 1M LG16
24.7 D5 mab7476 1M LG16
24.7 D5 mab5968 1M LG16
24.7 D5 mab13530 1M LG16
24.7 D5 mab9015 1M LG16
24.7 Cod mab5256 1M LG16
24.7 D5 mab10743 1M LG16
24.7 D5 mab12501 1M LG16
24.7 D5 mab10639 1M LG16
24.7 D5 mab12359 1M LG16
25.16 D5 mab10629 1M LG16
25.16 D5 mab16010 1M LG16
25.16 D5 mab9418 1M LG16
25.16 Cod mab1271 1M LG16
25.16 D5 mab7737 1M LG16
25.16 D5 mab16240 1M LG16
25.16 D5 mab5913 1M LG16
25.16 D5 mab13140 1M LG16
25.16 D5 mab16122 1M LG16
25.16 D5 mab11032 1M LG16
25.16 D5 mab12057 1M LG16
25.16 D5 mab9355 1M LG16
25.16 D5 mab8907 1M LG16
25.28 Cod mab35 1M LG16
25.39 Cod mab3596 1M LG16
25.39 Cod mab3350 1M LG16
25.39 Cod mab4281 1M LG16
25.39 Cod mab4732 1M LG16
25.62 Cod mab4927 1M LG16
25.62 Cod mab1665 1M LG16
25.62 Cod mab3481 1M LG16
25.62 Cod mab2807 1M LG16
25.85 Cod mab4734 1M LG16
25.85 D5 mab10379 1M LG16
25.85 D5 mab12011 1M LG16
25.85 D5 mab14130 1M LG16
25.85 Cod mab1707 1M LG16
25.85 Cod mab4319 1M LG16
25.85 Cod mab5079 1M LG16
25.85 D5 mab13077 1M LG16
25.85 D5 mab8449 1M LG16
25.85 Cod mab3150 1M LG16
25.85 Cod mab3788 1M LG16
25.85 D5 mab6019 1M LG16
25.85 Cod mab1367 1M LG16
25.85 Cod mab4912 1M LG16
25.85 Cod mab741 1M LG16
25.85 Cod mab4906 1M LG16
25.85 D5 mab11670 1M LG16
25.85 D5 mab11719 1M LG16
25.85 D5 mab11948 1M LG16
25.85 Cod mab2808 1M LG16
25.85 D5 mab6020 1M LG16
25.85 D5 mab12074 1M LG16
25.85 D5 mab13688 1M LG16
25.85 D5 mab6101 1M LG16
25.85 Cod mab4582 1M LG16
25.85 D5 mab15164 1M LG16
25.85 D5 mab8068 1M LG16
25.85 D5 mab12389 1M LG16
25.85 D5 mab8972 1M LG16
25.85 D5 mab8231 1M LG16
25.97 Cod mab2764 1M LG16
25.97 Cod mab3887 1M LG16
26.08 D4 mab20971 1M LG16
26.08 D4 mab17895 1M LG16
26.08 D4 mab27274 1M LG16
26.08 D4 mab27171 1M LG16
26.08 D4 mab16586 1M LG16
26.08 D4 mab18384 1M LG16
26.08 D4 mab19926 1M LG16
26.08 D4 mab24812 1M LG16
26.08 D4 mab21494 1M LG16
26.08 D4 mab28146 1M LG16
26.08 D4 mab27601 1M LG16
26.08 D4 mab23096 1M LG16
26.08 D4 mab18814 1M LG16
26.08 D4 mab24749 1M LG16
26.08 D4 mab18516 1M LG16
26.08 D4 mab19566 1M LG16
26.08 D4 mab20767 1M LG16
26.08 D4 mab23445 1M LG16
26.08 D4 mab25421 1M LG16
26.08 D4 mab27957 1M LG16
26.08 D4 mab24562 1M LG16
26.08 D4 mab24825 1M LG16
26.08 D4 mab22033 1M LG16
26.08 D4 mab21354 1M LG16
26.08 D4 mab21847 1M LG16
26.08 D4 mab20268 1M LG16
26.08 D4 mab18241 1M LG16
26.08 D4 mab21956 1M LG16
26.08 D4 mab18984 1M LG16
26.08 D4 mab23529 1M LG16
26.08 D4 mab17971 1M LG16
26.08 D4 mab25009 1M LG16
26.08 D4 mab22061 1M LG16
26.08 D4 mab22002 1M LG16
26.08 D4 mab19899 1M LG16
26.08 D4 mab27866 1M LG16
26.08 D4 mab18554 1M LG16
26.08 D4 mab20353 1M LG16
26.08 D4 mab20502 1M LG16
26.08 D4 mab18770 1M LG16
26.08 D4 mab22842 1M LG16
26.08 D4 mab16593 1M LG16
26.08 D4 mab25033 1M LG16
26.08 Cod mab4251 1M LG16
26.08 Cod mab3645 1M LG16
26.08 Cod mab2809 1M LG16
26.08 Cod mab3250 1M LG16
26.08 Cod mab4785 1M LG16
26.08 D4 mab25196 1M LG16
26.08 D4 mab26690 1M LG16
26.08 D4 mab20834 1M LG16
26.08 D4 mab23461 1M LG16
26.08 D4 mab21774 1M LG16
26.08 D4 mab18806 1M LG16
26.08 D4 mab25686 1M LG16
26.08 D4 mab16512 1M LG16
26.08 D4 mab19252 1M LG16
26.08 D4 mab17864 1M LG16
26.08 D4 mab25576 1M LG16
26.08 D4 mab23237 1M LG16
26.08 D4 mab27438 1M LG16
26.08 D4 mab17724 1M LG16
26.08 D4 mab26122 1M LG16
26.08 D4 mab19871 1M LG16
26.91 Cod mab5091 1M LG16
26.91 Cod mab4076 1M LG16
26.91 Cod mab2829 1M LG16
27.73 D4 mab16515 1M LG16
27.73 Cod mab5655 1M LG16
27.73 D4 mab20391 1M LG16
27.73 D4 mab16601 1M LG16
27.73 D4 mab21409 1M LG16
27.73 D4 mab19355 1M LG16
27.73 D4 mab24636 1M LG16
29.14 Cod mab2788 1M LG16
29.14 Cod mab2811 1M LG16
29.14 Cod mab980 1M LG16
29.14 Cod mab4243 1M LG16
29.14 Cod mab22 1M LG16
29.14 Cod mab4286 1M LG16
29.14 Cod mab2792 1M LG16
29.14 Cod mab2789 1M LG16
29.14 Cod mab2813 1M LG16
29.14 Cod mab3289 1M LG16
29.14 Cod mab5350 1M LG16
29.14 Cod mab4407 1M LG16
29.14 Cod mab3603 1M LG16
29.14 Cod mab3219 1M LG16
29.37 Cod mab28070 1M LG16
29.37 Cod mab3854 1M LG16
29.37 Cod mab2766 1M LG16
29.37 Cod mab1730 1M LG16
29.37 Cod mab3563 1M LG16
29.37 Cod mab5302 1M LG16
29.37 Cod mab10728 1M LG16
29.6 D5 mab9576 1M LG16
29.6 D5 mab7236 1M LG16
29.6 Cod mab2793 1M LG16
29.6 D5 mab5987 1M LG16
29.6 D5 mab7286 1M LG16
29.6 D5 mab14071 1M LG16
30.3 D5 mab5990 1M LG16
30.3 D5 mab10812 1M LG16
30.3 D5 mab13087 1M LG16
30.3 D5 mab13717 1M LG16
30.3 D5 mab10723 1M LG16
30.3 D5 mab6023 1M LG16
30.3 D5 mab13346 1M LG16
30.3 D5 mab11007 1M LG16
30.3 D5 mab8675 1M LG16
30.3 D5 mab5919 1M LG16
30.3 Cod mab1870 1M LG16
30.3 D5 mab5985 1M LG16
30.3 D5 mab5984 1M LG16
30.3 D5 mab6024 1M LG16
30.3 D5 mab13593 1M LG16
30.3 D5 mab7113 1M LG16
30.3 D5 mab8106 1M LG16
30.3 D5 mab7984 1M LG16
30.3 D5 mab16242 1M LG16
30.3 D4 mab21826 1M LG16
30.3 D5 mab5922 1M LG16
30.3 D5 mab12434 1M LG16
30.3 D5 mab13383 1M LG16
30.76 Cod mab3431 1M LG16
30.76 Cod mab3456 1M LG16
30.76 Cod mab25 1M LG16
30.76 Cod mab26 1M LG16
30.99 Cod mab3304 1M LG16
30.99 Cod mab4485 1M LG16
30.99 Cod mab2790 1M LG16
30.99 Cod mab2815 1M LG16
31.22 D5 mab8413 1M LG16
31.22 D5 mab9284 1M LG16
31.22 Cod mab5590 1M LG16
31.22 D5 mab5917 1M LG16
31.92 D4 mab27453 1M LG16
31.92 D4 mab22030 1M LG16
31.92 D4 mab19394 1M LG16
31.92 D4 mab27427 1M LG16
31.92 D4 mab27183 1M LG16
31.92 D4 mab27713 1M LG16
31.92 D4 mab25603 1M LG16
31.92 D4 mab18420 1M LG16
31.92 D4 mab28100 1M LG16
31.92 D4 mab27936 1M LG16
31.92 D4 mab22167 1M LG16
31.92 D4 mab23411 1M LG16
31.92 D4 mab23749 1M LG16
31.92 D4 mab5794 1M LG16
31.92 D4 mab27299 1M LG16
31.92 D4 mab23367 1M LG16
31.92 D4 mab24699 1M LG16
31.92 D4 mab16605 1M LG16
31.92 D4 mab18238 1M LG16
31.92 D4 mab16602 1M LG16
31.92 D4 mab21552 1M LG16
31.92 D4 mab27516 1M LG16
31.92 D4 mab19935 1M LG16
31.92 D4 mab27266 1M LG16
31.92 D4 mab24318 1M LG16
31.92 D4 mab21788 1M LG16
31.92 D4 mab24902 1M LG16
31.92 D4 mab21770 1M LG16
31.92 D4 mab17946 1M LG16
31.92 D4 mab17909 1M LG16
31.92 D4 mab18951 1M LG16
31.92 D4 mab22713 1M LG16
31.92 D4 mab16657 1M LG16
31.92 D4 mab18789 1M LG16
31.92 D4 mab23027 1M LG16
31.92 D4 mab16606 1M LG16
31.92 D4 mab18693 1M LG16
31.92 D4 mab20412 1M LG16
31.92 D5 mab7608 1M LG16
31.92 Cod mab4288 1M LG16
31.92 D4 mab28119 1M LG16
31.92 D4 mab26433 1M LG16
31.92 D4 mab16659 1M LG16
31.92 D4 mab21778 1M LG16
31.92 D4 mab24612 1M LG16
31.92 D4 mab16599 1M LG16
31.92 D4 mab21223 1M LG16
31.92 D4 mab26928 1M LG16
31.92 D4 mab21322 1M LG16
31.92 D4 mab25119 1M LG16
31.92 D4 mab26900 1M LG16
31.92 D4 mab27137 1M LG16
31.92 D4 mab18772 1M LG16
31.92 D4 mab20501 1M LG16
31.92 D4 mab26317 1M LG16
31.92 D4 mab20028 1M LG16
31.92 D4 mab16610 1M LG16
33.58 Cod mab4664 1M LG16
33.58 D4 mab22085 1M LG16
33.58 D4 mab24256 1M LG16
33.58 D4 mab18000 1M LG16
33.58 D5 mab7636 1M LG16
33.58 Cod mab4083 1M LG16
33.58 D4 mab27754 1M LG16
33.58 Cod mab6508 1M LG16
LG13
cM Marker Kr.
0 S Cod mab983 1U LG13 TGCAGCTTCCCAAGGCAGAAAGAGGCGTGCTGACACGCCG
0 A D5 mab7074 1U LG13 TGCAGCGACAGCATGCTGCGCCACAACCCGCTGGCGGCCGCCCCCG
0 A D5 mab8286 1U LG13 TGCAGGGCAGCAGTTCGTGGCGGCGCGTCGACGCGACCCGTCGGTTGGCGGCGGGGCTTGCCGTCCGAG
0 AB D5 mab114881U LG13 TGCAGCGGCAGATTCCCCCGCGACCGCGCCACCCCAGGCGCGTGTCGTTTCCGAGCCAGCGCGCGCTCC
0 A D5 mab8097 1U LG13 TGCAGTTCATTGTCGTTTTCTCACGCCG
0 A D4 mab204451U LG13 TGCAGCTCTCCCTCGCGGCTGTACTTGAGGCCGAACACGGTGACATGGAGCGCGCAGCCACGGGCGGCG
3.19 B D5 mab124391U LG13 TGCAGCTGTTCGGTGTTGTCGGCCAGCCCATATCCGCGATACTGATCCG
3.19 B D5 mab116921U LG13 TGCAGCGTCACGCCCTGCACGTTCACCCCCCTGCACTCCTCGAAATGCAACGCCTGCAACAACAGCAAC
3.19 B D5 mab7216 1U LG13 TGCAGGGAGAACGTCACGATCACGGTGATGTACGGCAACGTGGTGCTGGGATGGGCCCGCGTGCCGAGA
3.19 B D5 mab7492 1U LG13 TGCAGAGGCAGTTTCTCAAGGAGGTGGTGGGGTTCCAGGTGTTCGGGTCGAGCCCCAAGGTCAGTAAGC
3.19 S Cod mab1366 1U LG13 TGCAGATGGTCCACACCTCCTGCATTTTCATGTCGTATGCGCACACTTTAGTCTGTCAGTGTTACAGTT
3.19 AB D5 mab9038 1U LG13 TGCAGGCGCTTGATGGCTGCCGTGGTGCCG
3.19 AB D5 mab148431U LG13 TGCAGCGGTGAGTAGGTAGCCCCTGGCCGCGCCCGTGTTGGAGGGCATGTCCG
3.19 A D5 mab118361U LG13 TGCAGACTATTCTGTGTGCGCCTTCTGTCTCGCGTTGCCAGCTTTTTATTCCCGCTGGATACAGCCGAG
3.19 A D4 mab213101U LG13 TGCAGGCTTTTGCTGTCCAGGCGGTGGCGCCGAGGTAGCGGCGGCGTCGCAGCCAGGGACTTTTGTTCC
3.19 A D4 mab227551U LG13 TGCAGAACGGGTCGTGGTTGAGGAAATTTTGCAGGAAGGCGAAGTGAGGCGAGTCGCTAGGGAGGCCAG
3.19 A D4 mab191431U LG13 TGCAGCCTTAAATTTCGCCTCCGACCTCACCGTCCG
3.19 A D4 mab217501U LG13 TGCAGCTGAAGGGCGCAGGTTCGATTCTCGCCGAGTGCAGCACTGCAACGCTTTTTTTTCATATTTTCT
3.19 A Cod mab3565 1U LG13 TGCAGCTCGGAGCAAGGTGCAGGGCTTCCTGGAGGCCGCGTGCTCCG
3.19 A D4 mab192511U LG13 TGCAGCCGCCATTGCCGCCGACTCCTCGTCCTCCTGATCGGCCTGCTTCGACCG
3.19 A D4 mab279401U LG13 TGCAGCATGTGGCCGCGGGAGCGGATGAGCGTGGCGACATCGTCGTCGGTGACGGTCATGCGTCGCAGG
3.19 A D4 mab255151U LG13 TGCAGCACATCTGCCACTAAAATAAACAGGCAGGGTGATAATGAATCCCCCTGCCG
3.19 AB D5 mab5955 1U LG13 TGCAGTACAGTCATCCCCAGGAAGATGAAGGCATGACCTCGTCACTCCG
3.19 AB D5 mab9564 1U LG13 TGCAGCTTGGAGCAGGAGCTGCCGATAGCCTTGAGGCCTTCATTGGCAACACCAGAGCATGCCTCAATG
3.19 AB D5 mab131741U LG13 TGCAGGGAATGTCGGAACGTAACGGAACGCACGGTGGCGACTCTCCATTTCACCCAGCGCCG
3.19 A D5 mab156441U LG13 TGCAGGAGGAACCCATCTCTGATCAGCCGCTCGTACAGCTGATGAGCTGGCTCCGTTCCTCGGCGCACC
3.19 A D5 mab9819 1U LG13 TGCAGCGGGAGGCGGGCCACGACGGCGAGTGCTTTGAGCCG
3.19 A D5 mab133941U LG13 TGCAGCGAGTCTTTAACCGTTCCATTCCTTCCATCACAGAGACGGCTTCAGGGCCAGCATGCATTGATG
3.19 A D5 mab153361U LG13 TGCAGAGGAGGAGCTAGGTTCCCGTCCG
3.19 A Cod mab2467 1U LG13 TGCAGCAGCATCACCACCACCATCGGCGCCGCGAGCCCCGCCAGCTGCGCGGCTTCCCTACACCAGCGC
3.19 A D5 mab8294 1U LG13 TGCAGCTGGATGGCACCGTCGTCTCCCCGCGAGATGGGCGCCG
3.19 A D4 mab222031U LG13 TGCAGCCACCCCTCCACCCGTCGTCTCTCCATCTTCCCCACACCCACATCGCGCGGTCAGCCGATCCGA
3.19 A D5 mab146861U LG13 TGCAGCTGTTGGGCTGGAGTCGCCG
3.19 A D4 mab277241U LG13 TGCAGGACGAGCGTGACGGCGATGACGCCGAGGAACATCCTGTTCTTGAGCACCCCG
8.81 S Cod mab4067 1U LG13 TGCAGACCTCGGTCTGGCCCTCCCGCGCGGCGAAGTGCAGCGCGGTGCGCTTGTTGGCGTCGCGCACGC
8.81 A D4 mab192381U LG13 TGCAGCCGCGCATGGCGCCCAAGCGCTCGATATTTCCCACACCTCGCCCTCGCCG
8.81 A D5 mab100341U LG13 TGCAGGACGACGTCTCATCCCTGCTGGCCTACAATTTACATTGGAGAAGCGCGTTTGAAGTCCTCCCAT
8.81 A D4 mab254991U LG13 TGCAGATTCACGGTGGAGCCACCCATTTGACAGCAGAGGGGCACGTTCTACCG
8.81 A D4 mab247461U LG13 TGCAGGCGTGACCAGCCAGGTCGCCATTGGTCGTGTACGGTTGCTTTGCCCCCCTTGGAGGTGGAGCCA
8.81 A D4 mab164761U LG13 TGCAGCCTCCAGCCTCCACAGCCTTAGGTTCGGCCTCCCGAGCAGCAGCGCCTTCTCTAACGAGCTGGG
8.81 A D4 mab251131U LG13 TGCAGCAGCTGCTGGTGGGACCTCTTGCAGTGGGCAATGGCTCCCTGGATGGCCCCCTCCTCCGACCCG
8.81 A D5 mab108141U LG13 TGCAGCAGGTCCAGCAGCTTGCCGTCGTGCTGCCTCGTCCACGCGTCCACGTGCAGCCTCGAGAGGATC
8.81 A D4 mab219151U LG13 TGCAGCGGCGCCGATGAGCCCTCGGCAGCAACTGCGGCGCGGGGCGTGCTTAGCGGAGAGATCGGCTCC





8.81 A D5 mab106811U LG13 TGCAGGGCCCCAAGTTCTCTCGCGGGCAGTGTGGCTAGTCGACGGCGGGCTGCGGCTGGTCGACGCTGT
8.81 A D5 mab143171U LG13 TGCAGGTGCTGCGGATGGACGGGCGGGAGACTGGCTTACCGTTGCCG
8.81 A D4 mab245341U LG13 TGCAGCGGCGGCCATCTCCTCTGTCTCTTCGTCAGAACTCTCAACGGCCAGAGCCCAGAACCG
8.81 A D4 mab239121U LG13 TGCAGCGCACACGCATGCACACCG
8.81 A D4 mab239011U LG13 TGCAGCGCGCTCCACAGTATCCAACATCGCCCTCGCTTGCCACCG
8.81 A D4 mab237671U LG13 TGCAGCTTTTCGTTGCCACGATACCCCTTCCG
8.81 A D4 mab177631U LG13 TGCAGTGTGAGAAAGAACGTTGGCTCCG
8.81 A D4 mab229961U LG13 TGCAGAAGAGCACCTGCTCCTCGTGCGGCTACCCCGCCGCCCGCATCCGCAAGTGTAAGTCCCGTCCGC
8.81 AB D5 mab5926 1U LG13 TGCAGCAGGACCTTGAGAATCCTATCCGCCAGCCTCAATTCCTCACGGGGCCTCCGCCTGGAAGCGGAA
8.81 A D5 mab141151U LG13 TGCAGTGCTTACGGCAGCAGCTGTGGACTCAGAATGCACCG
8.81 A D4 mab215221U LG13 TGCAGGAGGACGGCGAGGGCATATGGAGGCGGAGACCGCGAAATAGGACGGCAGCTGCAACGGTGGCTC
8.81 A D4 mab273381U LG13 TGCAGCCAACAGCAGTGGCAGAGGCAGTCGCCGATAGCAGCAGGAGATGCAGTCGCCAACAGCAGTAGC
8.81 A D4 mab228621U LG13 TGCAGAATCGATCGCCGTGAGTTGACTTATAGCTCGGCACCGCTGCATGGTTGGCTCCGTTTCATGTTC
8.81 A D5 mab160441U LG13 TGCAGGGGCACATCGCAGAACTAACTGTCCATCATTTTTTAGACCTAGCAGTTTCAGTTTCAGTAACTT
8.81 A D5 mab137991U LG13 TGCAGGAGCATCTGGGACAGCAGCTCGCTCCACAGGTCGATCGGCCCCG
8.81 A D4 mab165641U LG13 TGCAGCATGTCCGATGGTTGTTTTCGATTTGTTCTCCGCCTCTCTCCTGCTTCCTATAAATACCGAGAT
8.81 A D4 mab278801U LG13 TGCAGCTGGGCTCGTCCGACCGCGCGCCTCCGAGGATGGACCAGCCGCCGAATGGCTTCGCCGCCGAGA
8.81 AB D5 mab7027 1U LG13 TGCAGTTTCCTCTTCGGTAATAAGACACCGTTGACTTTGAATCGATGAACCCTTGAATCAAAACAAATA
8.81 AB D5 mab131631U LG13 TGCAGGGAGGCGACTCACAGAGGCAGCAGGTTAACACCGTATTGGTGGCCCGCAGGAAGCAAAGTTGAG
8.81 AB D5 mab5992 1U LG13 TGCAGGCCCTGCTCGCGCACCTCTGGCGGGCAGTGTGCCG
8.81 AB D5 mab159571U LG13 TGCAGTACGAACAACGACACCTTGAACCTATCCATGGACGACTGCTGCTTCCACCTCTTGGCCAAATCC
8.81 AB D5 mab8203 1U LG13 TGCAGCTCAAAGAAGCCATGTTGGATGCCG
8.81 AB D5 mab141611U LG13 TGCAGTGAAGCTTCGTCGGAGGCTGTCGGGGTGCTGCGATGGAACCCGCCGCTCCG
8.81 A D5 mab143461U LG13 TGCAGGTCAGCACGGCCTCTTGCCTCAGGGTGGACACGGTTCGGGCCG
8.81 A D5 mab7642 1U LG13 TGCAGCAAGAACTTACGCTTCTTCTCGAGGTCCAGTTTGGGCTGGTTGTCGCCCGAGAGCCG
8.81 A D4 mab166181U LG13 TGCAGCAGCCCGTCGATGGTCGCGCCCAGGCCTGCTGCCGTCCCGTGGACACGCATCAGCGCCG
8.81 A D4 mab272131U LG13 TGCAGGGTCATGACCTGCTGCTGGAGCGCGAAGATGTGGGCGACGCAGCCGTAGACGGGGTCGCGCAGC
8.81 A Cod mab619 1U LG13 TGCAGCGGCCGTTCGACGAGGCGAGCGGCGCACGGTACAGTTTCAACGGCACCGTGCGGAAGCTGTGGG
8.81 A D4 mab166131U LG13 TGCAGCAGCGGCCTGTCGTGACTGCCCTAAACAAAGTTTGTGCGGCAGTGGTTACGTCGCCCACGCGCG
8.81 A D4 mab274521U LG13 TGCAGGCGTGCGTGAGCTCTGGCATGGAGAGCTTCATCAGTGTCATTGAGTGCACTGGATGGGAGAGTT
8.81 A D4 mab165251U LG13 TGCAGCCCCGCCTTCATGCGCGCCCGAGCCGCGGCGTCCGCCCAGCTCGCCGCCCGCGACGCTGTAGTC
8.81 A D4 mab186401U LG13 TGCAGGACAGTGAACCCGACGATTATTGTAGTTCAGAATCCACCATTAAACCG
8.81 A Cod mab2610 1U LG13 TGCAGGGCATATCGTTAGGGATGCTGTTGATGGGCTGGTTCTTGTCCGAGTAGCCCTGAGGTAGGCTTG
14.91 B D4 mab207281U LG13 TGCAGTTTACATAAAACATAGGTGAGAATAATCAGAAGGGGAACGGAGACGGTCGAGGGCAGTCGAATC
14.91 B D4 mab244331U LG13 TGCAGGCGGTGGCTACGGCGGCCGTCCTCGCGCGCACGGTTCAGTTGTCGGTGCGTCCGTTTGCGCTCA
14.91 B D4 mab278851U LG13 TGCAGTTGCAGAGGGGAGAGAGCGGTTGCTCGTTCCTTCGCGACTCGTCTTCCGTTCCGTGTCCCTCCG
14.91 B D4 mab191191U LG13 TGCAGCGACACAACGTCTCCTTGCCCTATACCTTTTCCCG
14.91 B D4 mab275121U LG13 TGCAGAACAAAAACAGGGGAAGGTGAGGTAGGAGGGAGCACGAACTGAGAGGGAGCAGTGGCCG
14.91 B D4 mab245881U LG13 TGCAGCCATGACAGGTTGAACAAGTTGGCGACGGACGCTCGTGGTTAATTAAGCGAAGCACTTTTTTTT
14.91 B D4 mab273021U LG13 TGCAGACCGCTTCGTTGCAGCTTGCAGCCCACATCAGGGGTGTGAGCAGCTCCCATGGGGGAGTTCGGG
14.91 B D4 mab229501U LG13 TGCAGTTGTACACCAAATGTGTATGAGCAGCAGGAGCAATAATCTGAAGTTGTAAACTATACAGCCGAG
14.91 B D4 mab266651U LG13 TGCAGCGTGGTGTTCAGGATTAGATCCG
14.91 B D4 mab227981U LG13 TGCAGGGGTAGGCGCGGATTTATTTGGAAGAAACGTGGATGCGATCTGCGGCCAGCTCGCGGGCTCCAG
14.91 B D4 mab260001U LG13 TGCAGGGCTGCCTCGGCTGAGAATGGCCAGGGTCGAGAGGCCGAGGCTGAGGTACAGCAAGAAGGCGTC
14.91 B D4 mab238281U LG13 TGCAGCTCGGAGGCGCCGCGGCTCTCTCTGCATCACGGCGGCCCG
14.91 B D4 mab166141U LG13 TGCAGCAGCGCCGCATCACCGATCTGCCTTCCGATCTCTTGCGGTGCATCGCTCAGAGGCTCCCCTCCG
14.91 S Cod mab5515 1U LG13 TGCAGGAGAAGAACCAAGCTGCCCTCGAGGCGAACCTACGCTTCGTGGAGGTGCCCGACGGGTTGGTGC
14.91 AB D5 mab121111U LG13 TGCAGTGGAGCAGTCAAGAAGTATCCCAGGAACAGAATGCTCGGCCG
14.91 AB D5 mab102161U LG13 TGCAGCAGCGATCATCGATCTCGATCGGCCGTGCGGCGGTGCCG
14.91 AB D5 mab157661U LG13 TGCAGACTAGATTGCCTCGAGCCTGATGAGAGAGAGCGAGGCGGAGACGAGGCCGCCTGAGACGGCCGA
14.91 AB D5 mab152441U LG13 TGCAGATGTCGCGCGAGACAAAGGCGACCCCCTCCCTAGAGCGCCG
14.91 A D5 mab120471U LG13 TGCAGAAAAAGCCCCCTGCCTTCTCGTCCCG
14.91 A D5 mab153381U LG13 TGCAGAGGAGCAAATCAATGGACGGAGTGGTGGCATCTCGATCCG
14.91 A D5 mab144781U LG13 TGCAGGCGTTGATTGATCGACGCTGGTTAGTCCG
14.91 A D5 mab157771U LG13 TGCAGCCAGCGTTGCCGCCTCGTGCGTTGCCTCTGTAGCACAGTCCACGGTGGTCTCCAGTCTCCACCG
14.91 A D4 mab192351U LG13 TGCAGCCGCGCGCCCCCAGGAAAAAATCAGGACTCGGAAGAAGGGCCGAACGGCCG
14.91 A D4 mab222681U LG13 TGCAGCAGTGACCCGCCATACCACGGGCCTCGACTCACCTCGCCGCCTTCAAAGCAGAGCCG
14.91 A D5 mab120481U LG13 TGCAGTTTTTGAGCCACCACCATGGTGATGCCTCTGTTTCGCTACTGTGTTAAGCCGCCG
14.91 A D5 mab111041U LG13 TGCAGGCAGCTGCATGTGCCAGCGCAGTCGGGACGACGCCAAACCG
14.91 A D5 mab7975 1U LG13 TGCAGCTTCGAGTCCCAGGACGAGGAGGACAACGTCGACTACGAGGACGAGGACGAGGAGCACCGAGAT
14.91 A D4 mab222741U LG13 TGCAGCAGTACATATATATGCGTTTACTGACTGAAACAGAGAAGAAACTAAGGCTACAGCGGCGCACCT
14.91 A D4 mab253001U LG13 TGCAGCGGGATCATCGGCTACCCTTCCTGGCTCCG
22.83 B D4 mab164771U LG13 TGCAGCCTCCAGAGCCCTCTCTGGGTCCACCTGTACCTGCCCGACAACCACCAGAGCCGTGGGAGAAGA
22.83 B D4 mab232991U LG13 TGCAGCAGGGGCCCCGCCTCCATGACGGGCTACAGCAGCCG
22.83 B D5 mab5899 1U LG13 TGCAGGTCATCTCCACCAACGTCGCCTGGTCCACATCGCTGGATTTAAACGGGCAGCAGACCTCCCACG
22.83 S Cod mab2757 1U LG13 TGCAGCGACGAGATGGGCGCGGTGGCGACGCCCGCCATCTCGCCGTTCGCCCTCGCCTTGAGCTTCTTC
22.83 A D4 mab264491U LG13 TGCAGCCGCATGATAGCCGTCGCGTTGGCTAGCTGAACCG
22.83 A Cod mab5183 1U LG13 TGCAGTTTTGTGCTCCAACGTAGCTCCCGAATAAGCAATTGACCAGGCAGGATTTGCAACGCCTCTGTC
22.83 A D4 mab203511U LG13 TGCAGGCTTCTAGCACGTCATCTCTGTGATGTAGCATTTTTGAATCACGGTTCCAGCACACCGCATGGC
26.46 B D4 mab258711U LG13 TGCAGTATGAAGGCCGTGGCGAGGATGACGAGGGAGAGCACGACCCCG
26.46 B D5 mab163021U LG13 TGCAGCTCTTTTTCTCTACTAAGGCGAGCTGATGGACGTCCCCTAGCGCAGGGCTAGCGTTTTTCTCTC
26.46 B D5 mab106501U LG13 TGCAGTAGGAGGGGAGGAAGGGGAAGCTGAAGTCAGCGGCTAGGGCGAGCGCGCGGGCGGCAGGGGCGG
26.46 B D5 mab6826 1U LG13 TGCAGTTGGGAGACGCGGCGAAGCTGGGCATGCAAGCCGCGGGCGCGACAGAGGGGATCCAGAGCGGGG
26.46 B D5 mab9338 1U LG13 TGCAGGAGGGCGGGCTGCTGGGAGCCGAGACCCG
26.46 B D5 mab155771U LG13 TGCAGTGCGAGCAGAACCTGAAGAGCAGCCCAACTGCGACCGCACCGATCACCCGAGGTCAGAACCTGT
26.46 S Cod mab1162 1U LG13 TGCAGGAACTGATCCATATAGAGAAGATCGAGGTCCTATAGAACTCCCG
26.46 A D5 mab142801U LG13 TGCAGGTTTCTTTGGTGATGCACCCTGCTCTTATCTGCTCCG
26.46 A D5 mab146601U LG13 TGCAGCTTGGCGTCGTTGCTCTCCGCGGCATCCATGGCGCCG
28.48 S Cod mab2 1U LG13 TGCAGGCGTCCCATTTGAATTAAGAAAACAAACAAGCTCAGTCATCGGTGTATTCAACTCCG
28.48 A Cod mab2758 1U LG13 TGCAGGAGGTCGTCCATGGCGGCGGAGAAGGGGCTGTTGGGGAGGAGCAGGAGCAGGCAGGAGACGAAG
28.48 AB D5 mab131871U LG13 TGCAGGCGGGCTCGTCTGTCTGGTCTCGGGTGTACACCAGTAGTCCAGTACACGCACACAGCCTCGCGC
28.48 A D5 mab161461U LG13 TGCAGGCAATGTGGGAGTACATAGAGTCATGCTCGAATCTTAATCTCTGGTCCTAGTTCAAGCGCTAAA
28.48 A Cod mab10 1U LG13 TGCAGGAGGTCGTCCATGGCGGCGGAGAAGGGGCTGTTGGGGAGGAGCAGCAGCAGCAAGGAGACGAAG
28.48 A D5 mab5900 1U LG13 TGCAGGTCATCTCCACCAACGTCGCATGGTCCACATCGCTGGATTTAAACGGGCAGTAGACCTCCCACG
28.48 A D5 mab137141U LG13 TGCAGTGAGTCGTCTGCCTTCCATGTAGAACTTGTCGGTCGAGTTGGCGGGGCTCTAACCG
30.99 B D5 mab129691U LG13 TGCAGCGGAGCGTGCGGTGCAAGACGGCGCGCTCGGCCGTCGGGTCTCTGCGGGCTCGCGGGACCGACC
30.99 B D5 mab145071U LG13 TGCAGGCGCAGGGGAGTGCAGCCG
30.99 S Cod mab4305 1U LG13 TGCAGCCGAGCTCCCCAAAACCCATGTATACCCATCTATTGACCG
30.99 A D5 mab5898 1U LG13 TGCAGGAGAGACCTGAATTTCCTGACCAGGTCCTGCGCCGACTCCATGGAGGATCGGTCTCGCCGAGAT
34.44 B D5 mab158341U LG13 TGCAGTGGAGTGGTGCAACGAGAGTCGATGTCGGTCCTTTTTTCTACACAGTCAATGGCGGTCACCGAG
34.44 S Cod mab2233 1U LG13 TGCAGCTCCTCGCTCTACTGTGTACCAGTCGTTCCCGGCCGGAGTGAACTCTGGAGGTTGTCCG
34.66 B D4 mab179161U LG13 TGCAGTCGAGTCGTGACACGTGGGACCACCGCCG
34.66 B D4 mab273611U LG13 TGCAGCTTCACCAAACAGTTGTGGACGGTGGCTATCAATAAGCTAGCCG
34.66 S Cod mab2233 1U LG13 TGCAGCTCCTCGCTCTACTGTGTACCAGTCGTTCCCGGCCGGAGTGAACTCTGGAGGTTGTCCG
34.66 A D4 mab257531U LG13 TGCAGGCACCATGGGATCTCTCATTATCCG
34.66 A D5 mab9545 1U LG13 TGCAGGCCCACCACCGTCAGCACGTCTGCCACGCCGATCATCGCGTACTGCGGCACCAGCCACGCCCAG
37.6 S Cod mab5364 1U LG13 TGCAGAGGAGGAGGCTGCCACAGCACTGCTCGACCGAGAAGCAGTCGTAGATCCCGCGCCAGAAACGGA
37.6 A D5 mab144821U LG13 TGCAGGCGGGCAGGGTGGGTGCTCTCACGCACGCGCACGTGGCCGCACGTGCCCG
37.6 A D5 mab145541U LG13 TGCAGGCAGTCAAGTGGCTGTGGAGCCG
37.6 A D4 mab197911U LG13 TGCAGAGGTCTTCGGTCGTGTGGATCTCTGCTTCCG
37.6 A D5 mab106731U LG13 TGCAGGGGAAGCGGTTCTTCGCCGGCGACGCCGTTGGGTACCTGGACCTGGCGGCCTGCGGACTAGCGC
41.02 S Cod mab1784 1U LG13 TGCAGAGAGAGCAAGGATATATCACCCAAGATTTTGCTAGATCTAACCACCACTTGAGTTTGTTGCGAG
41.02 A D4 mab183361U LG13 TGCAGGCTGCTGTTGTTTAGCTGCATGTATGATTATGATGTAGATGCATGTCTTCATCCG
41.02 A D5 mab114601U LG13 TGCAGAAATCTGTGGGGAATACGTGGTGGAGGCCTCGGTGGTGGTGGAGGCCTCGCCG
41.02 A D4 mab250611U LG13 TGCAGAGGTAGAGCGCGATGGCCCTACCGAGCTTGGAGGTGGCGCCG
41.02 A D4 mab263191U LG13 TGCAGCTCGCCGCCGTCCACTGCGCGGGCGCCTCGACCAGGACGCCG
41.02 A D4 mab237851U LG13 TGCAGCTTCCCGCGCTCGCAAAACTGCCTCCTCCGCCG
41.02 A D4 mab262551U LG13 TGCAGCTTGGAGACGACGGATCTAGGGCGGAGGTTTGCTCCG
41.02 A D4 mab254401U LG13 TGCAGCATCCGCATGAGCACGTCCTCCTCCGCGGCGGGCTCGGCGCCG
41.02 A D5 mab131761U LG13 TGCAGGCTGGTCAGGATTGGCTGCGTGTCCACTGGACGATTCCGCTTCCGCCGCGGTCTTCGAGCCGAG
41.02 A D4 mab261531U LG13 TGCAGTCGCTTGCCAAGGCTCTGTCGCACTACTACAAGGCCCG
41.02 A D4 mab220741U LG13 TGCAGCCTCCGATGCGGCGATGCCCAGCAGGGTGGCTAACGGCGCGAGGAGAAGCAGGAGCAGGAGCCG
41.02 A D4 mab164791U LG13 TGCAGCCTCACAGAAGTAGTTGTAGTTTGCATTAACGTTTTTGCATCCTTGTGCGGCATTGCAGAACCG
41.02 A Cod mab27 1U LG13 TGCAGGTAACGCGGCTCAAGTGTGGAGGCTTCATATTTGGGCATCGTGTGTGCCACTGCATGGTGGACG
41.02 A D4 mab253731U LG13 TGCAGCGGCGCACCTGCGCGCGTCGGCCACGCCG
41.02 A D4 mab276141U LG13 TGCAGAGCATCGCGGAAGGGCGAGACTGAAGCGGAGTAGTACACGGCCG
41.02 A D4 mab189391U LG13 TGCAGCGGGGCAGTGGGCCGAGAGGTGCACGCACGGACGCCCGCCG
46.8 S Cod mab1164 1U LG13 TGCAGCCAACTTGTCGTGCGCTGTTGTAGTTGGCAACCTGGGCGATTGTTCTGAGCAGAACAAATTAGC
46.8 A D5 mab123581U LG13 TGCAGGCAGTGGCGCGGCCTCGTCGTCGATCCCGCCATGCTCCGCCGCCG
46.8 A D4 mab256901U LG13 TGCAGGCCGTGCGGCTCGTCGGTACGATTCCG
46.8 A Cod mab3 1U LG13 TGCAGCGCGAGGATGCGGACGGGCGCGTGGGGATCAGCCTGAGCAAGGCGCTCCCAAAGGCCGCCGTGA
46.8 AB D5 mab7875 1U LG13 TGCAGCACAGCTAATTATGTCCACGATCACTAGCCTGCACCG
46.8 A D5 mab5940 1U LG13 TGCAGAAGGGCAGCTCTCCAACGCCGTGCATAAAAAAACCACCAATGTCTGGTCCGTGCTGTCCGAGAT
46.8 A D4 mab220641U LG13 TGCAGCCTCGGCTTGTCCTTCCTCGCGAGCTCGGACGTGGCGTCCTCCTCCTTCTTCTTGGTCTTCCTG
46.8 A D4 mab263041U LG13 TGCAGGCGCTCTCCAAGGAGGAGGAGGCCCTCCGCTCCCG
53.31 B D5 mab123261U LG13 TGCAGGCGAGGCAACACTAAAACCG
53.31 B D5 mab101141U LG13 TGCAGCAGGGCAGGGCCGAGATGGCCGAGTGGCGGCAGCCGCAGCAGCATACCAGAACGCGGGCGAGGC
53.31 S Cod mab1837 1U LG13 TGCAGCACCATTGTCATGTCGCCCTGTGGCATATAGAGAAGCTCCG
53.31 A D4 mab226651U LG13 TGCAGACGCCACCAGAGCAATGCACCAAGGCACACGCCCCTACGCCAGCTACCTCCAGCAGCCAACACC
53.31 A D4 mab187671U LG13 TGCAGCTGCCTGACCTCATGCGCCTGCACCG
53.31 A D4 mab235241U LG13 TGCAGTCGACCCGCTTGCATCACCCCCCGTCGCTCCTTGCCGAGGCCGCCCTGGCCG
53.31 A D5 mab141491U LG13 TGCAGTGATCTGGTCGGGAGAAAGTCGGGCAGTCGCGAGGGAAGGTCCG
54.89 S Cod mab4112 1U LG13 TGCAGGTCATCGCGAGATCGGGGTTGCGGGGGTAGCTGCGGGCGCGGGGCGCCG
54.89 A D5 mab124321U LG13 TGCAGCTTCGAGGCGTCGGCCATGGGAGCTCCG
54.89 A D4 mab245211U LG13 TGCAGCTACTATATGGCATAACCATACCGAGATTCTCCAAAGTCGTATAGTATAAGCAGCCG
54.89 A D5 mab119891U LG13 TGCAGCGCGGATGGTGCTGCGACCCGACGGATCTCACCG
54.89 A D4 mab242261U LG13 TGCAGAAGCAAGCCCGTACGAACTCAGGGCATCTCCG
54.89 AB D5 mab138031U LG13 TGCAGGAGACCGTGCACAGATTGGTTAGCGACATCATGCCG
54.89 AB D5 mab122841U LG13 TGCAGGGCAGAGGAAGCGGTCCTCGGGCGCAGGCGGAGCATCAAGGGGGAGGGCGGCTCCG
54.89 AB D5 mab139941U LG13 TGCAGAAAGTTGTACCTATGCAAGTTCTACAGCCG
54.89 A D5 mab142851U LG13 TGCAGGTTCGTATCATCGTCAAGGAGGCAGATGACCG
54.89 A D5 mab5952 1U LG13 TGCAGCAAACTGTGCACAAAACGGGACAATCTCTGAGGTTAACCTTTTTGGCCTTGTCTTGGCCGACGA
54.89 A D5 mab149831U LG13 TGCAGCCGCTCGTCACGGACGTACGTGCGCGGCCTGGCGCGTGCACCG
58.06 S Cod mab3729 1U LG13 TGCAGCCTGTGGACCTACTTGTTGTTGGCCG
58.06 A Cod mab5290 1U LG13 TGCAGGTCGCTGGTGTAGTGCGTCGACTCGTCCACCACATGGTACGCCGTCTCTAGACTCATCTTGAGG
58.06 A D5 mab151301U LG13 TGCAGCAGCGCTCGCATGCTACCCGAGCCCG
58.06 A D5 mab8584 1U LG13 TGCAGATTCAAAACAGACGCGTTGCTTGATACGCTCCG
58.06 A D5 mab133561U LG13 TGCAGCGGGGCGCAGCAGTGTTGGTGGAGGAAGGAGGTCGCGCAGCGGCGTTGGAGAAGGAGGACCGTC
58.06 A D4 mab228961U LG13 TGCAGTTTGACGGAATCCCACTAGAACGGTGCCG
58.06 A D4 mab278761U LG13 TGCAGGTGCAGGTGGGGTTGGGTTGATTTGATCCGCCTGCCTTTTGAGTTGAGTTTCAGTTCCG
58.06 A D4 mab253911U LG13 TGCAGAGGACAGAGGGGAGGCGGCAGACGACCG
63.33 B D5 mab7914 1U LG13 TGCAGGTTCCACCATGACCTGCTGGCTGGTCTAACGAATCTCGGCGTCAAGGCGCCG
63.33 B D5 mab132261U LG13 TGCAGGCAACCCTCTGCTCCACGCCGATGTACAACACTCTGCACGCAACGAGCCTCCGCCGAACCACGG
63.33 S Cod mab5345 1U LG13 TGCAGCGGCAAAGCGTTATGGGCGATCGCCACAACCGAGGCGTTGGCTGCGTAGTGTAAGAGTAGAGAC
63.33 AB D5 mab124081U LG13 TGCAGGACAAGGTGGTGTACGGCACGCCG
63.33 AB D5 mab105561U LG13 TGCAGATACTACTACAATATGCAGATCGCCG
63.33 A D5 mab143861U LG13 TGCAGGGGTCCCCGCAATCGGGACAGTCCCGTGGGGCGGCGGCCG
63.33 A D4 mab208241U LG13 TGCAGTGGAGGGGGGAGAGGCCACGACGCGAGGAGAGGCCACGGCGGAGAGGGAAGGCGCGAGGAGAGG
63.33 A D4 mab264651U LG13 TGCAGAAACCCAGTCCGCAGGAGCTCCG
64.45 S Cod mab1985 1U LG13 TGCAGATGCTACGACCAGTGCCGCGAGAGGTTGGATCCAGTAGATTGGGATGCTAGCACCGCACCCGAG
64.45 A D4 mab280841U LG13 TGCAGTGCTGCGGTACGGGAAGCGCCATGCATATGGTCGCGGCCTGGTGCGCCG
64.45 A Cod mab2566 1U LG13 TGCAGCGCCAGCTCAAGCGCCCCTGTGGTGGTCTTCGTGTCCAAGATGTTTGTGGTGAAACACAAGGAT
64.45 A D5 mab5932 1U LG13 TGCAGAAAGGTGTATGCGAGACGGGGCCTGCGTAAGGGACACCGCCAAGAGTGAGCAGCAAGGGAGATG
64.45 A D5 mab151421U LG13 TGCAGCAGCAGCAGGACCCCCCCGCCCG
64.45 A D4 mab214231U LG13 TGCAGGCCATACCGTAGCGGCATAGCCACCGAGACGAAGAGAAAGGGAGAGGAGGCACGAGAGGAATGG
64.45 A D4 mab164841U LG13 TGCAGCCGTTAGACGCACGTAAGATGCTGCATGCTGTTGCGTCGCATTGGTAGCTCGCTGTCAACCGAG
64.45 A Cod mab11 1U LG13 TGCAGGACGCGGTCCTCGGCATGCTCCGCCGCGTGTCGGAGCTGGCTGCGTCCG
64.45 A D4 mab175011U LG13 TGCAGCAGAAGCGGGGGCGACGGCTCACGAAAACTTCTCCATCCCCG
66.49 B D5 mab5996 1U LG13 TGCAGACTGGCACGCCGGCGGCGGCCGATGGCATCAAGGGCCACACCTTGACGTACAATTTCGTGGCAG
66.49 S Cod mab2797 1U LG13 TGCAGGCCACCACGCACCTCCTCACCTTCTCCGCCTCGGCGACGATGCAGGCATGCTCTGCCGAAACCC
66.49 A D4 mab178181U LG13 TGCAGTGCTTTGCTCGATCATCCG
66.49 A D5 mab143271U LG13 TGCAGGTGAAAAGTCGCAAAAGGTCGGACCTTTGCCGAGTTTTGAACCCG
66.49 A D4 mab259921U LG13 TGCAGCCAGACCGCCACCCCTACCCTCGCGCTCCG
66.49 A D4 mab248001U LG13 TGCAGCTGCTGGTTCCCAGGTGACTCCG
66.49 A D4 mab236681U LG13 TGCAGGCTCTAGCTCGTCAACTCGCCGCCACCTTCCACGGAGCATCTACCCG
67.84 B D4 mab278291U LG13 TGCAGGAACTTCTGCGTCGGGAAGGTGAGCGCCAGCGAGAACATCTGCGGGAGGATGCGCAGCGTGAAG
67.84 S Cod mab1891 1U LG13 TGCAGCACAAAGGAGACGTGAATGGGGACCTTTGTTTCGGGAAGCTGGGGCCATGCGAGGTTGGCGAGC
67.84 A D4 mab222311U LG13 TGCAGCATTGGCGATGACGATGAGCTCGCCTCGCTGACGCGGTTGGCTGCCAGATGCTCGAGCAGGGTG
67.84 A D4 mab165491U LG13 TGCAGCCAGAAATCCTCGTCAGAACCGAATTCGATCCCCGCACTCAATCCCCATGCGATACAGGGGTGG
67.84 A D4 mab165731U LG13 TGCAGCATCGTCCTAGCAAATCCATGTGTGATTAACTGGACAATTCCCACAGAGGGAAGAAGAGAAACA
67.84 A D4 mab204311U LG13 TGCAGCTGGTGGACGTGCTGCACGCTCGGGGCCTACGCGTGACCGTCTTCCACGCCGCCTTCAACGCGC
67.84 A Cod mab2778 1U LG13 TGCAGTCGGCGACGATGATGGCAGTGTCGTGCTGACCCCGCCAGCACTGCACGAGCATGAGAATGAAGG
67.84 A Cod mab2784 1U LG13 TGCAGCAGCTCCGCGTGGCCGACCTTCCTGCGCAGCGCGCTGGTGAGCTTGACGGAGTCGACGCCGTCG
67.84 AB D5 mab9518 1U LG13 TGCAGGTCTTCAAAGCGTCCGCGGCGAAGATGACGCGCCACAACCTCTCGCCAGCACCGCCATGTCCCT
67.84 AB D5 mab161011U LG13 TGCAGGCGGAGATGAAGGCCGCCGTGCGAGCGCTCTTCGACCTCCCCGCGAGGCCAAGCGCCGCAACAC
67.84 A D5 mab139751U LG13 TGCAGACGGAAACAAAGCTCTGCATCCATGGCCTCCTTCCAGCTCGGCTCTGCATCCG
70.33 S Cod mab626 1U LG13 TGCAGCAGAGATGGCCCTGCCCTCGCTGTCGCTCTCTTCAACCGCGTGTGCCGAGAATAAGCCG
70.33 A D4 mab183881U LG13 TGCAGGCGGCAAACCTGACCTCTGCTATACCGTTAGGGGCAACAAAGGCAAGAATTCCG
70.33 A D5 mab156501U LG13 TGCAGGAAGGCCACGTTGGGCTTGACTGCCCTCTCGAGGTGGGAGCCGAGGAAGCCGTAGTTGGATTTG
72.13 S Cod mab1846 1U LG13 TGCAGGCGAGGCATCTAAATCCATCAAATCACATTCAATTCCCCTACGCCCTGTTTGTTCCG
72.13 A D4 mab166311U LG13 TGCAGCAGCACAAGCGACGTCTGCATCGGCCGCCATGGAGCCCGCCTCTCCGTCGCGCTCGTCCGAGAT
72.13 AB D5 mab5943 1U LG13 TGCAGCACGACCTCGCCACGCTGCTCGATATTCTCCCG
72.13 A D5 mab5902 1U LG13 TGCAGCCGCTCGGACGACGAACAGAAGAAGTAGGAGAGGAGGGAGGCAACGCCGTCGCAAGAAAAGCAG
74.61 B D4 mab164831U LG13 TGCAGCCGTTCCTTGGCGGCGACACGGCCATCCTCCTGCGCTTCAGGTCGGGGAGTGGGTCAGCAAGAG
74.61 S Cod mab2760 1U LG13 TGCAGGGCGTACAGCATGGATGTAGCCGCGGCGATGATCTCCTGGACGACGGCGCTGGCCCCG
74.61 A D4 mab166351U LG13 TGCAGCAGATGCTCTTGGTCGTCTAACCGATCGCTCTACCACTGAGCTATTGAAGAAAAATAGACTTAA
74.61 A D4 mab199041U LG13 TGCAGACTGATCCCTGGTTTACTGACGGATGTGCCCG
74.61 A D4 mab262461U LG13 TGCAGGCCCAGCGCGCCGAGCGCCTGGTACACGGACTTCATCGCCG
76.18 S Cod mab28 1U LG13 TGCAGCGGGTACACCACCACCACCCCGTGCGGCTTGGCCTTGCCGCCGCCGCTCGTCGCTGCTATGCCG
76.4 B D4 mab209621U LG13 TGCAGTCAGTACAACCATGATTTGTTACAAACTTGCCATCAATGGTCTCTCTCACGTTCGCATGCTAGC
76.4 B D4 mab228721U LG13 TGCAGACTGGATGTTGGAGTGTGACGCAAGAAGATGTTCTCCTTGAGGACATCCG
76.4 B Cod mab17 1U LG13 TGCAGGACGATGGAGCCGCCCTCGGCCTCGGGGGAGGCGGCGAGGGGGATGGATGCCGTGCCGTTGCCG
76.4 B Cod mab1056 1U LG13 TGCAGATTCATGCTCTCGCTCCCGATCTGTGCTCTTTTTTTCCTTCTCCTTTTTGGCGTCCATTTCCTG
76.4 B Cod mab737 -21U LG13 TGCAGGCGTCGGTGTCTCGTGCACGGGCAAGACCG
76.4 S Cod mab737-1 1U LG13 TGCAGGCGTCGGTGTCTCGTGCACGGGCAAGACCG
76.4 A D5 mab5957 1U LG13 TGCAGGCAGAAAGGACATCATCTCAGCTGGTTAATTAGCAGCTATGCTAGCTACTCCG
76.4 A D4 mab255491U LG13 TGCAGTTTGAGGAACGCTACTTGGGGCTGCCCACTCCAACCG
76.4 A D4 mab171321U LG13 TGCAGTAGATGCACTATGGTATTTGTAGTTTTGAAATGCACGCCG
77.29 B D4 mab165671U LG13 TGCAGCATGCGGCAGCCAGGCTCTGCCTAATCTTCTCTGCCGTCACTATCTCGCCTCCTCGCGGCCCTC
77.29 S Cod mab18 1U LG13 TGCAGTGTCGTGGCTAGCGTCGTCGCTGCGGCATTGGCCTGAGGCAGCTTCTCCGTCTGCTCCG
77.29 A D5 mab143701U LG13 TGCAGGGTGGCGGGCGGAGATGGCGTATGGTCGTCGACACAGCGAGGAGTCCG
77.73 S Cod mab566 1U LG13 TGCAGGACGTGACACGAAAAGTGGCTGTATACCGTCCG
77.73 A D5 mab5961 1U LG13 TGCAGTGTGGAGCCAGGCGAGAAGAGGCGTTGCTGTTGGTGGTGCGTTGGGGAACTGGCCGCGTGCCGA
77.73 AB D5 mab106111U LG13 TGCAGGAGCTTCGAGCCGACCCGCGGCATGGAGACCGCCACCGCCCATCCGTCGTCGGGAATCCCCGAG
77.73 AB D5 mab5962 1U LG13 TGCAGCTTGGCCTTCCTGTCCGCGCCGCCGCCGTTGGAGCCG
77.73 AB D5 mab106471U LG13 TGCAGTCACGTCTTGCCTCATCAGCCGCGGCAGTAGCAAGTCAGCATCACCATCAACTCTGAGCTGCCC
77.73 A D5 mab155891U LG13 TGCAGTCCAAGACCGTCCTCACCGACGTCTTCCTCGCCCACCACAAGGCTCCCGAGCGCAAGACAGGTC
78.4 B D4 mab198831U LG13 TGCAGAGACCCAACTCTCTAACAACATTTACGACCG
78.4 B D4 mab165741U LG13 TGCAGCATCGGAGAGGTAGTGTGGCGGGATGTCGCAGCAGGCCACGGCTGGGCATCGCTCCG
78.4 B Cod mab2783 1U LG13 TGCAGGCGCTTGGCCCACCTCCCTCGCGAGCTCCCCGCCCTGGATCTTAAGGTCAGCGACGCACTCCCG
78.4 S Cod mab2782 1U LG13 TGCAGGCGCTGGGCCCACCTCCCTCGCGAGCTCCCCGCCCTGGATCTCAACGTCAGCGCCGCGCTACCG
78.4 AB D5 mab8628 1U LG13 TGCAGAGGTGCGTAGCGGGTTCGGGGAGGGCTCGATGGCAACGAATCGAACGGTAACATCCG
78.4 AB D5 mab109641U LG13 TGCAGTGCCATGACAACGCGCACGCCG
78.4 AB D5 mab7905 1U LG13 TGCAGATGTACATGCATGTCACCGAGGCTGACGCATTAGTCAAAGGCACGGTCACAACAAAGCACATAC
78.4 AB D5 mab137301U LG13 TGCAGTATGTACCTCAGGTCAGACAAAGTTCCG
78.4 AB D5 mab9123 1U LG13 TGCAGATCATGCCGAACGCCGGCAACATGACCCACCG
78.4 AB D5 mab120331U LG13 TGCAGAGTGGGGCGGTACGGCCGATCTGTGATACATACACCCG
78.4 AB D5 mab142481U LG13 TGCAGTAGAGGCGAGCTCCTGGAAACGAGGCGGAACGGCTCGAAGCCG
78.4 AB D5 mab133931U LG13 TGCAGCGAGTGAAATTGGGAGAGGGCTGAGGGGAATCGCAGACGCGAGGCAGGTGGTTGACTGCTTGGT
78.4 AB D5 mab8471 1U LG13 TGCAGCAGAGAAGACACCGACGGTGCGTGCGAGCAACGACGACGACCACCG
78.4 AB D5 mab149171U LG13 TGCAGCGCAGAACCTCTCCCGCGACTCGGCCG
78.4 AB D5 mab8178 1U LG13 TGCAGTCCTCCTCACGGGACAAGCTGCGTTCGCGGTGCATTCTCGCTGCCTGCCG
78.4 AB D5 mab119601U LG13 TGCAGGATAGCCTTGGAGTGGGTGGATCCG
78.4 AB D5 mab157281U LG13 TGCAGCACGCAAAGAGAGCGCCAAGCCTTTTCCAAAAGGACAGCGAGAGCCAAGCGGGATGGGGTTCCT
78.4 AB D5 mab9200 1U LG13 TGCAGCTTCCCCTCCTCGTCCTCCACGTCCTCCTCGTTCCGTTCCGCCTCGCTCTCTTGCAGCCCGAGA
78.4 AB D5 mab158301U LG13 TGCAGTGGCAGTTCGCAGCGCAAGACTCTGTCTTCCACCTCTCTCTCTCTCTCTCTGACTCTCGTTCGT
78.4 AB D5 mab6445 1U LG13 TGCAGCCTCGTCGCTCCGAACGGGATGTCGCGGCGCCCCGCCGCGTCGGCGCAGTGGTGCTGGTGGAAG
78.4 AB D5 mab104271U LG13 TGCAGCGTTCCCACGGCAGCAAACAACAACCG
78.4 AB D5 mab131211U LG13 TGCAGGTCGCCGTTCTGCTGGACCCTGAGAAGCACGTCGACCAAATCCTCGTCGGCGGCGGCTGCCGAG
78.4 AB D5 mab7288 1U LG13 TGCAGCGCCCCTCGCCGCCACCGCCTTGGAGTTCGCCGTTGGCTCCCTGCTGCCGCCCTGCTCCGAGAT
78.4 AB D5 mab110631U LG13 TGCAGTGCACGATGGAAAAAGGCCCGACGAGGACCGCAGAGGGCCG
78.4 AB D5 mab7502 1U LG13 TGCAGGTACGTACACTTAATTTGTCGCATGGTAGAGTGATCTAAACTATGTAACCG
78.4 AB D5 mab135761U LG13 TGCAGAGACCACGCCGAGGCCCTCCTCTTCTTCTGATCTGGCGCCATCCCAGGAGCTTGCCGCCAGATC
78.4 AB D5 mab121121U LG13 TGCAGTGCTTGGGCCCCTTCGAGCGCGGGCCTGTGAGGCTCACGATTTGAACCG
78.4 AB D5 mab141731U LG13 TGCAGTCTGAAGAAACATGGGGTCAAGCAGAGGAACCG
78.4 AB D5 mab140851U LG13 TGCAGTGGTCACTTCTTTATTGCGTGCTCCCCTCCTCTTCCCACGCTTGACCCG
78.4 AB D5 mab144891U LG13 TGCAGGCGGCGAACCGCTTCTACACGAAGAAGTTCGGGCCG
78.4 AB D5 mab9116 1U LG13 TGCAGCAGGAGAAGTCCCAGTCATGGGCAGCCCAGACGTTGCATGGCGCGATGAAGAGCCG
78.4 AB D5 mab144581U LG13 TGCAGGCTGGACGAAAAGCCAAAGGTCACCACCATCGTGTCCG
78.4 AB D5 mab139931U LG13 TGCAGAAATAAAGCGCCTCTCGGTACTCCG
78.4 AB D5 mab6858 1U LG13 TGCAGCGACGAGATCGAGAGCCTCGAGCGGGAGATCGGCGACCGAGCGTCCGAGAGATGGACCGCCTCC
78.4 AB D5 mab143811U LG13 TGCAGGGTATGTGCCGTGTGTGTTGTTTTGACAGGGAGCCG
78.4 AB D5 mab144301U LG13 TGCAGGGGTGGTGCCAGGACTCACGTGGCATGACTGCCG
78.4 AB D5 mab148911U LG13 TGCAGCGCGGGTGGCGCCCCACTGCCTGGGCAGCGCGGCGTGCATTTGCCGTGTGCGCCG
78.4 AB D5 mab140401U LG13 TGCAGTTCTCATGTCGCACGACCG
78.4 AB D5 mab140271U LG13 TGCAGTTGCTCGTTTGGGTGTGCGTGTCGTGAGATTCCGCGGACCG
78.4 AB D5 mab129441U LG13 TGCAGGCGCGTCCGTTACCGCGCGCAACGCGTTTGAGTTCTGTCCTTGGGCCCTTCTATAGTTCCTCCC
78.4 AB D5 mab141981U LG13 TGCAGTCCGTGGAAGCCGTGCTGGAGGATGCCG
78.4 AB D5 mab147621U LG13 TGCAGCTCGGGGTGGCGGGTTAAGACGCCG
78.4 AB D5 mab156191U LG13 TGCAGGGACGACGTCGTTGCCTGATCCAGGCGGGTCTAGGCTTTCGCCCGAAAAGTTTGATCCG
78.4 AB D5 mab145961U LG13 TGCAGGAGGTGGAGAAACAGGGCATGACGCTACCGAGCCCATCTCGCCG
78.4 A D5 mab146871U LG13 TGCAGCTGTTACCTCCAGAAGAATAGTTCAGTTTCCG
78.84 B Cod mab4332 1U LG13 TGCAGCGGAGCTGGGGGGCGCGCCGCGGCGTTGCCGTCGATGGCGCGGAGCGGGAAGCGGATGGGCCGA
78.84 B Cod mab1356 1U LG13 TGCAGGAGAGAAGGAAGGAGAGGAGACAGGCCATGGAGATGGGATGAGAACGTCCATGGCCAGCCAATC
78.84 B Cod mab4 1U LG13 TGCAGGCGTCCATATGGAGCAAGGACGTGGAGTTCTCGTTCGGCGAGATCCTGGCGGCGACGGAGCACT
78.84 B Cod mab1174 1U LG13 TGCAGCAGGGGGGGACACGGAGGGGGACGCGGAGGAGGTCGGTCCCGCGGTGGACGCCG
78.84 B Cod mab4700 1U LG13 TGCAGCAAGAAACGCGATGACAAATGTGAGCTTACAAGCAGTAATGGAGGACAATTCGGGGTGCGTAGA
78.84 B Cod mab1423 1U LG13 TGCAGAACTTCACAGCAAACCACAACAACTTCAGCGGCACGCTGCCGCTGTGCCTCAAGAACTGCACGG
78.84 B Cod mab3881 1U LG13 TGCAGGACGGCTTCAACATCGTCGCTGTCGACTGCATCGGCGGCGCCTCCGAGCAAGACCGCCTGGAAT
78.84 B Cod mab2768 1U LG13 TGCAGCCAGTTTGGTCCAGTGTATGCAAAACCTTTCTCGGTTGGCAGTTCCCACCTATTTCTTATTTCC
78.84 S Cod mab2776 1U LG13 TGCAGCTAGCTACGTGACGTCGCTCCTCCCTCCCTTGCTCGCTAGGCATTCCCAGCCAACTCGGTACGT
78.84 A Cod mab3897 1U LG13 TGCAGATCACAAGGCGCGGTGTTGTAACTGGTGCGACCAGGAAATGAGCTTGCACAGCTGTCCG
78.84 A Cod mab1075 1U LG13 TGCAGCAGAGGAGGGCGGGCAGCAACAGATGCACCG
78.84 A D4 mab245511U LG13 TGCAGCGCCTCTTCTTAATCCCCTTGCACGGCGCGTCGACAGAGAAGGCGGAGGGGTTGCACAGTCGGG
78.84 A D4 mab265821U LG13 TGCAGGGTTGAAGACAATGTCCGACTGGCAGCAGCCATTGCCG
78.84 A D4 mab211061U LG13 TGCAGGTGGCGGCGACAGTAGCAGCAGGAGGTGCGCAGCGGCGAGCACGCGCGTGGCGGGAACGGGCGA
78.84 AB Cod mab1290 1U LG13 TGCAGGACAAGCACAGGATGCACCGTACTTTGTCACACGTGTGCATGGCAGCATCTGTGTGGTTCCTAA
78.84 A Cod mab1048 1U LG13 TGCAGAGGCCAGGCCACAAGACGCTTTCAGTGCGTACGTAGGTATACCTCCGTCCG
78.84 A Cod mab1503 1U LG13 TGCAGAGCTGTCGTGGTGTCCATGCTGAGGTGAGGTCGAGGCGCTGGAGTCCG
79.73 B D4 mab180881U LG13 TGCAGGTGGAGTTCGTGGCCGAGGATGAGATCGTCGAGATCGTCCCCAACATCCG
79.73 B D4 mab275801U LG13 TGCAGGAGCCGGAGAGTGCGGCCACGTCGGCGACGGAACCGCGCAGCACGGGATTTCCG
79.73 B D4 mab243321U LG13 TGCAGTGCAGACCGATTGGACGCAAGCGCCCACGCCACCCCACCCCACACACCCAGGAACTGGTAACCG
79.73 B D4 mab222261U LG13 TGCAGCATTTGGCTCGATGGGTCGCCGAGGGTGGCGCAGGCCACGGTGGCAGCTCAAATTCAGAGCGAG
79.73 B D4 mab267361U LG13 TGCAGAAAACAACCGTATTTGGTTATACGCACCGCCG
79.73 B D4 mab164891U LG13 TGCAGCCGTCAGGTGCTCCGCATCGTTAACTGGCCCGTAACACGTCACGTTCACATCACAGGCAGAACT
79.73 B D4 mab188731U LG13 TGCAGCTAGCTCCGCCAGGGCCCTCCTCCCTTCACCCCGCAGCCTCCCTCTGCTTCTTCCG
79.73 B Cod mab2762 1U LG13 TGCAGCCCCCACTGCCACACGTGCGCCACCTCGTGGTACAGCACCCCGTCCACCTGCTCCTTGAGGTTT
79.73 B Cod mab4405 1U LG13 TGCAGTGTCTTGGAAGCTCTTGATGAGATCTTGAGCGGCGCGCAGGTTCTCGCCGTCCCGCTCCGCCCG
79.73 B Cod mab1807 1U LG13 TGCAGCGGTGGCAGCGGCGGAGCCACCACCTCCACCCTCGTGCGGTCCCCACCTCTCCCGAGGCCTGCA
79.73 B Cod mab3656 1U LG13 TGCAGCACGTGGTGGCGCCGCGGACGAGCTCCGCCGCGCGGCCGCCCAGGCTGACCTCAAGATCGTCCG
79.73 B Cod mab2772 1U LG13 TGCAGAAGCGTTGAATCGATTCCTTGGTGCGCGGCGATTGCCGAGGGGAGCGAGATGGTACAGAAGCGC
79.73 S Cod mab757 1U LG13 TGCAGAGGGGAACATCGGGGAGGGCGTCGCGGCGGAGGGGCCG
79.73 A D5 mab133991U LG13 TGCAGCGACGGCGTGCACCGTGTCCTCGGGAGCAGGCAAACACACGTACGAACAGTGCGGAAGGCCGAG
80.17 S Cod mab3713 1U LG13 TGCAGAGCGGCGCACACCTGAGTCGCCGCTTCGTCCTTGTCTCCGTCCAGCCTCCCCCTCAGGACCCGA
80.17 A D4 mab262201U LG13 TGCAGCACATCGATGGAAGAAGAGACGGCAGCCATGGCAGTCTCGCTCCCG
80.17 A D4 mab219301U LG13 TGCAGCGGCAGGCCGTCATGCCGTGCTCGATGGCCTGTGTGACGTGTGAGAGAGGGGAGAAGGTGGTTT
80.17 A D4 mab221481U LG13 TGCAGCCCGACGAACGCGTCAGAATTCATTCTTTGTCCCCACCTCTCCGCTAGTGACACTGTACAGCGA
80.17 A D4 mab261351U LG13 TGCAGCTGGTGAGGAAGACGGCGGCAAGGCTTGGAGGATGTCCCG
80.17 A D4 mab188751U LG13 TGCAGCTAGCGGTGTTTTATAGAGGGCAGAGGTGTTGGATCCCCG
80.17 A D4 mab231881U LG13 TGCAGCAGCGGCAGCCCGAACGCTTGCGCTGAGACCAAAGGAAACCG
80.17 A D4 mab214671U LG13 TGCAGGCACCCCCGCGCCCGTTCGCTCCTTCAGCCGCTCGACAGGCCGCGAGCCCCGAGGTCACACCGA
80.17 AB Cod mab210951U LG13 TGCAGGTGTACGGTACAGGATGTCGCTGTGGGCGGAGCACCTGGGCGGCAGGGCGGAGGAGTGGTTCCG
80.17 AB Cod mab202861U LG13 TGCAGTACCACCAATACTCCAACGGCTGGGGTCCGTCGGCGACACCTTCGTCCAGGTCAATGAAGTTAT
80.17 AB Cod mab1085 1U LG13 TGCAGTCTTTGGGAACGCAAGAAGAATAGCAACATTTGTGGCTTCTCCTTGTCCG
80.17 AB Cod mab382 1U LG13 TGCAGTGGGCGCTCCTCCTCGCGTCGCTGGCCGCGGCGGGGCACCG
80.17 A Cod mab3870 1U LG13 TGCAGCTGGCGGGGCGAGAGCGGCGGCGGGCGTGGCGAGCAAGAGCGACGGCCACGAGCTTTGGTGGCC
80.17 A D4 mab270011U LG13 TGCAGGACTGGTATTCGGTTTCCAAGATCACGGCAGAGGAGGCGGCGCTCGAATACGGGCGGCGAACCG
80.17 A Cod mab1756 1U LG13 TGCAGTTCGGTCGCCGTGGGGATACCCATGGGGACGCAGCCCCTGGCTTTGCAGCGCCG
80.17 A Cod mab3855 1U LG13 TGCAGCCTAAAAATTATCTGATCACTGACCTCCCG
81.51 S Cod mab3669 1U LG13 TGCAGGGCACCTTTGTCGGCGTCTATGATGGCCATGGTGGACCG
81.51 A D4 mab249661U LG13 TGCAGCATCTCCTCCAGATTCTTCCCCGCCCAACCG
81.51 AB Cod mab119981U LG13 TGCAGCGACTACGGTCAGTGGCAGCTTGTAGTAAGGCGACTTTGGAGACCG
81.51 A Cod mab1268 1U LG13 TGCAGTCCCGCTACGGTACGATCGATCGATCGGCCCGATTTCGTCCCG
82.18 B D4 mab192701U LG13 TGCAGCCGAATCTCTCTCTCTCTCTAGTCTTGGTCCTTGGCCG
82.18 B D4 mab260951U LG13 TGCAGTTGGTAAAGCGTCAGCCTTTCACCG
82.18 B Cod mab4928 1U LG13 TGCAGCGGTGGCTGGAGGTGAGGAAGGGCGACGGCGAGTTCATGATGACCGACGGGGAAGAAGAGGAAG
82.18 S Cod mab656 1U LG13 TGCAGCGGCGCGGGAAGAGCTCGCTGCGGTGGAGGGCCG
82.18 A Cod mab1389 1U LG13 TGCAGTTCCCACGGCTGGGCCATGTCCCCG
82.18 AB D5 mab147521U LG13 TGCAGCTCTCACGGCGAGGCCAGCCG
82.18 A D5 mab148951U LG13 TGCAGCGCGCGCATGCGAGGCAGAGGGCAGAGGCCG
82.85 S Cod mab481 1U LG13 TGCAGTGACATGTCCCTGGACGAGATGGACGCCGCAGTGAGGAGGATGGAGTTCGTTGTCTTCGACCGA
82.85 A D4 mab251401U LG13 TGCAGGACAGAGCTAGGTGAGTCCGCGTCTCCG
82.85 AB D5 mab140791U LG13 TGCAGTGGTTGCGGGTGAGCGACAGCCCCACCTTTGACAAATTGTGGTACCG
82.85 AB D5 mab138811U LG13 TGCAGCCATTTGCTGTTTCTTAAGGGTGTAGAAGGTGGCCG
82.85 AB D5 mab141591U LG13 TGCAGTGAAGGCTCTCGCGAGGGTAGACGAAGGTTGTGCATCGGGAGCAACCG
82.85 AB D5 mab142601U LG13 TGCAGTACCCCGCCGCTGTCAACAACGGATGCCAGTAGCCG
82.85 A D5 mab140781U LG13 TGCAGTGGTTGCTGCTTGGCTTTGGCTTTGGTTGCTCGCTGGTGCTCTCCCCACTCCG
82.85 A D4 mab274151U LG13 TGCAGCAAGGTCACCCTGCTGCTCCATCGCGTCCGCTTCGCCGCCGTATGCAGGTCGTGGCGAGCCGCT
82.85 A D5 mab162281U LG13 TGCAGGAACTGGTGCCACCGTTGGGTTTGAGGCCATGTTCGAGAACTCCAGAACGACGGCAGTTCACGC
82.85 A D4 mab175801U LG13 TGCAGAGCCCAAGCCGTCGCGTCGTGGTGGACAGAAGGGGTCTCAGAAGGCCG
84.65 S Cod mab5539 1U LG13 TGCAGCCTCCCCTTCCCGACGGAAGGTCCTCTTTTCCCACCGCTGAGTCGCCGACGAGAACACATGCAT
85.77 S Cod mab2311 1U LG13 TGCAGGGCGTGGCGCGACACCGTCGACGCCCGCCTGCGCGGTCATCTGCTCTCGCGCTCCGTACGCGGC
85.77 A Cod mab1818 1U LG13 TGCAGACAAAATCGATTACCCTTAAGATTCAGCAAAATGTTCTTCCGCTCCCTACCG
85.77 A D4 mab242941U LG13 TGCAGTTGTGTAGGATCGACGGACAAGCAATTGTGCGTTTTCGGTGACATGCAATTGCGTGCGACCGAG
85.77 A D4 mab258831U LG13 TGCAGCAGCTTGTGCAGTTTCTGGATGACCG
85.77 A D4 mab256301U LG13 TGCAGCGGCGGCTGCGCCTTGACCCGCCCG
85.77 A Cod mab457 1U LG13 TGCAGTCGCCAGGGAATTCTTCTTCCG
85.77 A D4 mab259141U LG13 TGCAGCTCCATAAGGTAGACCGAACCCTCCG
85.77 A Cod mab4882 1U LG13 TGCAGCGGTCGCGGCTCGGGTTCAGCTCCTCCCTGCTGTTCCGCCAGACCACCTGCAACAACTTCCGCC
85.77 AB Cod mab899 1U LG13 TGCAGTGGGCGACGGCGCAGCGGACGCTGCACGGCCTGCCGACGGCGGACCCG
85.77 AB Cod mab4039 1U LG13 TGCAGCCACTCCCCTCCACTTGCGCTCTGCACCACCGTGACGAGCAGCGTTCCCAGGTAGTTCCCGAGC
85.77 A Cod mab3630 1U LG13 TGCAGATCACACTCAGCGAACGCAGTGCCAAGAGGCGCCTGCTGGCCGTTGCATACCG
85.77 A D4 mab181061U LG13 TGCAGGTGCAACAGGGAAAAATGTGGAAAACAGCCG
85.77 AB D5 mab104371U LG13 TGCAGCGCCAGGGGCTGCGCTGCCGACTACACCGCCGACGACCTCCCTCCG
85.77 AB D5 mab145561U LG13 TGCAGGCAGCCGCGGGCGGCGAGCAGTTGGTCATGGGGTGAGCGAGCGGTGCCG
85.77 AB D5 mab7884 1U LG13 TGCAGCTGCATTATTATTTTTGTCTAGACATTATTGTACTACGTTTTGTAGCACTGAATATCCCCGAGA
85.77 AB D5 mab147381U LG13 TGCAGTTGCAGTGGGATGTTTGTTGTACTGCACTCCG
85.77 A D5 mab134401U LG13 TGCAGCCAGGTGACGTCGCTCCCCGTGTCGAGCACCATGTAGAGCTGCCGCGCGGGGCGGCCGACGCCG
85.77 A D5 mab8912 1U LG13 TGCAGTGGCACATCGTCCTCCTCCTCGGCGCGGGCTTCGCCATCGCCGACGGCTTCAAGGCGAGCGGCC
85.77 A Cod mab3940 1U LG13 TGCAGCGCGCGGCTTATAAACCG
85.77 A D4 mab232251U LG13 TGCAGCTCTTCTCCCAGGTTCGTGAGTGTCCACCGTCGGCAAACGCAAGGACGCATGGGCCGCCGATCG
85.77 A D4 mab214361U LG13 TGCAGGCATGCCTGCGCGTGCATGTGTTACTTACTGCAACAGCCCTGGCTTTGTTTGGTCCTTCGTTGG
85.77 A D5 mab120161U LG13 TGCAGCAGCAAAGAGGGAGATTCCTCCTGTGTCTAGACTGTCCACACTCTCCG
88.02 S Cod mab4885 1U LG13 TGCAGAATGAGAATCCCCGAGGCCCGTTTCCTCTCTATTACGATCTCCTTCCATAAACTTACATTGCAG
88.02 A D4 mab246211U LG13 TGCAGCAGCACCAGCAGCAGCACATGCACATGGACGCATGATCCGCCACATGCTCTTGTGCACGCAAGA
88.02 A D5 mab148031U LG13 TGCAGCTAGTTTCACAGAGTTTAATAATCTCATCCG
88.02 AB D5 mab130011U LG13 TGCAGTTTGAGGACGCCAGAGCTGATGCGAGCGCCCATGGATGCAGGAGCTACATCCTCGACGCCCGAG
88.02 AB D5 mab8692 1U LG13 TGCAGCGCAACGGGTGTCAGTCCTTCTGGGCACCATCTGGTATGACTCCG
88.02 AB D5 mab149021U LG13 TGCAGCGCCGAAGGAGTGGACCGCGGCCTGCTGCTGGACACCG
88.02 AB D5 mab144151U LG13 TGCAGGGCGCTTGAAGTATCAAACTGCCG
88.02 AB D5 mab7065 1U LG13 TGCAGGCGTTGACCACAAGCACCGTCATGAGCGTCGCGGTGCCG
88.02 A D5 mab8929 1U LG13 TGCAGGTCTTCCAGGACTGGGCACTGGGATCTCAGCTCCTCCTCGAAGCTCTCAAAAAGGATCAATCCG
88.02 A D4 mab237391U LG13 TGCAGGAGACCTTTACAATCTAGTTTATATCGCTAGAGTAAACAGCATTGGCCG
88.02 A D4 mab242551U LG13 TGCAGTTGGATATACGGCGCGGGAGTGATCGGGCCG
88.02 A Cod mab3749 1U LG13 TGCAGCGGTGGTCGGTGGTGGGCTGGTCCTCTCCG
88.02 A D4 mab262261U LG13 TGCAGTCTACGCGGCGATGAAGCTTGTAGAGGCACCG
88.02 A Cod mab2050 1U LG13 TGCAGCGCAGAGTGCGAAGGTGCGCGCCGCGCTGTTCCTGTCGAGCGACCCGTTCAGGGAGCTCTCGGA
88.02 A D4 mab230991U LG13 TGCAGCGCATCAGCAGCGTCGATAGCCCG
88.02 A D5 mab9114 1U LG13 TGCAGCACCATGCCGAGGCGGCCCGCCACCATAGCTTCCAAAGTCACCG
88.02 A D4 mab216871U LG13 TGCAGCTGGTTCGTCTCTGCGGGCGGTGAGGGTTGCGTGTTCGTGCGGGCAGAGGGAGTCGGCCTGGGC
92.59 S Cod mab4557 1U LG13 TGCAGAAAAGACATCTGGGGGACACTTGTGGACTGTAGCAACTGATCTCTTTTAGCAAAGCCTCTCTCC
92.59 A D5 mab142491U LG13 TGCAGTAGAGGATGGTCTCATGTCACCACCAGATTCAGACACGTGCGCCG
95.3 S Cod mab5563 1U LG13 TGCAGGGCCCGACTGATCGCTGCCATTTACTGCTGGCGGCGGCGGGGACATCGCCGCCTCGGCGGCCTG
95.3 A Cod mab5247 1U LG13 TGCAGGAACAAGGGCGTGTTGCCAGGAAGGCTTGGAGCGCCGCTCTCCGGCCACACGCCCG
95.3 A D5 mab156921U LG13 TGCAGCGCCTGGCGCCACGCCACTTCCGCCCGCGACTTTCTCCTCGCCCACCACGCCCGCCAACCCGCC
98.7 S Cod mab4349 1U LG13 TGCAGGAACAAGGGCGTGTTGCCAGGAAGGCTTGGAGCGCCGCTCTCCG
98.7 A D4 mab167571U LG13 TGCAGAGTGCAAAAACGCAAAGGCAGATTAACGACCGCTTGCATTTGCATTGGGTCAATCACAGAGTTC
99.37 S Cod mab2463 1U LG13 TGCAGCCATTGTCACATCGGGTTCTTGGTTTCCTTCCTGTCGTGGGCGTAGAGAGAGAGAGAGAGAGAG
99.37 A Cod mab5070 1U LG13 TGCAGAATGCGCGTATGTGCGTTGTTTTGGTTGGCTGCGCGGAGCAAGATAAACCAGCCACTGTAGCTT
99.37 A D4 mab272441U LG13 TGCAGATTGATTCCAGGTATTTTGTTAATCCAAGGGAAACAATCAGGGATGGAGCAGCTCACGGCGACC
99.37 A D4 mab263251U LG13 TGCAGCGCTCGCCATTAACTCGCGGACAGTGCGCCCTCCCCG
99.37 A D4 mab259721U LG13 TGCAGTTTCACTTTGCTGCTCCTTGCTCACCG
99.37 A D4 mab237591U LG13 TGCAGGAAGAGTCTTCCCCTCGTGCTGCCCCGCCGATGTCAGCCGCCG
99.37 A D4 mab263051U LG13 TGCAGCCGTCCGCGGCACAGAGCACCGAGGCAGCGCTGGTCGTCCCCG
100.51 B D5 mab136131U LG13 TGCAGAAAAGCTCAGCTCTGCCAATTCGGTGCACGCAGGAACATATGCAGTTGGTGACTGGGCTGCTGG
100.51 S Cod mab1565 1U LG13 TGCAGCTTATATTGTGTGCATGTGTGGTGTGGGGTAGAATGCCCG
100.51 A Cod mab3246 1U LG13 TGCAGTATCTGAGTGGACAATGTTCAGATGACCG
101.41 S Cod mab1339 1U LG13 TGCAGTGCACACAATCAGTAATCCGCCACTTTCTGTCTCTGCCTGCACCACGTTCTTCACGCCG
101.41 AB Cod mab138931U LG13 TGCAGCCAACGAGGCTGACATCGGCTATAACTGTAGCACCAGTGGCGGGGCGGCGGGCCG
101.41 A Cod mab1282 1U LG13 TGCAGCCGACGCTGGCCACCGAGTATGCCAGCCAGGCCG
101.41 A D4 mab274881U LG13 TGCAGCGCCGCGGCGGCGGTGGCGGCGGGAGCATCGTGTCGGTGGCGAGCGTGGCCG
101.41 A Cod mab5702-11U LG13 TGCAGCTCGGCGACGGCGAACCTGTCAGGCGGCCCGTGCCCGCGATCGGCCTGGGTGAGGAGGCCCATG
101.41 A D4 mab271311U LG13 TGCAGCATCTCGAACGCCGCCATGTTGGTCAGCCAGCACATGGTGAGCTCGCCGAGGTACACCG
101.41 A D4 mab249921U LG13 TGCAGCTCCTGCTTGCCGTGCGGCCG
101.41 A D4 mab166421U LG13 TGCAGCAGACAGGCGTAGGACCTCACTGCCACTGTTGGCCAGAAAGAGCCTCGGTTGGCTAGCATAGCA
101.41 AB D5 mab148571U LG13 TGCAGCGGGCCCCGTCTTGCGAAGAGCGACGTCCGATCATGCACCG
101.41 A D5 mab150391U LG13 TGCAGCCATCACTAACGACAGCCAACCCG
101.41 A D4 mab230391U LG13 TGCAGACGGCGGCGAGGCGCAAGCGGTCACGCGGGGAGGCGAGCCTGAGGTGGATATTGCCGAGCAGGT
101.41 A D4 mab190721U LG13 TGCAGCGCCAGCGACCAAACGTGCGCTTTATCCACCG
101.41 A D4 mab179801U LG13 TGCAGTAGCTCCAGCAGTATTAAGACTTGAGTGTACTCCCCG
101.41 A D4 mab190811U LG13 TGCAGCGCACAGCCTTGAGCTGGACCCG
103.22 B D4 mab217771U LG13 TGCAGCTCGCTTTTCGCCTTCTTGACCGCCTTGGTCGCTCTCCAGCGGGGGCACGCCAATGCATCCACT
103.22 S Cod mab2145 1U LG13 TGCAGCTCGTCGACGGCAACGTGCTCCGCCGCACGGTTGAGGCGGACAGGAAGAGGATCTTGCTCGCTT
103.44 S Cod mab5394 1U LG13 TGCAGACCTAGTGGGTGCCTCCGCTCGAACTTAATTCGTGCGATTGACACGGCGGTGAGCGATGGGGTC
103.44 A D5 mab124441U LG13 TGCAGCTGTACAACCACATACACGACCGCCACGCCCCGCCCGCCTTGGTCGTGCCCG
105.92 S Cod mab818 1U LG13 TGCAGTAGAGACGGGGCTACTCGTGCCTGCCACCGCCCGTCCATCCATCCG
105.92 A Cod mab4974 1U LG13 TGCAGTTCTCTGCCTGCGACCTGTACACGCGAGGCATCCCCGAGGAAGGCGACCTAGGATTTCGGCTTC
105.92 A D5 mab141111U LG13 TGCAGTGGAATCGCTCGCTCATGATCCGTTTCCACTTTCCATAAAACAAGCTTCCGCCG
107.96 S Cod mab1379 1U LG13 TGCAGGCTGGAGGCGTCAATTGCAGAGCCTCTCTCAGGTCTCTCCCG
107.96 A Cod mab3665 1U LG13 TGCAGTGCCATGGGGCCAATGATGTGTCGAGCGACGCGCTCTCCG
109.54 B D4 mab165771U LG13 TGCAGCATCCTAACAAGCAGCCGTCGGAAAAGGAGACACGCTAAGCTAAGGACGGCATCCGCGGCGGCA
109.54 B D4 mab165801U LG13 TGCAGCATCATTATGATACTCGAAATCATACGTTGGCTGGGAGAGAGCCAGTCGGTCAGCCG
109.54 B D4 mab165781U LG13 TGCAGCATCCCCGACCCTCTCCACGACCTGTCCATTCCAGGTTCATCTCTCCAGGTTGCTACTGTTGTG
109.54 B D4 mab210311U LG13 TGCAGTACACTTAAGAAATACAGTACTGCTGGAAATGAAACAAATTGGGGAGGAATATGGAGGGATGGG
109.54 B D4 mab164991U LG13 TGCAGCCGCGCGGTCGTGACACCCGCCGCCGCCAAGGCGTTCGGCGGCGATGCCTCCTCGCAAGTCGTG
109.54 B Cod mab2234 1U LG13 TGCAGCTCCAGACATACCTCATTTCATCCCGTAAATGGGCCATTGTGACTTCCCCTGCCGTTGAAAACG
109.54 S Cod mab4441 1U LG13 TGCAGAAGGGTAACTCCTACGCCATGCATAAAAAACCCTGCAAATGTCTGTTCTGTGCTGTCCG
109.76 B D5 mab9408 1U LG13 TGCAGCCCGCCTCGGCCTTGCTGCGCCTGAACCG
109.76 B D5 mab7339 1U LG13 TGCAGCGCAGGTCCGAGTTCCTCATCTCTGAAGTGGGGTTGGAACCG
109.76 B D5 mab5966 1U LG13 TGCAGCCATTCTTGTGCTTCCAGCGGACGGGATCAGAGGAGGCGTCTCACATCGCTACCG
109.76 S Cod mab2785 1U LG13 TGCAGGTGCTCACCCTCGGGAGCTGCATTCTCACGCCACTCCCCTCCTGCGCGGCGGTGCGTCTTGCGG
109.76 A D5 mab153721U LG13 TGCAGAGATGGTGAATTCCCGCCTCCCTTAGGGCTTGGTTCCG
110.88 B D5 mab6527 1U LG13 TGCAGTAACCTTGGATCGGATGCCTCTAGATACAACTTTGCTGGGAAGATACCGACCG
110.88 S Cod mab3005 1U LG13 TGCAGCGGCAGCGGCATCAAGAGGCGCGTGCTGAGGAGCCTCCCCGTTGAGGTGTACGGATCCG
110.88 A D5 mab125841U LG13 TGCAGCGCAGTTGTACGACGTACTAACCAATGGTACTCGTGGATCGGAACTGGCCG
110.88 A D5 mab8981 1U LG13 TGCAGAATCGCGGTCTGGGCTTCTTTTATTTTGGGTTTTGACGGCCATGACTCGATCTGTTGCAGATGA
110.88 A D5 mab132581U LG13 TGCAGGACACCGCTGCGTTGCTGTGGAAGCGCATCCTCCTCTGCGCCCGCGTCCGCCCCATTGCCGACC
110.88 A D5 mab5911 1U LG13 TGCAGCTTAGTCCACCGTCAAGTTAATAAAACATGCACGATGCATCAAATTAACCG
110.88 A D5 mab122851U LG13 TGCAGGGATCATCGGAACCATGGTCACAGGCGGAGACGGCAGCAAGCTTCCG
110.88 A D5 mab100491U LG13 TGCAGCTGCTCTGCTTCTGCTTGCCTCCGCCGCGACCGCCTTCGCGCCCGCGTGCCTCACTCGCCGAGA
110.88 A D5 mab100821U LG13 TGCAGCGGAGGCGGCGGGCCTTTTCATGATGTGCAGCAGCTCCTGCACCAGGTCCGATCCGCTGCCGCC
118.36 S Cod mab3528 1U LG13 TGCAGCTCAGTCCAGGTCAAGGCCGACGGACAAGACGAGAGCACGCCCG
118.36 A D4 mab262721U LG13 TGCAGGTGGTCTGTCGCCGTGACAAGGGCATAGCCG
118.36 A D4 mab258971U LG13 TGCAGGGCCTCGGCGTAGAGGAGGCTGGCCG
118.36 A D4 mab201371U LG13 TGCAGCACCCTGTTTCAAACTTTCAATCTCTGCTGTTAGGATAAACCACGACTGCTTGTGTGCCCGTGG
118.36 A D4 mab260591U LG13 TGCAGTTCCGTGGCGCGCTCCATGAGGCGGAGCGCTTGTCCG
118.36 A D5 mab107781U LG13 TGCAGCGGGAGGGTACGACGCCGTCCACCACGACAGCTCAGGGCAGAACTACGGCTACGGTGAGCAGAA
118.36 A D4 mab230221U LG13 TGCAGCCCTTGCGCGGATGGCGACGACCG
119.48 B D5 mab117761U LG13 TGCAGCACGAGCAAAAAATGAAAGAATTGATTATCGGTGCCAATATAAATGCAGCAGCTCCTTGTAACG
119.48 B D5 mab8072 1U LG13 TGCAGGTCGGCAGCTCCGACATTGTCGTGGTGGTGCAGATGGCACCG
119.48 S Cod mab3503 1U LG13 TGCAGAAGGCAATGTACACGCTGGCGCCG
119.48 A D4 mab216891U LG13 TGCAGCTGGTGGACGGAATGGACACACAGACACCTGGTTGTGCTCCAGCCAGCCAACAAATTCAATGCT
119.48 A D4 mab165041U LG13 TGCAGCCGCCCAAGGAGTCGCCCGCCACGGTGGCCGCGCCTCGTCCTCGGGCACCGCCAGTGCCTGTCC
120.37 B D5 mab102121U LG13 TGCAGCCCTGCATGGGCCGTGCGTCGAACCAGAGTTTCTGCTTCTGCCG
120.37 S Cod mab2191 1U LG13 TGCAGGCGACGTGGAAATGGTCGAGTGCGTAGGCGATTGCAGAGCCTACGGCGAAGGAGAAGGCGAAGA
120.37 A D4 mab186191U LG13 TGCAGGACTGGGCATTAAGATCTGCCCCTCCCCTGTAGCTGCCG
120.37 A Cod mab2203 1U LG13 TGCAGGAGTGCAGAGAGTTTTTCAGGCCTGGAGATGCGAGCCTCTGCGGTGAAACTTCTCTTGGTTGGA
120.37 A D4 mab204781U LG13 TGCAGCGGTGGTGTCCACCATGAACAAATCCTTCTTGCGATCGCGGATCAGGTGGCCGTACAGACGCTC
120.37 A D4 mab254731U LG13 TGCAGCGGTGATAAACCTGAGCCG
120.37 A Cod mab4236 1U LG13 TGCAGAGCATCTCGCTCTGTTCGAAGCCAAGTGTGAGAGGGAGAGCTCCAGAATATGCACTGCGTGAGC
123.08 S Cod mab4978 1U LG13 TGCAGGTGGGGTTCTACAATGCGACGTGCCCGATCGCGGAGGGGGTGGTGTTCGCGGAGATGCACGCCA
123.08 A D4 mab164931U LG13 TGCAGCCGCTGCCCTCTGGCCGCCAGCTTCCCCCGCGAGCCGCCACCGTCGTTGTCGGCGGATTTCCAG
123.08 A D4 mab213191U LG13 TGCAGGCTGGGCAGCGCGCCAGGCAGAGGCAGGGTCCATCAGACGGCTGACATTGGGTGGGATGATCGA
123.08 A D4 mab178631U LG13 TGCAGTGACTTCACGGGGATGACTGGCCGTGAGAGAGCCG
123.08 A D5 mab152031U LG13 TGCAGCAAGTTCGGGGCCGTTGCCTCGCGCTGGCGCTGCCCCGCGGGCCAAGTTTGCCG
123.08 A D5 mab130281U LG13 TGCAGTGGTTACGGCGGGGGGGTCACCAGCGGAGCAGGGCGGCTTGCGGTGGTGCGTGAGCCG
127.19 S Cod mab5171 1U LG13 TGCAGTGAAGAATGGAACATCAAAGTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTG
127.19 A D5 mab159281U LG13 TGCAGTCAAGGTTTGTACACATTGTCATTTGCTTGAGCTCCTGTGCAGTGCTGCCTACTTCCACTGTAA
127.19 A D5 mab102381U LG13 TGCAGTATGCGCCCTAACGGCGGCTCCACGAACTCCGCCACTCACCGCCG
127.19 A Cod mab1993 1U LG13 TGCAGATTGCGGTGGACATCGGAGAATCTCTTTAGATTCGATGACCGCTGCCG
127.19 A D5 mab9913 1U LG13 TGCAGGTTCGGATCCAACGGTAGAATCAGGTGATATTAACGGTACCACCG
127.19 AB D5 mab133601U LG13 TGCAGCGGGAGCTGCTGGGCCGCCTGAGATGCAGATGGAGGCGCAACTCCTCCGAGCTGTCGGGTCGCT
127.19 A D5 mab156291U LG13 TGCAGGCCGCTTCCTCTGCCCCTGCCTCGTTGCGTCGCCTCCGCCTGGTCGCGTTGTCCTCGCCCCCGC
127.19 A D5 mab149721U LG13 TGCAGCCGTGGTCCTGACTTGGGGCCACTTCCAAGCCGCCCCACAACTTCACCG
133.67 S Cod mab357 1U LG13 TGCAGCAGCACCACGACTACCTCCTCGCCTTCGACGCCGCCACCG
133.67 A D4 mab248311U LG13 TGCAGAGTAGGAGAACCACTCCGTGGCCG
133.67 A D4 mab219411U LG13 TGCAGCGGCAGAGCGGGCAGGTGGAGTGCGAGAGCAGCCAGGCGTCGATGCAGGGCACGTGGAAGGCGT
133.67 A D4 mab232161U LG13 TGCAGGGTGCTGTCCCCCCAGCAAGTGGTAGTGGCGCTCGCATCAGGATGGACGGCGGCGCCGCGACCG
133.67 A D4 mab181531U LG13 TGCAGGTCCAACCGCACGGGCACGGCCG
133.67 A D4 mab227691U LG13 TGCAGAAATTGATTGTCAGTATCTTGGGCTGGCTGAGGATGCTGAGCGTAGCGGGCAGGGCAATTGATA
133.67 A D5 mab9068 1U LG13 TGCAGCTGCTTCTGGCGCCGCCCGAGTTCGTGCTCAGCGCCACCG
133.67 A D4 mab226181U LG13 TGCAGAGAGAGAGAAAGGGGAGGAGGAAAGTGTCGGTGACGGTGTGGCGCTGCCGCGCACCG
133.67 A D4 mab256321U LG13 TGCAGAGCGTGTGGCTGGACAGGGAGACCG
133.67 AB Cod mab257701U LG13 TGCAGCAGGCAAATCATTGCTGCCG
133.67 A Cod mab2805 1U LG13 TGCAGAAGAGCAAGCAGCCTCCCAAAGAAGAAGTGAAGCATATCCG
135.24 S Cod mab659 1U LG13 TGCAGGGCCGACAGAAACTGCACCG
135.24 A D4 mab280531U LG13 TGCAGCAGAGAAAATATCCGATTGCACACGGCAGCGGCCATGGCCAACCTCGGTGTTTTATGTCACGGA
138.42 B D5 mab138121U LG13 TGCAGCTTGGACAACGCCCCGCACACCG
138.42 B D5 mab145231U LG13 TGCAGGCCTACCTGCAACAGTGAACCCCGCCG
138.42 S Cod mab2804 1U LG13 TGCAGGGCGAAGTTGCGCTCGTCGAGTCTCACCGCCGTGAACCCG
139.54 S Cod mab5558 1U LG13 TGCAGGCGGGCGGCTACGGCCAAAGCAGTAAAAGAGAATCTAGCGGCGGTGGCGGGTCGTAGCAGCGGG
139.54 A D4 mab238821U LG13 TGCAGCGGCGTGGGTATAGGAAGGTCCTCATGCCG
142.02 S Cod mab1752 1U LG13 TGCAGGGACGCGGGAGTTTTTTTTTTCCACCG
142.02 A D5 mab7889 1U LG13 TGCAGGCACGGAATTATTAAACGATGGCGAGTGCCATCCAGGAGGAGCTAGCTAAGTACCAAGTTGGTC
142.02 A D4 mab236041U LG13 TGCAGGTAGGCGTTGCTCTTGCTGCATGCATGTCCG
142.02 A D4 mab201261U LG13 TGCAGTCGGAACAGGCGGCCTCGCAATGGGGTATGCAGTATGTGCAGGTGGAGTCGGATTGCCAGACGC
142.02 A D4 mab209071U LG13 TGCAGTCTGAGCCGCGGAGGAGAGCCGCGGCGGAGCAGGATAAGGTGCGGGCCGCGCCCTTGTCGGCGG
147.06 S Cod mab4572 1U LG13 TGCAGCAGGTAATGCCGTGCCGACGCCGCAATCAGCGAGCTGATGGTCCACAGCACCCGCAGCTTAAGC
147.06 A D4 mab269721U LG13 TGCAGCAGAGCTGTTTCCTCCATCCATCTATATATAAACCCG
147.06 A D4 mab192951U LG13 TGCAGCCCGCCTCGGCCTCACTCCGCCTCGAACTGGACCG
147.06 A D5 mab101361U LG13 TGCAGCAAGAGCTGGTGGATCGGCTACGTGGCCGTCGCGTCAGACAGAGAGGCGGGGCGGCTCGGCCGA
147.06 A D4 mab206691U LG13 TGCAGACGACACCACAATGGACACCACCGCCGTCAGCAGCTTCCCCCTCGCGTCGCGCGATGGCCTCGT
149.78 B D5 mab131961U LG13 TGCAGGCGACGAACGTCCTAGTTGGGAGTATTTTCCATGGAATCAAAATGATGAAACTGGCAGTGAGAC





























































































































































































































































































































































































































































































































































0 S Cod mab2612 2M LG7 TGCAGCAATCGCACACAGTTCCCAATGGAACAGTGCCCACATGGACGCTCGAGCATCACAACAAGGGCC
0 A D5 mab8472 2M LG7 TGCAGCGCGCCGAGGCGGTCGGCCATGGGCGCGAAGTAGGGCAGCAGGGTGCTCCG
0 AB D5 mab9952 2M LG7 TGCAGGATTACCCCTACGACCACGAAGAAGAGGCGAAGCTGCACGACGTGGGCGGCGACGGCCGCGCGC
0 AB D5 mab6195 2M LG7 TGCAGGAAAAACAGCGTGATTCCATCGTGAAAAACCGTCCAAAGCTATGTGATTACGAGTTACGACCGC
0 A D5 mab132192M LG7 TGCAGGCAGGCGCGGCGGACGGTCGGCGGGCTTGGCGGACGGGGTGGACGGCTGGCGGGCGCGGCAGTG
0 A D5 mab6201 2M LG7 TGCAGCCTCGGTTGGCGGCGTCGTCCCAGCCTCGATCGCCAGACTCTCTGACGCCG
0 A D5 mab159582M LG7 TGCAGTACAGGGAGTGCGTGAGGGACTGCGAGGAGGCGGTGGAGAGGGGCAGGGACCTCCGCGCCGACA
2.94 S Cod mab3876 2M LG7 TGCAGGACTGGCAGCGGCGGTACGCCGACATGCTGCGGCGGAAGGGGGTGAAGGTCCAGGTGGCGGAGT
2.94 A Cod mab72 2M LG7 TGCAGGTCGCCGCGTTCTCGCCCCTCATCGACGCCATCAACCGCCGCGACGGCACCGTCAACCGCGGCC
2.94 A Cod mab4095 2M LG7 TGCAGGACTGGCAGCGGCGGTACACCGCCATGCTGCGGCGAAAGGGGAAGGCGGTGCGGGTGCTGGAGT
2.94 A Cod mab849 2M LG7 TGCAGCGGGTCGAACCCGCCAACCAGCACCATCGCCG
5.19 S Cod mab4015 2M LG7 TGCAGAGCACGCGCGCGCACGCCGAGGCTTCCATTTCGCTCGCCG
5.19 B D5 mab103902M LG7 TGCAGCTCCGCGCTAAAATCCCTACTTGCGACCAGCCCTCGCCG
5.19 A D4 mab214162M LG7 TGCAGGCCCCGTTCGGCCTGCGCCCGCATCACCGCCTGCCGTCCTCTCGTCATCGCCAGCACCCGAGAT
5.19 A D4 mab239252M LG7 TGCAGCCTTTTTCTATTGTAGTCGTTCCCCG
5.19 A D5 mab130852M LG7 TGCAGTCATGTATGCTGCTACGGCCGTAGACTGCAACCAAGCTGTCACTCAATTCGGCTAGGGCAATGT
5.19 A D5 mab156392M LG7 TGCAGGATCAGCGGGAGATCTTGTCGATGCGGATGTTGAGGGGAACCTCCATGGACGCCGCATCCCCGT
5.19 A D4 mab222852M LG7 TGCAGCAGGCTTCCCAGCGCCGACCCGCCCCTCGACGGCACTATGGTCAGGCACACAGCACACTAGCCC
5.19 A D4 mab271672M LG7 TGCAGTACTACGCAATGGCTCCTTTGCTCGGGATCCTGTTGGAGCGGGTGGCGATGCACATGCCGAGAT
5.19 A D5 mab138052M LG7 TGCAGGACACGGGCGCCGCGCTGCGCTCGCCCTACGACCTCCTCCGCGGCTGGCCCG
5.19 A Cod mab3515 2M LG7 TGCAGCCCGCTGGCCCACAAGTTTGTGGCTCGCCG
5.19 A D4 mab205392M LG7 TGCAGCCCGGCCGCTTTTGCCCTGTTTCACAGCGCATGGAGCATGCAAGAAGCACTCATCAACAGTGAG
5.19 A D4 mab223092M LG7 TGCAGCAGCCGTAGCCGAGGACAGCAGCGAGCGGGGCGCGCGGCCTGAGGCGGCAGAGGCGAGCGGCTG
5.19 A D5 mab118582M LG7 TGCAGAACCGCCGCCACCGTCAGCAGGAGCCCCGCGGCCGCGGCGAGGCTCATCCACGGCGGCGCCGAG
7.68 S Cod mab2832 2M LG7 TGCAGGACGCCGAACTCCCTGACCCCGCGCAGATCATTGAGGTCGCCATCATGATACTCGTAGGGAGAA
7.68 B D4 mab180762M LG7 TGCAGGTGTACTGTCCGCGCGTTAACGTATCCG
7.68 A Cod mab68 2M LG7 TGCAGAACCACGTGGCGCCCGTCACGAGCCCCTCGTCGGCCGCGTTGCAGCGGCACCCGCCGCTCCCAG
7.68 A D5 mab104362M LG7 TGCAGCGCCCGAGAGGACGACTCGGAAGCTGCCCAATCTTGGCCG
7.68 A D5 mab6069 2M LG7 TGCAGAGCGCGGCGGCGCCGAGCGCGCTGCGGGTGTCGAGACGGCCCAGGATGCGGAGGATCAGGTCGT
7.68 A D4 mab166912M LG7 TGCAGCAACGTTCGAGTTCAGAGTTCTGTCATAATAAACCTGACTGAAAACCGCAGCCCAGAAAAGAGG
10.16 S Cod mab2547 2M LG7 TGCAGCGTAGCTACTTTGAAAGCTAACTATGTTACCGTAGAGGGGGATCCATTGGCGGAACTGGGGCTG
10.16 B D4 mab215262M LG7 TGCAGGAGCTTGTTCTGGTTGACCCTAACCGCGCCTTGCATCGCTATCGCCCGCTGCCACTCGTCTGGT
10.16 B D4 mab202632M LG7 TGCAGTCGCTGATAGCTTCCGTTTCCGCCCCTCTTTGCTGTTGCTTCAGATGGTGATTACATTTTGTTT
10.16 A D5 mab121042M LG7 TGCAGTGGCGCTGTGGAGGATGAATCCG
10.16 A D5 mab130312M LG7 TGCAGTGGCAGATCAGGCTGGGGTTGCAGCGGCAGGTGATGAGGACGGTGGCCACCCCTTCTGTGCGTG
10.16 A Cod mab4157 2M LG7 TGCAGAGAGAGAGGCAGAGCAGAAAACAGCGTAAGAACATGAAGGAAGAAGATAGATGGCCG
10.16 A D4 mab168252M LG7 TGCAGACTACTCCTATTGCTCCACGGCGAGACACTGCTGCATCCACATTCAGCTTGGAGTAGTACACCG
10.16 A D5 mab9998 2M LG7 TGCAGGTCATCGTGCCGCTGAAGAAGGTCGCCAAGACGGGAGCGCTGGCCATCGGCGACCCTACCCGTC
10.16 A D5 mab9036 2M LG7 TGCAGGCGGCGGCCACGTCGGGGGCGAGCATGGCCG
10.16 A Cod mab1226 2M LG7 TGCAGGGAGTCAGAATCCTAGGGTTTTGGCGCACAAGCAACTCCTTGCTGTTGTGGCCCATCACCGAGA
10.16 A D5 mab131862M LG7 TGCAGGCGGGCTCGTCTGTCTGGTCTCGGGTGTACACCAGTAGTCTAGTACATGCACACAGCCTCGCAC
10.16 A Cod mab71 2M LG7 TGCAGCGGGAGCGAGGCGCGGAGGTAGGCGCGCATGACGGTGCTGACGACGAACGGGTCCGCGTCGGCC
10.16 A D4 mab203312M LG7 TGCAGGGCTTGACGCCACACCATCTCCGACGACCCTTCTTTCCAGCATACCCACCTCCACCG





14.73 S Cod mab789 2M LG7 TGCAGCAGTAACCCGACACACCACGGGATTCGACTCACCTCGCTGCTTTCAAGCAGAGCCG
14.73 B D5 mab9988 2M LG7 TGCAGTCACTTCCTGGTTATCAGACCCAGTTTTGGAATCGGCCTTCACCGTGCTGCCATCTCCG
14.73 A D4 mab188702M LG7 TGCAGCTAGTCCAGGTCCGAGCCCTGCCAAGGGTCCG
14.73 A Cod mab1187 2M LG7 TGCAGCTGTCGCGAAGGAGGGAGAGTCCGTGAGAGAGCGTGCGGTGGAGCTCGGCCG
14.73 A D4 mab246152M LG7 TGCAGCAGCCCTGCAAGGCTACAAGTAAGCAGTCTGATGTGAGGACGAGGCCAAGTTGACGAGCGTGAC
14.73 A D4 mab193732M LG7 TGCAGCCACCAGACAGGCCGCGTCATCAAGCTCGACCTCCGCAACGATTATCCAGTTCCG
14.73 A D4 mab278462M LG7 TGCAGCCCCAACCGCACGTACTCCGTGGCGGCGCTCAACTACCCGTCGTTCTCGGCCACGTTCCCCGCG
14.73 A D4 mab264852M LG7 TGCAGTAGTCCATCTGCCTGCGGCGCTGTCGAAGAGGAGGACTCCGAGGTCCGCCTCGCAGAGCACGGC
14.73 A D4 mab230982M LG7 TGCAGCGCCCTCCCTCAGCGGCGCCCCCG
14.73 A D4 mab255822M LG7 TGCAGTGCCGTGCATGCATGCATGGCCG
14.73 A D5 mab162452M LG7 TGCAGCTTCTGCATGCACGCGCTATATATCTCGTCATCGTCATGCTCTGTGACATTATGGTCGCCGAGA
14.73 A D4 mab235052M LG7 TGCAGTGAAGCCATGATGTTAGCTAAGGGCGTGTTTGGTTAGTTTCTCCACCG
14.73 A D4 mab181592M LG7 TGCAGGTCAATCTGAGGAGGGGAAGGAGGATGATAAGGAAGCTACCG
14.73 A D4 mab202802M LG7 TGCAGTAGGTGATGCCCGAGCGGCCGCACCCGCGGCGCTAGCGATCGGCGCACCACGACCAGCCCCGCC
14.73 A Cod mab4547 2M LG7 TGCAGCCATGACGCTCGCCATCTTTGCAGCGTCGGGCACGGTGTCGGCGCACTCCGCCACCG
14.73 AB Cod mab268162M LG7 TGCAGCAGCATCTTCACTAGGGCCGAGGCGATGTACCCGTCCCCTCCG
14.73 A D5 mab7227 2M LG7 TGCAGCAACACATTGTTCTTGCAGCAATCAGTTCACTCCCTTGACAAAATAAATAAACCG
14.73 A D5 mab119422M LG7 TGCAGGCGGGGGCGCGTGGGCGGGGGCGAGCGCGCGCGGGGCGAGGCGGCCG
14.73 AB D5 mab110032M LG7 TGCAGTAACTGAAACCAAAAACTGTTGCAATCCACAAGTGTCTGAATCTCAGCCTTCACCG
14.73 AB D5 mab164022M LG7 TGCAGCGGAAATTGACACTGGGGAGCGAGGCGAGGCGCCCGATCTGAGAAGGCGAGAGGCCGAGGCCGA
14.73 AB D5 mab163942M LG7 TGCAGCGGCAGGCGGAGGGCGTGGGCCGACCACGACCACCTGTTCCCACTCAGGGTGGACACGGTCCGA
14.73 AB D5 mab9130 2M LG7 TGCAGAGCCCAAGCCCCACGACCCGATTCCCAGGCCCACCCG
14.73 AB D5 mab7883 2M LG7 TGCAGGCATGTGTGAGAATATTCTGTCTTAACTCTCCTCATCGCACTTGAATTTCTGCATCATGGTGGT
21.95 S Cod mab4800 2M LG7 TGCAGGAAGGCCGCCCTGGGCCGCATGGATCTCGCCACCTCGGGGGTGCTGACGGCCG
21.95 B D4 mab177012M LG7 TGCAGTTGCAGCTTGCAGCAGATGGGCCAGCCAGCCAATGCGTATGCGTATGCGTTGCCCG
21.95 A Cod mab930 2M LG7 TGCAGGAAGGCCGCCCTGGGCCGCATGGACCTCGCCACCTCGGCGGTGCTGACGGCCG
21.95 A D5 mab137512M LG7 TGCAGGTCCTGAGCAAGTGGTGTGATGGCAGCAGCGGCCG
23.75 S Cod mab5092 2M LG7 TGCAGACAGGCCCTATTTATACAGGACTCCACAGAGGCCAAGCTTGGTTCCACTTAATGGTAACACAAT
24.64 S Cod mab786 2M LG7 TGCAGCGGGCGGCGACGACGAGGCGGGGCTTCCCCG
24.64 B D5 mab7000 2M LG7 TGCAGCAAGTGTCTAACTGACGAAGACTGAAGATACCACTTCGTCAGTTATCCTCCG
24.64 A D4 mab194002M LG7 TGCAGCATGCTGTAGGCGGTCATGGCGAGGCTCACCACACCG
24.64 A D4 mab272292M LG7 TGCAGACTCAACTTCGGCAGAAGAGGCTCGCACCATGTTTGCGACGGAGAAGGCCG
24.64 A D4 mab222972M LG7 TGCAGCAGCTCCCGTGTCCCATGTACTGAATGCTTAGGTTGCCTTCAACTGGCATGCCTGAGCCGAGAT
24.64 A D4 mab215342M LG7 TGCAGGAGCCCATTGTTTTGTTGTTTTTACCTGCCCTCTGCGCCACATAAAAACGCAGGCACGGGACGG
24.64 A D4 mab205462M LG7 TGCAGCCAGCTCGGGAACGGAGAGCTTGGCGGCGGCGCCCGCCGAGATTGAAGAGCCCATGGTTTAACG
24.64 A D4 mab253252M LG7 TGCAGCGATGCACCGCCTCCTCTGCACCACCAGCGACCACACGTCCTTGTGCATGCGCTGTCTCCGAGA
24.64 A D4 mab278782M LG7 TGCAGGGGTTCCTGAACGATGGCGGGGTGAAGGCCGCGCTGCGCGCCCG
24.64 A D4 mab255602M LG7 TGCAGCTGCACATGGCGCCATGGTGTGCCGATTTGCCCCG
24.64 A D4 mab222982M LG7 TGCAGCAGCTCAAGCTTAGGGGTTGCTCCATGTTTAAAGTCCACTGATTTGAGCTTACCGAGGGATTCC
24.64 A D4 mab278232M LG7 TGCAGCAGCAGCCCGACCGTGCTGAGGTAGGCGCCCCGATGGCTGTACACGACGCCCTTGGGAGCCGAC
24.64 A D5 mab6072 2M LG7 TGCAGAAACTTACTGTGAATTTGGATGTCCG
24.64 A D4 mab239332M LG7 TGCAGCCTGCATCCCAGGCACGACCCAACTTCTAATCGGGCCGCCCACCG
24.64 A D4 mab239402M LG7 TGCAGCCTCCCTCCTCGTCGTTCCACTGCGCCCG
24.64 A D4 mab239542M LG7 TGCAGCCGCCTGCTCGTCCACCGCCCCAGGACCGCGCGCTCGATGCTCCG
28.28 S Cod mab3911 2M LG7 TGCAGATGCAGGACCATCAGGCACCGTGGACCGTCTGCCG
28.28 B Cod mab4082 2M LG7 TGCAGGCAGCGGAGGGAGGAGAACGCCGCCGACCTAACAACTCACGCATAAGCCG
28.28 B Cod mab3787 2M LG7 TGCAGGACTCCGCCGCCGCCGCCGCCGCCGAGGCACCG
28.28 B Cod mab3310 2M LG7 TGCAGTCTACTACAGTAGTCTAGTCCGTCCG
28.28 B Cod mab964 2M LG7 TGCAGGGCGACTCGAAGCTGGGGGTCGGGATACGGAACGACTGCGCCAAGGGGAGCAGGATGGACACCG
28.28 B D4 mab223962M LG7 TGCAGCAATCGTCCGCCGTGTCACACGGCCTTCTGGGCACGACGGGAGGGCCTCGTTCTTGGTCCAGCC
28.28 B D5 mab101092M LG7 TGCAGCATCACATGGCTGAAAAGACACTGACCTCTTCAACTCAAGTAAACCTGTGTGTTATTGTCTGTA
28.28 B D5 mab7366 2M LG7 TGCAGAAATGGAGTAGGGAGGAGTTTGGTTCTGTTCAAAAACAGCTCAAAGCTATGAGACACCG
28.28 B D4 mab263532M LG7 TGCAGTTGCAGGGGTGAAGAGGAGAGAAGGGAAGAGGATCACCCG
28.28 B D4 mab277032M LG7 TGCAGTAGCACGAGGAACCCCTTTCGCCACAGTGTCATGTGTTCTCATCGCCCG
28.28 B D4 mab274182M LG7 TGCAGGCCCATCACGGAACGCCCGTAGGAGGACTGTCACTGCTGGCGGGACAATCACCG
28.28 A D4 mab239622M LG7 TGCAGCCGACGAGGGAGGCGGGCGCGGCCG
28.95 S Cod mab1219 2M LG7 TGCAGCCCGCGCCTCTGTGGCTTTTCGACGAAGGTGTGCAGAGAGCGCAACCGCCCTGTTTGGTTGACG
29.17 S Cod mab1433 2M LG7 TGCAGCATGCACGCAAAGGCGCAGAGCTACCACCTGCACTGCACTGCACTGCACACGAAACGGGAGGAA
29.17 A D5 mab101462M LG7 TGCAGATCCTGCTCGAGTACATGGACGGCGGGTCCCTGGACGGCCGCCGCATCGCGTCGGAGGCGTTCC
29.17 A D4 mab165302M LG7 TGCAGCCCCATACATGACTCCTGACATGCAAATCTAAGCGCTCTGCTGGAAGATTAGGAACACAAGAGC
29.17 A D5 mab6196 2M LG7 TGCAGGCCCGAACAGTCTAGAACCTGATCAAGGTGTGAGAAGAATTGGTATGCTCTACACGTACGCAAG
29.17 A Cod mab828 2M LG7 TGCAGCTGCAACGCGGCGTGCCCGTCGCCGTCAACAGTATGTCGGTTTCACCCG
29.17 AB Cod mab182072M LG7 TGCAGGGTAGCCGCAGTCGGTCGGAAGCGGGCTGGGACGGGCGCTGGGTGACTGGACCCG
29.17 AB Cod mab266122M LG7 TGCAGGGAGTCGGGATCCTGCATGAGCAGCACCG
29.17 AB Cod mab225712M LG7 TGCAGAGGAGAAGACGAACGCCTCCCGAGCGTGGCTGCGCCGCATCCTTGTCGATAGTCAGCCGCCCGT
29.17 AB Cod mab224612M LG7 TGCAGATGGAGAGCTTCGGCGGGTAGTGGGCAGTAAGGGCGAGGAGGCCGTCGCAGCATGCCTCGAGAA
29.17 AB Cod mab223522M LG7 TGCAGCACTGGAGAGGGTGTAAATGAAGCTGATTGTTTTCCGCTTTGGCCGTGAGTTCCTGTCAGCGGA
29.17 AB Cod mab224622M LG7 TGCAGATGGAGAGAGGGATTCATGGATCAGGTCGAGGAAAATCTCGAGTCCCAGGTAGTCGCCG
29.17 A D4 mab278252M LG7 TGCAGCCGTGGTCTTGCTTCTGGTACTGACGGCGGCCATGGAGGCTGAAGGCATCCGTCTAGACGCCGA
29.17 A D5 mab123672M LG7 TGCAGGCAAAAATCTTCGTGGGACTTGAACCG
29.17 AB D5 mab134352M LG7 TGCAGCCCGCGTTGCAGCGAAGGAACGGGGTAGTCTGCTGCTTTGTGCATGCATGGGGTACTCCGAGAT
29.17 AB D5 mab8422 2M LG7 TGCAGCGATGCACCGCCTCCTCTGCACCACCAGCGACCACAGGTCCTTGTGCATGTGCTGTCTCCCGAG
29.17 AB D5 mab7596 2M LG7 TGCAGTACTACCTGCGCGTCTTCGGCTCCTCCGAGAACCTCCTCCG
29.17 A Cod mab4121 2M LG7 TGCAGGAGGTCGCCGAGCTGGCGTCCCCGTTCGGGTCGTCCCCG
29.17 A D4 mab253422M LG7 TGCAGCTCGGCAACCAGGCCACCG
29.17 A Cod mab4422 2M LG7 TGCAGTCAAGATCATGAAAACGAAAGAAAGAAACACCATCATCACGAGTTCACAGCTCGACCG
29.17 A D4 mab225502M LG7 TGCAGAGGGCAAGCGTCCCCACGCCGAAAGAAAAGGAAAATAAATCTGTGCAGGCCGACGTCCCTGCGT
29.84 S Cod mab2833 2M LG7 TGCAGCTACCATATGCCCCACAGAGTGCATACACCTCACACTGCGTTCGCGGCTGTGACCAGAACAAGA
29.84 B D4 mab225792M LG7 TGCAGAGCTTGCGCGGTCGCACGTATCTCATCCCGCTGGGGCACCGCCTGTACGCGCTTAACCAATTCA
29.84 B D4 mab182542M LG7 TGCAGGGCTTCAAACGCCTCAAGTCTGAAACTTGCACCCAACAGCGATAATTTCCG
29.84 B D4 mab223282M LG7 TGCAGCAGCAGCAGCAGCACCGAGCATGCCCATGCAACTCTTCCCCCGAGAACCACCATTGCTCTCACA
29.84 B Cod mab4290 2M LG7 TGCAGGCCAAGAAGGGTAAGTAGATCCAACTTTTGCGTTCGCTCCCTCCTACGTCTCCCGTTACTCGCG
29.84 B D4 mab202852M LG7 TGCAGTACTCGCTCGCGGCCATCATCACTAGCTAGCTCGATTAAGCACAGCTAGTGCATCAATGGCCTC
29.84 B D4 mab182462M LG7 TGCAGGGGAGGAGCGGAGCGGAGCGTAGGAGAGAGACGGCCG
29.84 B D4 mab241402M LG7 TGCAGAGTGGGCTCAAGACAAGATTCGTGTCAACTCCGTCGCTCCG
29.84 B D5 mab9386 2M LG7 TGCAGCGCCATCATCAGTTTATATGCTGAACGCGCTGAGAAGTCTCCGAAGCGATCCG
29.84 B D4 mab196432M LG7 TGCAGCAACCTTGGGTGGTTGATTACATTAGATAATGGAGGTCAGGAATGGCCCCG
29.84 B D4 mab216242M LG7 TGCAGCTTTTCATTGCCCATGTCTGACTAGAAATATTATGCTTCTGGTATCTGGCAGGTCCG
29.84 B D4 mab190012M LG7 TGCAGCGGATCATCTCCATGCAGGTGCAGCGGGAGCGGCGCCGCCG
29.84 A D4 mab202082M LG7 TGCAGTTGGTAGGTGGGAGCTTCACAAGTCCCGACATCCTCGTCCTGACGTCGCAGGAGAGGATTTGTT
29.84 A D4 mab182442M LG7 TGCAGGGGATCGAAAATGCAGGGGACTGTAGAGGGTTAGATCGAGATAACCG
29.84 A D4 mab223152M LG7 TGCAGCAGCATAGGCGTTGCCTGCGTCGGTCGCCACGACGGCCTCCTCTTCGTCGAGCTCGCCCAGTTC
29.84 A D4 mab223262M LG7 TGCAGCAGCAGCAGCAGCAGGACAAGATTAATTGGTGACGAGCGTTTCTACCTAGGATAATATCCGAGA
29.84 A D4 mab206022M LG7 TGCAGCAAGCCGACGACGGCGCCGCCACCAACCAGCATCCTGACGCCCCACCGCCACCTCCAGGAAGCG
29.84 A D4 mab224122M LG7 TGCAGCAACATCAGCGCACCATCGGCATGTGTGGGATGAAGATGACGGAGGATCCCGAACGACCGAGAT
29.84 A D4 mab224242M LG7 TGCAGATTTGGCGAGGCATGTGCAGTTCACTATAGTTCCTCAGATCATCAAACAGTTGGCAGCCGATAG
29.84 A D4 mab198462M LG7 TGCAGAGCCCGTGACTCCGTTTTCCTTCCCCTCCTCGCCG
29.84 A D4 mab191002M LG7 TGCAGCGAGCAGCGAGCGTGGGGAGCGGAGCGCGGTGAGGGAGGCCG
29.84 A D4 mab241192M LG7 TGCAGATCTTCAACGTAAAGGATGGAAGTGTAGAAGTGCAGAAACTTGATGATGCCCCG
29.84 A D4 mab206312M LG7 TGCAGATACAGAGGAACGACATGTATTACGAGCGCTGTACATGGCCATAGCGACGTGCATGCTACAACG
29.84 A D4 mab165692M LG7 TGCAGCATGAAGAAAGTTCTTGGAAGCTTGGGACTTCGAGCCACATTCCTCCAGGAGGCCGATCTGTCT
29.84 A D4 mab241582M LG7 TGCAGAGCTTCGAGGACGATGGGGCTGAGGCCG
29.84 A D4 mab207102M LG7 TGCAGTTTTTTGCATGCATCCTATGCATGGCCGTGTGAACATTCTGCAATTTGGAGGTTTATTGTGATC
29.84 A D4 mab241612M LG7 TGCAGAGCGGGAGGGGATCCGACATCGCGTTCGTCGTCTCCG
29.84 A D4 mab177842M LG7 TGCAGTGGTGGGTGACTTTGAGGTAGGTCACGTAGGTCACGTATCTCAGTCAGCCG
29.84 A D4 mab168292M LG7 TGCAGACGGCTGCGAGATGCGCAGTCTCGTCGGGTTCCAGCTGCGACGGCGGCGCGCCAGACCACTCAC
29.84 A D4 mab223442M LG7 TGCAGCAGAGACCTCCCCACCGCCACAACCCTCTCGCCTCCGCGTCCGCCGTACGCTCCTCCG
29.84 A D4 mab279522M LG7 TGCAGTTGTCCTCCTCCTCAGAGCACGACTCTAGAAGAGGATACAATGAGCCG
29.84 A D4 mab241772M LG7 TGCAGACTGCTGTGTTGGCCCGTGACCCTGTGAGAGTAGAAGGCCCATCTTTTTTTGCCCG
29.84 A D4 mab207462M LG7 TGCAGTTGCAGTTTTTTGTTGCTGCTGCTGCACCGCACCGCCAATTGCTTGCGAGCTCATCGGTTTCTC
29.84 A D4 mab204742M LG7 TGCAGCGTGGGCAGAGTCGGCGGCCGAGTGGCGGGACTCGGGCAAGGAGCGCGCGGGATGGAGGCGGAG
29.84 A D4 mab191012M LG7 TGCAGCGAGCACCAGAGGACCTAGCCGCCGCGTCCG
29.84 A D5 mab159432M LG7 TGCAGTAGGCTGCCTCATGCGCCGCGGCCCCGTTGTCTTCGGGACAGTCCTCAAGCCGCTAGGGCCTCC
29.84 A D4 mab165652M LG7 TGCAGCATGGGGCGTGTGCGGTGCTCCCTGCTCAGGTGGCGGTGCTCCACTGCGCCTGCCGTGCGCCAC
29.84 A D4 mab241202M LG7 TGCAGATCTGCGACGGCGGCTAGGAGGTGGATCTGGCCACCG
29.84 A D4 mab223372M LG7 TGCAGCAGATGGCACGGCGGCACTCCGAGCGGGGGTGGCCCATGCTGTAGCAGCGCGGGCACTCGCCAG
29.84 A D4 mab196202M LG7 TGCAGCAAGGCATCAATCATAAGTTCAAAAACCAAAGGCCG
29.84 A D4 mab202002M LG7 TGCAGTTTTTGCAGCAGTCATCTGCTAAACAAAAGATAAGCAAGACCATGACCCAAAAGCGAGTTCTGA
29.84 A D4 mab275142M LG7 TGCAGAGGTAGGGACATGGAAAGGTGCAGGGATTTCACCACCAGCTCCATCGCCCG
29.84 A D4 mab223382M LG7 TGCAGCAGATGCTCAAGAAGTGGCGCAAGCTCTCCGTCGCGTCCAAGTCCGACGCGGCGTCGGCGTCCA
29.84 A D4 mab205552M LG7 TGCAGCCAAGTAGGATGAGGATCTGGATTGCCCACTCATTCCAGATGTGAATCGGCCCTCCAGCCATTG
29.84 A D4 mab205562M LG7 TGCAGCCAAGATAGCTAGCGACAATTCTACCCAAGACGAAGGCGAAATGCAGAGAGAGTCGTCCATGGA
29.84 A D4 mab205832M LG7 TGCAGCAGCAATTAATGTTGAGCGCTTCAAAGTGGAGGGGGCTATCATAACTAAACCTTACCATGGGCC
29.84 A D4 mab187222M LG7 TGCAGCTGTGGTGCGTTTGGATGCCAGATCTAGCTTGGCGTGGCTGGATCTGGCTCCG
29.84 A D4 mab206292M LG7 TGCAGATACTGATCATAACGTCTGCATCTCACTACAAATTCTAAGCACAAGGACCAGTCGCGTTCGCCT
29.84 A D4 mab224922M LG7 TGCAGATCGCGACGTAGTACGTGATGTTATTCCTCGTTCTGGAAAGGTCGTAAATTCACCCGTAAATTG
29.84 A D4 mab224562M LG7 TGCAGATGGCGTGCTGCGTGTGTGCTGAAGAAACAAAGGAAGCATGGCAACCTTGCTGGTGACCAAAGT
29.84 A D4 mab270862M LG7 TGCAGCCGCCGCAAGGTCGAATGCGACCTGCTCCCGCTGCTAGCCCGCATCGCCG
29.84 A D4 mab262172M LG7 TGCAGCGTGCTCCTCGACATCAACGACGGCGACCGCCTAGCCTTCTTCCGCCTCACCGCCG
29.84 A D4 mab225702M LG7 TGCAGAGGAGAGGAGGGAGACCACATCCATGCATTCCCTGGTTATTAATGGGGTTAAAGGCGTCTTATT
29.84 A D4 mab225842M LG7 TGCAGAGCTCTTTTGCTGCCTAGGTCGAGGACTTGAGGGCATAACCCGTGCTCTGCCTCTACGCCAAGG
29.84 A D4 mab225942M LG7 TGCAGAGCGAGAGGCAGAGCAGAAAACAGCGTAAGAACATGAAAGGAAGAAGATAGATGGCCG
29.84 A D4 mab224512M LG7 TGCAGATGTACGATGCGGACAAATATATTCGACAAATATATTCTAAAGCAGCACTGCTACTTCAAGGAT
29.84 A D4 mab226072M LG7 TGCAGAGCAACTGGCAACGGTCACACAACAGTTTAAGCTCCACATTAATTCAGCTCGCCTCACATGCTA
29.84 A D4 mab167272M LG7 TGCAGATGCACCTCTTGTCCCATATCATGTTTGTTTGTTCACTAATCTTAAGCGAGCAAACTTTTTCCG
29.84 A D4 mab224332M LG7 TGCAGATTGCACCACTCTGGCGCAGTCCTTGGCGTCGACGGCCTCGTCGTGAATGGCTGCAACCTCGTC
29.84 A D4 mab256852M LG7 TGCAGGACACCTGGGGCGGCTCGGGGTGGCTCCG
29.84 A D4 mab192032M LG7 TGCAGCCGTCTGGAGTTCGCCCGCGTGGTGTCGGCGCAGCGCCAGGTGGTCTCCG
29.84 A D4 mab224492M LG7 TGCAGATGTCTGAAGAAAGAAAAGACAGCAAGAATTTCATTAGGCACACAGATCGAGGAAGAAACCAAG
29.84 A D4 mab182012M LG7 TGCAGGGTCGACGCCGACGAGAACCGACACGACATGGGGTCGTCCG
29.84 A D4 mab189582M LG7 TGCAGCGGCTGCGAGGGAGTGGGCTCGAAGGCCCAGATCCG
29.84 A D4 mab166962M LG7 TGCAGCAACAGGTCCTCGGCGAGCACGCCGAGCAGGTAGGCGCGCGCGGGCTTGTCCTTCTTAGCGATG
29.84 A D4 mab179122M LG7 TGCAGTCGATTCAGGACCACCTTAATGCCG
29.84 A D4 mab199452M LG7 TGCAGACCGCCGTTTCTTGCGGCGCCGCCG
29.84 A D4 mab201602M LG7 TGCAGCTTTGCTCTGCCTTGTGGTAAGTTGTAAGGAAGCTACCGAGTAATTGCCTGCCTAGTTCCGAGA
29.84 A D4 mab221002M LG7 TGCAGCCGCGGCAGGCGGCGTGCTCCTCGAGGCGGCGTCTCGCGGCAAAGAGGAGAGGCGAGTCAAATT
29.84 A D4 mab219012M LG7 TGCAGCGGCGTTTTCCTTCGTCCGTGCCCGCGTACTACGCGTGGTGCAGCGCTACGTCGTCCTCTGGCT
29.84 A D4 mab216232M LG7 TGCAGCTTTTCGTCCTCATCATTTGACCCATTCGGTTTAACGGTGTGTGGCCCCAAGTGAGATAAAATG
29.84 A D4 mab223542M LG7 TGCAGCACTGCCGCTCCCGCTTCGCCTCCTACGCGCGCTCAGGACACCGACGTCCACCACGGCAGCCCC
29.84 A D4 mab167602M LG7 TGCAGAGTATCCTCACCTGCTCCTGAGCACTGTTGGTGTTCTTCACATCAGCAGCAGCAGCCG
29.84 A D4 mab216162M LG7 TGCAGGAAATTGTTAGCCATGAGGGTGTCTTGGTACCCTTTGGATTTGGCAGCGGTAGAAGACGGATTG
29.84 A D4 mab181182M LG7 TGCAGGTGAAGCTTCATTGCAGCCGCCG
29.84 A D4 mab203032M LG7 TGCAGGTGCAGTGGCAAACTGGCATCTAAATCCTCAAGGTGGAGTTCGGAGAAAGCGCTTGGATATGCG
29.84 A Cod mab5481 2M LG7 TGCAGGCGCCGTCGAGGCCAACGTTCTGCGTCGACGACATGGAGGGTTTCTCGGGCATGTACTCGGGCG
29.84 AB Cod mab164482M LG7 TGCAGCGAGGTACGTCACGTGACTAGACTACGACCCCTTGCTTGCATACCAGACTTTCCGAACCTCCGA
29.84 AB Cod mab9117 2M LG7 TGCAGATTGTGAATGTTGCAAGGAAGCCAGAAGGCACAGGGAGGTTACCGCCG
29.84 AB Cod mab121002M LG7 TGCAGTGGGAGCACGAACCAGAAGCAGCGGCACCAGTAGCCG
29.84 AB Cod mab116232M LG7 TGCAGGAGGAGTCACCGAGAAAAAGGAGTAGCGGCTCGGCACGGGCTCGGGCTCTGTGTGCGGTGACGA
29.84 A D4 mab215732M LG7 TGCAGGACCGATCATTTCCTAATCCCCATAGCACCAGCGAGAGTGGAAGTTGTACCAGCCAAGTAAAAT
29.84 A D4 mab216292M LG7 TGCAGCTTTAATGTCTCGCCAGGCTTTCTTGTATTTCTTGGCCAATTCACTTCTACCTCTTCCG
29.84 A D4 mab196392M LG7 TGCAGCAACGCCATGGACACAGAAGGCAGCGACCG
29.84 A D4 mab225022M LG7 TGCAGATCCTTCAGGTTGTCTGCACACGCGCGGCGCAGCATAAGCCAGCGAACAACGAACGGCCGAGAT
29.84 A D4 mab180562M LG7 TGCAGGTTCCACCATGACCTGCTGGCTAACGAATCTCGGCGTCAAGGCGCCG
29.84 A D4 mab240922M LG7 TGCAGCAACAAATGGGCTGAGAACCTTTGCCTCCAGGGCGGTGGAAGCGCCG
29.84 A D4 mab225312M LG7 TGCAGAGTGGTGGTACCTTTGCTCGGGCAGGTCAAATAAATGTCGGACTCGGAGCTGTCCCG
29.84 A D4 mab215712M LG7 TGCAGGACCTCCTAATCGGCGCTGTAAGCGCTCGTGGCGCTCGCACGGGGTGCGTAGCGGGCCG
29.84 A D4 mab188342M LG7 TGCAGCTCCTCTACATTCTGCTGAACTGATACGACCG
29.84 A D4 mab181172M LG7 TGCAGGTGAAGTCGGAGTAGTGGCCGACAAGGAGGTAGCCCACCGAAGCCATACTAGCCG
29.84 A D4 mab266982M LG7 TGCAGCTGCACATGGCGTCGTGGTGTGACAATTCAACCCG
29.84 A D4 mab223732M LG7 TGCAGCACCGCCACCAGGGCCGCCAAGGTTTTGGGCGGCGGCTTCGGCAGGACCACCACGGCGGCCGTC
29.84 A D4 mab263482M LG7 TGCAGCGGCATCGAGCTCGACATGCCGAGCCTCCGCTTCTTCCG
29.84 A D4 mab191462M LG7 TGCAGCCTGGTAGAAGGTGTCGGTGAGCGTGTCGGCGCCG
29.84 A D4 mab225442M LG7 TGCAGAGGTGCCTGAACAGTAGACGCTGCCTGCGCCCGCGCGGCAGTCGGGGACGCTGCAAAACACCCT
29.84 A D4 mab180872M LG7 TGCAGGTGGATCTACCTGCGGATCAACCTGCGGATGCGTACAGCGTCCG
30.96 S Cod mab1614 2M LG7 TGCAGTGTTCTTGTGTAAAAAGTATGTATTGTCACGTAGATGGGAGTATTTCTCGTGTAATAAAGCCCA
30.96 B D4 mab215412M LG7 TGCAGGAGCAATGGCGTGTTAGCACACGCACTCGCTGGGCAGACGCTAACCACGCTCCTCCG
30.96 B D5 mab129762M LG7 TGCAGGGAGTAACTGACAGGGCGCGGCGCGCCATGCTGCCCCTGGAAGTTATCGAGCTCCCGTTCCCGC
30.96 A D4 mab239602M LG7 TGCAGCCGAGCTCCCCAAAACCCATGTATACCCATCTATTGACCG
30.96 A D4 mab271582M LG7 TGCAGAGATGGACGGTCATCGAGCCATCCTCATCGGAGCCGCCGCTGGCCCTCCCGCCGAGCACGTCCT
30.96 A D4 mab185562M LG7 TGCAGGAGGTCGACAGGAAAAAAACTTGGAGGAGGGCCGCAGCTGAATGCTTACCCG
31.63 S Cod mab809 2M LG7 TGCAGCGTCCGCTCAGAGGTTCGCAACGCGCCGCGATCTGCTCTATTCGCCTTACCCG
31.63 B D4 mab265012M LG7 TGCAGTGTCGAGCTGCGAATTGGTTCCG
31.63 B Cod mab5202 2M LG7 TGCAGGAGTTAGGTGGCCATTTTTCTCCAACCCTCTACCGACCTGCATATTCTTTATTTCCTTCTTTTC
31.63 B D5 mab162952M LG7 TGCAGCTGCATCAGCACAACAACAGGCAGGGGAGGCGGCGCGCAGCGCGCGGCTGGACGCGCGCGAGCC
31.63 B D5 mab9064 2M LG7 TGCAGCTGTCGCGAAGGAGGGGGAGTCCGTCAGAAAACGTGCGGTGGAGCTCGGCCG
31.63 B D4 mab199762M LG7 TGCAGACACGTACGTGGACGAGCTCACCG
31.63 B D5 mab100792M LG7 TGCAGCGGCATCAGCCAAAGGCCGTGCAGGCCGTGCATGGCGCCCGACACCATGGAGGCGTCCACCTGC
31.63 A D5 mab9539 2M LG7 TGCAGGCGGCTGTTGAAGCTGGGATCTGAAATTTGATCCCAGAACTCACGCAGCTCCGCCTTGTCGATG
31.63 A D4 mab225072M LG7 TGCAGATCCCAAGCCCGCGAAGCCGCGGTTCGGAGGTATATTTTGGGTTTTCGCCGATGAGGATGAGGA
31.63 A D4 mab274922M LG7 TGCAGGAGCCCGAGATCCGCCCGCCCAGGCAGAGGATAACCGACGCCGACGAGCTCGCGGACTACCGAG
31.63 A D5 mab129942M LG7 TGCAGAGAGCAATTATTTCTGCACCCACCGAGCCGACCAGGAAGAAGCGAGCATCGTCGGCTACCAAAC
34.11 S Cod mab5661 2M LG7 TGCAGGTAGTACTGCTTCGCGACGCCCTTGCCGCCCGACGACCAACCGACCATGGCGCTGCTCCCGACC
34.11 B D5 mab8107 2M LG7 TGCAGCTTCGGCAGGTCGCCACACCG
34.11 B D5 mab8561 2M LG7 TGCAGCTCCACGTCACCCCGCAGCACGTCGTCGTCCG
34.11 B D5 mab7036 2M LG7 TGCAGCTCAACCAAACACCTCCTACACTCCAGGACCCCACCTCCACGCCACCGATGGATACTTCGCCGA
34.11 A Cod mab5324 2M LG7 TGCAGACCTTGACGAGATCCCTCAAGTACTGTGTCTGGCGCGGTGTCCCCGTGAACCCAACCATGACCA
34.11 A D4 mab226142M LG7 TGCAGAGAGTATGTGTGAGAGAGAGAGAGGGAGAGAAATACAGGAGAAAGAGAGAGGGAGAGAGATACA
34.11 A D4 mab273882M LG7 TGCAGAAGATTCCGATTTGAAAATCACTGGTGCAAAATGGAGGGGTTTGAGGAGGTTGTGGGGGCTGCC
34.11 A D4 mab198292M LG7 TGCAGAGCTGAAGTGCAGATTCCGAATCATCTCCG
34.11 A D4 mab274302M LG7 TGCAGGCCGGTAGCTCTGACATCATCGTGGCGGTGGTGATGGAGATAACGCCG
34.11 A D4 mab202562M LG7 TGCAGTGAATCTTGTAGGAGACTGCGTGCATACACGACAGGCATGCAAAATGACGGTGGATGGTCACAT
34.11 A D4 mab217302M LG7 TGCAGCTGCCGATGCTGACGACCATGGTGCTGCTGCTGATTTCTACTACAACTTCGCCGAGGCATGGCC
34.11 A D4 mab201952M LG7 TGCAGTCGCTTTGCTCCTCGTAGGCGAAGTGGTTGACGTAGATGAGGCAGAAGGACACGCTCCTAGGTG
34.11 A D4 mab212182M LG7 TGCAGGGGGCATGGCTATTGTCGCCGTCGGTACGCCGATGTGACTGGGTTGAAGGACTTGGTTGGACTG
34.11 A D4 mab184672M LG7 TGCAGGCCAGATCCGCCACCAACCGCTGCATCCCCG
35 S Cod mab780 2M LG7 TGCAGCGTCCATAAAGCCATGTTTCATCGTTTCCG
35 B D4 mab212092M LG7 TGCAGGGGGTTCAAATCATCGTTCGATAAAACAGATGAACAATGTCAATAATTGTGTTGTGTGCAGCAC
35 B D4 mab175712M LG7 TGCAGAGGAGGTGGGTGCGCGCGCGGGAGGGCAAGTCCG
35 B D4 mab208202M LG7 TGCAGTGGCCGTACGCGGCCCAGTGGTCGAGGCAGGCATGGTGGAATACGTGGCGGCGCACGCGCGTGG
35 B D4 mab242672M LG7 TGCAGCGCACCACCTGGCGCCCGGTGCCCG
35 B D4 mab228942M LG7 TGCAGGGGTGGGTGGGAGACGCCAGTTGCCGTCGCATGGCGTGGCCG
35 B D4 mab193142M LG7 TGCAGCCCCAGCCCACCAGCCGGCCAGGGAGTCGCTCCG
35 A Cod mab4778 2M LG7 TGCAGGTGCCTGTTACAGCGCAATTTGCAAACGGACTTCTGTAACAGTCTAAGATGGGCCG
35 A Cod mab5690 2M LG7 TGCAGCTGCCGTCGGTGATTGGATTCCACGATGGAGCGGTGACGACAACGGCGGCCACGCACCAGATGT
35 AB Cod mab233022M LG7 TGCAGCAGGCATAGAACTTGCCTTCTTGACCCGTGCGCCG
35 A Cod mab2404 2M LG7 TGCAGACGCGCTCCCGCACCGAGTAATGTGCTCCAAGCCTGTCGTGAATCCCGATGGGCCGTCTTCTCC
35 A D5 mab8391 2M LG7 TGCAGCCTGCTGCTCGCAGCCGACGACTTCTTCTCCG
37.52 S Cod mab1719 2M LG7 TGCAGCGTGGTCGACCCGTGGGCCGCTGTCATCTGCGGCTTCGTGTCCGCCTGGGTGCTCATCGGTCTC
37.52 B D5 mab158652M LG7 TGCAGTGCAATCGAGAGGTGGAGTCGTTGGATTTGCATATGCTTTTCTCCGCATATACAACCAAATGGA
37.52 B D5 mab155082M LG7 TGCAGAACAAAAACATGGGAAGATAAAGTAGGGTGGGCACGAACTGAGAGGGAGAGTATTGGGTTGTGT
37.52 B D5 mab8638 2M LG7 TGCAGAGGAGCGGCATCGGTGGGCCCGACTGGTTGTAGTTGAGAGGCGGCCCG
37.97 S Cod mab4025 2M LG7 TGCAGCAGGAGCACTGTGCACTGTAGGCATTGGGGGGCAGGCCACATGGGGTCTTCGTCCG
38.19 S Cod mab3891 2M LG7 TGCAGCACGAAGACAGCGAGGCGTCGTCTGCGCAGCCTCCTCGTCCTTGCCGCAGACTACCTCAAGTAC
38.19 B D5 mab126122M LG7 TGCAGCGACCAACCACCTCCCACTCCGCCCTCCACTATGGCGACCGCCG
38.19 B D4 mab184372M LG7 TGCAGGCCGTGGGCGAGCTCACCCGCGCTGAAGCTGATGCGCCG
38.19 B D5 mab163192M LG7 TGCAGCTCCTTCCTCTTGGTGACTGCCTCCACCTGGCCACCAGCAGAGGGGCTGGATGAAGCGCGGGTT
38.19 A Cod mab1643 2M LG7 TGCAGCAGCGGAAGATGCAGAGGACCAGCAGCAGGAACAGCTAGGCAGAAGGTGCGCCG
38.19 AB Cod mab8075 2M LG7 TGCAGGTCGGCAACTCCGCCGTTGTTGTGGTGGTGTAGATGGCGCCG
38.19 A D4 mab207832M LG7 TGCAGTTAATTCAGCGCGCGAGTAGTATCGGATTGGTTTCAGAGATGTTTTCTCAGAAAGCTCCTTTTA
38.19 A D4 mab177362M LG7 TGCAGTTCAGTGGCACTCGTGCTGTTGCTCGTCCGCGAGACCCCG
38.19 A D4 mab166392M LG7 TGCAGCAGAGATGGGCCAGTGGAGAGAGGAGCCGCCAGAGGTGGCGGAATATGAGCGGATGCGGGTGAG
38.19 A D4 mab255722M LG7 TGCAGTATTAGCCGTCAACTGTCATAAGACAGTCATGCAGCAGGTGTTATGAGGTACCG
38.19 A D4 mab278442M LG7 TGCAGAGATCAGGCCGAGGTGCCACTGTCCCTCTCGCTCTCCCTCGGTGTCGTGGCTGACCG
38.19 A D4 mab211722M LG7 TGCAGGTAGCCACCACTCCAAAATTCGTCATCACTGGCGCACCCCCAACCTCCACGACCCCTTCCTTGA
38.19 A Cod mab5207 2M LG7 TGCAGGGCACTAAACAAAAGTCAGATATACGCAACGCGGACCAAGGTTCTTCGACCAGAACTTCATGAT
38.19 A D4 mab249892M LG7 TGCAGGAGACGGTGGCGGGGACCTCGAGGTCGAGCTCAGGCCATGGCTTCCCTGGCTCCAGAGGCCGTG
40.68 S Cod mab4597 2M LG7 TGCAGCGGCCGCACCTCCTGCTGGGCTCGCACCG
40.9 S Cod mab1578 2M LG7 TGCAGGAGAAGAGGGGGCTCCTGTTCTGCAAGGAGGACAGGGCGATCCTGTGCCG
40.9 B D4 mab199612M LG7 TGCAGACATGCATACGTACGCGCTACATGCCCCG
40.9 B D4 mab207542M LG7 TGCAGTTGAAGCACTTGACGAAGTCGGAGAGGCTTGACGAAGTCGGAGAGGCGGTCATCAAGGAGTATC
40.9 B D4 mab195142M LG7 TGCAGCAGCAGCCCTCGCCTGCGGGCCACTACGCCG
40.9 B D4 mab278262M LG7 TGCAGCGGTTCCTTCCCTTGCAGGAACCATGAGGACTTTCCTTCATCTGCTCTCCTGTTCTTGGCAGGC
40.9 B D5 mab7724 2M LG7 TGCAGCTCCAAGCGTACGCGACGCTACTTCCATCAATCCGATGCAACCACGTAGTTTGATCTTGCCGAG
40.9 A D5 mab164242M LG7 TGCAGCGCCGTTCGGAGCTCCTATCGGAGATCCAGGCACGATGCTCTGCTCGCATTACAAATAGCTTGT
40.9 A D5 mab158122M LG7 TGCAGTTCAGGGCCAGCATCACCTCCATGTTCCAACATAGCGTCTTCAACAGCCGTAGCAAGGTCACAG
40.9 A Cod mab5167 2M LG7 TGCAGGTCCGGCGACGGCGCTTGTGCTTCACAAATGGAGCTTCGGTTTCACCCTCTTTGTCTGAGGCTA
40.9 A Cod mab2087 2M LG7 TGCAGCGGCGACGCCAGTGGCACGGCGAGCGCCAGCGCCAGCGCCAGCGACGGCAGCAGCATCTCCGAG
40.9 A D5 mab8435 2M LG7 TGCAGAGTCCGTGTCCTTCTCCG
40.9 A D5 mab6137 2M LG7 TGCAGGTAGAAGCAATCAGCTGCAAGATCACTCAAATTTTATTAAACCCAAATACATAAGGTCTAGTAG
40.9 AB D5 mab101832M LG7 TGCAGCTGCTGTACGTCACGGCTCTGCCCAACAGAACACTGTAACCG
40.9 AB D5 mab119742M LG7 TGCAGCTCACTCCTCTCCATCCCTGCACCGCACGGCTGCCGCCG
40.9 AB D5 mab118752M LG7 TGCAGGCGCCCTCCACGGCTGACAGCTCCACCTCCAGCAGTCCG
40.9 AB D5 mab7371 2M LG7 TGCAGGACTGCGGCGTGTTGCCCGACGGGGAGTACTTCGCCTTGCACCGCCG
40.9 AB D5 mab8206 2M LG7 TGCAGGAAGTACAACACTACACAACAACAACAAAATTCAGACTTCGCCG
40.9 AB D5 mab7572 2M LG7 TGCAGTCGAGGAGCTCATGGACAAGAATGGCCAGGTGCAAGCCATCATCTCGCCTAAGACATCACCAGA
40.9 A Cod mab2856 2M LG7 TGCAGGAGTCGGCGTTGCAGGGGCTGGTGCTGTTCCCTTCCTCCTCCTGACCCGACGGCGCGGGGGACT
40.9 A Cod mab1012 2M LG7 TGCAGCGGCTTCCTGCCAGACGCGGGCGTCGGCCAGCTTCAGGGCACAGGTGGCCG
40.9 AB Cod mab126332M LG7 TGCAGCCGCTGTCGTCGCAGTGGCGGCCG
42.93 S Cod mab5484 2M LG7 TGCAGGGCTGCAAGGCCGAGTGCAGGGCCAACTACCCGCAGTACGGCGTCGACTACCCCTCCTCCCCCG
42.93 B D4 mab217972M LG7 TGCAGCTCCGCGGCGTTGTGGGCCGTGAGGATAGCCACCTTCTCCCCCGACCCTGTCTTCGCCGTCGGG
42.93 B D4 mab192842M LG7 TGCAGCCCTCTCACCCGCGAGCTGCGCCGCCTCCCG
42.93 A Cod mab408 2M LG7 TGCAGCTGGGCGACAACCAGTTCTCCATGGTGGATGTGCCCG
42.93 AB Cod mab4505 2M LG7 TGCAGGACCCCCGCATCGCGGCGGCCGCCCCCGCCCTCATACGCGCCGCCACAGCCTCCG
42.93 AB Cod mab4249 2M LG7 TGCAGATTGCGTACGCTTACGCACACTAGAATAATGAAGAGGTGCAGTCTACCCG
42.93 AB Cod mab1948 2M LG7 TGCAGAGGCAGGCACGACGCGGTGTGGCCCTGTGCATGCGCTCCCATGTGATGTGCCCATGCCATTCCA
42.93 A Cod mab5741 2M LG7 TGCAGCAAGAATGGCAGCTGCATGGACATCCACGTCAACACCGTGGCGATCACGGCGGCGGACGGCGGA
42.93 A D4 mab189092M LG7 TGCAGCGTCGTGGACATGGCGACCCGTGCGTGGACGGGATGAACATTTCACCG
42.93 A D4 mab164812M LG7 TGCAGCCTACTGCGTCGCTGCTCGCCGCGGTCGGCGCCTCCCCTGGCCACGCTCCACCGCCCGCCACTC
42.93 A D4 mab269442M LG7 TGCAGAAACCTCTCCCCTGACCTCAGTAGTTGTGCCCG
44.5 S Cod mab5710 2M LG7 TGCAGTTGCCGTGCACATGCATGGAATAATATGATGTCAAAGAGTAATGGCATCGGCCAGCAGTCAACT
44.5 B D5 mab8919 2M LG7 TGCAGAGGGTACGGTGGCGCTGGATGGCAGAGGAAACAACGGTGGCAGGTGGACACGCGGTATGTGTGG
44.5 B D4 mab247562M LG7 TGCAGCGTACTGGTGAAATCCCGATGCATGTTCTCCTCTTCTCAGCAGCGGATCTTGCCAGCGGGCCTG
45.18 S Cod mab5334 2M LG7 TGCAGGTCGTACCTTCACCATGGTAAACAAGGAGAAGAAGGGAAAAACTGTGGCGTCACACGAACAGCG
45.18 A D4 mab216542M LG7 TGCAGCTTCGAGGATGCCATGTTGGCCAAGTATGGTTGCGGCACGGTGGCGCAGGTGGCTGGCCCTCGC
45.86 S Cod mab1487 2M LG7 TGCAGGCCATCAAGTCGGCCCTCGGCACCGCGCCG
46.08 S Cod mab3524 2M LG7 TGCAGTTCATACCCAAATGAGAAACGGAGACGTCACGCTCAACAGTTCGATTCTCGCCG
46.08 B Cod mab1061 2M LG7 TGCAGAGCAAAAATCCAGTGGCCAAGTCGTCGGTATTGCTCACGAACCACCGCTGCCG
46.08 B D5 mab9511 2M LG7 TGCAGTCGCTGTTGCGGCGTGCCGTGCGTGAGGGGCCACCGTCGACGCCGTAGATGAGGGCAGAAACAA
46.08 B D5 mab158192M LG7 TGCAGCGTAGCGTGAAGTGGACACAGGGACCGCTGTGATACTGACAGGCACCATCATCGTCCATATGTC
46.08 B D5 mab126292M LG7 TGCAGCCGTTGCAGCTGTGCCTCGAGCCTACTTCCGAGCCGCTGTCGGACCAGTGCCG
46.08 B D5 mab9203 2M LG7 TGCAGCTCCTAGCTCGCCATGGAGCTCGTGCTCCTTGAGCACAGCCGTGGCTATGCCACTGCAAGTGGC
46.08 B D5 mab9561 2M LG7 TGCAGCTTGTACCCATGCCGCGACGTTTTCCCGTCTCGACGACCCCGATGGCAGATGGTCGATCATGTC
46.08 B D5 mab9053 2M LG7 TGCAGGAGGCATGCTCCCTCTTCGCCGCCAAGTTCGATGCGCACCG
46.08 A Cod mab1561 2M LG7 TGCAGCCGTCGCAGCAGCTCACGTTCACCTTCAAATCAACTCTCTGCACACACCACCATCAACAAAAGC
46.08 A D4 mab271112M LG7 TGCAGCCTCGACCCAACGCCGACCTCTCAGACCTCGAGTAGCAGGACACCTCCCCAACGCCG
46.08 A D4 mab233182M LG7 TGCAGGAGGCGGAGGGAAACCAGCGGGGTTAGCGGCGGACCG
46.08 A D4 mab267332M LG7 TGCAGCATCCCGGCACCGCCGACTGGTACTCAGACTCCG
46.08 A D4 mab280962M LG7 TGCAGGGCGTTCTTGTCACCAGCTTGGATGATAACAGCAGCCGTATGGTGGCAGTGAAGGCCCTGTTCA
46.08 A D4 mab200932M LG7 TGCAGAAAAATGAGGTTTCAGCACCAACGCCTCCACCGCGGTACTGTTGCCG
46.08 A D4 mab281282M LG7 TGCAGGGTGCCATGGCGGGGAGGCGACGAAGAGGATGGAGCTCTGGGCGCGGGGCAGGAGGCCAGGGCC
46.08 A D4 mab275682M LG7 TGCAGCTGCGTCACGGTGACCTTCCTGAGGCTGGCGAACCTCCGCGAGTACGGGTTGATCATCCACTCG
46.08 A Cod mab2472 2M LG7 TGCAGCTGTGTGCGTGTGAAATTAAGAGTAACTGAGCGAGCGAGCGTGCGTGCAGTGCAACTGTGGAGG
46.08 AB Cod mab203942M LG7 TGCAGGAGCTAGAACCATGCTCCGGTGGAGCTGCGAGGCGACGCTCCCGTGCGACTGGTTTGCTGCAAC
46.08 AB Cod mab210532M LG7 TGCAGGTTTGGTCTGCGCAGCGCTAGGGCACTGCATGCAGCTGATACATACAAACTCCATGCAGGCAAC
46.97 S Cod mab5696 2M LG7 TGCAGGCCGCCGCTCTTGGCGATGTAGCTTAAGGCGTCGTTGACGTAGCCACTATCGCAGTTGCTGGGG
46.97 A Cod mab5073 2M LG7 TGCAGGCGCGCCGCCCCGCCGCTCATAATCGCCG
46.97 A D4 mab256222M LG7 TGCAGGTACGTCTACGTGTACGGGCCG
46.97 A D4 mab276242M LG7 TGCAGCAGGAACTAATCCATAGCGTTGCATCGTCCACATCACGTGGTCTGGATCCG
46.97 A D5 mab9881 2M LG7 TGCAGCAGGGGCGGCAAGCTAGCTCGGCAGCTCGGCCGCACGGCGGTGAAGCCG
46.97 AB D5 mab8881 2M LG7 TGCAGCAGCGGGTCGGCGTGCGACAGCAGCGCCACGAGCGGCCGCACTGCCCCG
46.97 A D4 mab254912M LG7 TGCAGCCATTCTTCTGCTCCCTCGGCGAACCAGATTGGAGGAGGCGCCCCACATCGCTGCCG
46.97 A D4 mab263122M LG7 TGCAGGCAAAACATGTGAGAAACGAGTCCG
51.08 S Cod mab708 2M LG7 TGCAGTGGCCAGTGCGATGCTGCCG
51.08 A D5 mab9953 2M LG7 TGCAGCAGCACGTGGTGGTGGTGACAGCCGTCAGCAAGATCCACGCCGCCAGCCCGTTCTCCATCGGTC
51.08 AB D5 mab140182M LG7 TGCAGTTGTATGCTCTCAGATCTGTCGATCCG
51.08 AB D5 mab7841 2M LG7 TGCAGTGTGAGGAATGCGCCGATGAAGCTCGACGGCGAAGTCTGTGCCGCTTAGGTTGGTAGCGCGTCT
51.08 A D5 mab109622M LG7 TGCAGTGCCTTGCCTTCTCAAACCGCTGTGGCCACCTGTTGCTGTACTTCGCCTCCGCCG
51.08 AB D5 mab117852M LG7 TGCAGCACAGAGTGCAAAGGTGCGCGCCGCGCTGTTCCTGTCGAGCGACCCGTTCAGGGAGCTCTCGGA
51.08 A D5 mab141972M LG7 TGCAGTCCGTGGAGTACGACGGGACGAACTGCGTGTACCG
51.08 A D5 mab102252M LG7 TGCAGTTGAGGCGGGTAACGGAGGCAGTCTTGCGGCGCGGTAGGAGCGGCGGTGTAGTCCG
52.2 S Cod mab5478 2M LG7 TGCAGGAGCGTGCTCCCGAGCGCGGCGCGGAGGGCCTCCACCTCGTCCTTCGGGAGCACCGCCGTGACG
52.64 S Cod mab845 2M LG7 TGCAGGTAGTAGCTCTCCCTGGAGCGGCGCACCCACGTGTCGTCCCTGGCAGCGGACGACGCCG
52.64 B D4 mab186222M LG7 TGCAGGACGGGCGGAGGTTGCGATCTGCTGGCGAGCCG
52.64 B D4 mab253042M LG7 TGCAGCCTCCTCATCTGACGCTGCCG
52.64 B D4 mab229352M LG7 TGCAGAATCAGTTTAAGATGTCGCAAAGCTGATTCGCTATTTTGCAGGGTCCG
52.64 B D4 mab248372M LG7 TGCAGTCGTTCGACGCTAGCAGTAATCTCCTCACCG
52.64 B D4 mab191302M LG7 TGCAGCGAAATACGGGTGGCTCCTGGCCGTACACGACGGCGACAAATACGCCG
52.64 B D4 mab242412M LG7 TGCAGAACAAGAGCGAGCTGCTCTTGAGGTCCAACCATGCCCACGCCAGCAAGGTGCCG
52.64 B D4 mab210712M LG7 TGCAGGTTCTTCATGGAAAAGAAAAAAAAGGAAAAAAAAGAAAGAAAAGGGAAACATCCCACGACCCGA
52.64 B D4 mab211902M LG7 TGCAGGGTGGTCAGCGGGTGCATGCACACCCATAAGCCCACAAGCGGTTGTCCCGTCTCAGGTGCATCA
52.64 A D4 mab238082M LG7 TGCAGCTGCGTCAAGGGATTCAGCCCG
52.64 A D4 mab217752M LG7 TGCAGCTCGTCCATGACGCCTGAGACGGATGTCCAGGTTGTTGATGTGGGGGTGCGGACCTTGCGCAGT
52.64 A D4 mab244572M LG7 TGCAGGCACTCACTCCACTCCATCCATCCATCATGGCATTAACCAACCTCCGAGTTTGGGTTGCGCATG
52.64 A D4 mab166442M LG7 TGCAGCACTGGTGCCACCTCCAGAGCGTTCGGGGTCGTGCCCCAGTTCTTTATAGTGGCGCCG
52.64 A D4 mab190472M LG7 TGCAGCGCGCCCCGCCCTTCCTCTGGCCACCCGCCCCCAACCTCCG
52.64 A D4 mab236342M LG7 TGCAGGGCTGAACGTAGCTCCGCCCCTGGCTCCG
52.64 A D4 mab183592M LG7 TGCAGGCTCAGCGTCAGAAGTGGCGATTCATCATCAGCAGCGTGAGGCGGCCG
52.64 A Cod mab2139 2M LG7 TGCAGCGCCGCGACGTCCGCGGCGGCTATACGGTAGATGCGGTTGACAGCGGTGGCGGCAACGGTGGCC
52.64 A D4 mab250602M LG7 TGCAGAAGTCGGGGCTTCCTTGCCACCG
52.64 A D4 mab217072M LG7 TGCAGCTGCTTGATACGCATCCATGATCCATCATCGTCTTGCCCCGCAGGTCCAGCAAAGTATGTGCTG
52.64 A D4 mab214992M LG7 TGCAGGATCAAGACATGTGCCTCACCGTGACACCGCACCCGCAGATTACCGTCATCGGCCCG
55.35 S Cod mab4922 2M LG7 TGCAGGGAGATCACGCCATAATCACCATCATCTCACCATGCAACTGGCGCAAAGCTCGGGCCATTTGCA
55.35 B D4 mab167632M LG7 TGCAGAGGTAGAAACAGGGCTGGCTTGGAGCAAGACCGTGACGGCGAAGTAGGCCACGGCGACGGCGGC
55.57 S Cod mab1875 2M LG7 TGCAGGACACCATTTACCTCCACCTCGTTGTCGGCCTCCTCCCCTCCGTTCCATCCGAGCCGCGTTCTG
55.57 B Cod mab966 2M LG7 TGCAGAAGAGTTCAGTTAACAGCCAGCAGTACCACCG
55.57 A D4 mab212492M LG7 TGCAGGGCGGCATTTTGACGCTGTTCGATCTTGGTGGCGACCTTGCTTTGCGCGGCACGTCCG
55.57 A D4 mab253162M LG7 TGCAGACACTGACCAGGTCAGGCACTAGAGCAACCCTACATGCATGCAGACATGTAGCCG
56.01 S Cod mab51 2M LG7 TGCAGCAGTTGTCAGTAGGGAAGCAGCACAGATCGTGGATAATACCAAAGCTCCCG
56.01 B D4 mab211292M LG7 TGCAGGTGCACCAAGGGAAGCGAAGGAAGCCATCATGGTTCATGAATGAGCTGCTGGTTCTGGTTGTTG
56.01 B D4 mab204702M LG7 TGCAGCTACCATTGATAATCAATCTGTGAGATCGTTCCAAGACCTAATCACATTTTCCTGTGAGCGCAA
56.01 A D4 mab167012M LG7 TGCAGCAAATTGTGGCTCAGCCTCAGCTAACCGTGAAAATTACACTCGGTTTTGTCAGTTGTCACTTGT
56.01 A D4 mab167642M LG7 TGCAGAGGGCGTCGGTGCGTATACAGATGAACAGACCACAATGTTGTCTCGGAGCGCACTGGCACGGCG
56.01 A D4 mab247322M LG7 TGCAGTGTCGTGCGCGTTTTTGTGCGTGCGTGCGTGCGTGTGTGTGGAGGAGTTTCGTGGAGTGCAAGT
56.01 A Cod mab4143 2M LG7 TGCAGATAAGGTGACGATGCCTCGGCAGAAACTTGGAGGCGAACACTTGGCCAAAACCATGTACGCCGA
56.01 AB Cod mab9536 2M LG7 TGCAGGCTGGCGTGGCAGGAGCCGTCGCCGACGGCGAGGAAGGCCATGGTGCCGCCGCACTGGACACGG
57.58 S Cod mab929 2M LG7 TGCAGGAAGTCCCAGGACCTGGTGGTGTGGAGCTGGTACACGGGGTCGGCGAACACGGAGACGACGCCG
57.58 B D5 mab104242M LG7 TGCAGCGCTCCGCCTCCTCGTCGGAGGTCGCCTCTCCATCCTCGACGGCTCCG
57.58 A Cod mab1661 2M LG7 TGCAGATGCTTTGCCCGCGGTGAAACCTCTGGGCTGTTAGCTGTCTTGATCGGGAGTGTCCAAGTCGTG
57.58 A D5 mab9843 2M LG7 TGCAGCCTCGTCTTGCTGAGCCGCCTCGCCG
57.58 A D5 mab110652M LG7 TGCAGGGCACCTTTGTCGGCGTCTATGATGGCCATGGTGGACCG
57.58 A D4 mab271872M LG7 TGCAGTGGAGCTCTCGTCGGGCGGCTCCTCTGTGCTGCGATGCACCGCTCGCCG
57.58 A D4 mab230192M LG7 TGCAGCAGCAGCTGCAAGTGCTGGTCGAGAGGTACCG
58.25 S Cod mab1101 2M LG7 TGCAGCGGGCGCAGTGGCGGCCGCGTACGTTTACGCCTCGTCGTTCCG
58.25 A Cod mab5731 2M LG7 TGCAGCCCATGCCGCTAAGGTTGTGGGTGACGACATGGTCGCGCAAGCAGTAGCGGTTCACGACGAGCG
58.25 AB Cod mab161042M LG7 TGCAGGCGCGAGGGCAGCAAAGGCAGGGGGCGCGCGGAGGCTGAGCAGGGGTTGCCGAGGCAGCACCGA
58.92 S Cod mab4591 2M LG7 TGCAGGCCCCGCTCTTGCCGACACTCTTGTCAACGATAAGGTCATATGCTCCAAACCATGCCACGGGCT
58.92 B D4 mab237432M LG7 TGCAGGACCTGATGAAGCTAGACGAGAGCGAGCTCTGGTTCCCGCCATCCG
58.92 B D4 mab248062M LG7 TGCAGCGGCGCGGGAGGAGCTCGCTGCGGTGGAGCGCCG
58.92 B D4 mab220402M LG7 TGCAGCGACCATGTGAGGCCGTGAGCCCGTGAGTGAGGGTGAGGTCAGGAGACGGCCGCGTTCCTCCGA
58.92 B D4 mab197992M LG7 TGCAGAGGCTGCCGATGCCGCGATGATACTGCTGACGGCCCCCG
58.92 B D4 mab210142M LG7 TGCAGTACTGTGCCACATTTATGGCCAAAGATTTTCGATATTCCCCGCAAGAAAAAAAAGATTTTCGAT
58.92 A D5 mab7287 2M LG7 TGCAGCACGCGCAGGTACCTGTCCCGCTGTCTGAACCG
58.92 AB D5 mab151432M LG7 TGCAGCAGCAGCAGCAGTGGTGGTGGTGGTAGTGTTGACGACGACCG
59.36 S Cod mab1791 2M LG7 TGCAGCGACGAGTGCCGCCACGAGCAGATGCAGCTCGACGTCGCCTGCGCCAGGCAGGCAGCCAGGGCG
59.36 B Cod mab1791 2M LG7 TGCAGCGACGAGTGCCGCCACGAGCAGATGCAGCTCGACGTCGCCTGCGCCAGGCAGGCAGCCAGGGCG
59.36 B D5 mab157892M LG7 TGCAGTTTACATGTGGCATGGCATCCGTCGGGGATTGCTGCTGCTCACCTGCGCGACGTCAACGGCGAC
59.36 B D5 mab6946 2M LG7 TGCAGACTGTTTCAATCGTTGCTTGGGTCTTCTAGAGGGTATACTTCTGGCCG
59.36 B D5 mab6140 2M LG7 TGCAGTGGGCACGGGACATCTCCTTGTCTTTGTTCCTCCTACCCAGGTCAGAGGAGCCTGTTCCGAGAT
59.36 A D5 mab109862M LG7 TGCAGTCGGGCACTTCAAACCCATCTCAGATGGCCAGGCGGTTAGACCG
59.36 A D5 mab133972M LG7 TGCAGCGAGCGTTGTGGCTTCATCCAGAAGGTGTTGGCGCTCCTCGTTGAGCTGAGCCGCAGCAGCGGC
59.36 A D5 mab135442M LG7 TGCAGATAGAGAGGTGGCGAGCTGCAATCGACGGTCATGGCGGCGGCCGTGGAGGACGCGGGGGCCCGA
59.36 A Cod mab2860 2M LG7 TGCAGAAGGGTGTGTCCCCTCTGTACATGAAGATGTCGCTGTCCCGCGCCAGCGGCTTGGTGCAGAGCG
59.36 AB Cod mab177512M LG7 TGCAGTTAATCAAGAAACGCAAAACATCTAAGAACACCTTTAATTCAGTAGGCCG
59.36 AB Cod mab260352M LG7 TGCAGTCTGGTGGTTGGCCTTGACCG
59.36 A D5 mab9192 2M LG7 TGCAGGCCTAGACCATAAAGGTCCAGTGTTTTCAGGTACCGAGAGGCAAGCGGCAGGTCGTCCG
60.48 S Cod mab79 2M LG7 TGCAGTAGGGCGTGTCCCCTCTGTACATGAAGACGTCGCTGTTGCACGCCAGCGGCTTGGCGCAGAGCG
60.48 B D4 mab176322M LG7 TGCAGAACAACAACATCATGGGGCGGCTGCCGCGCCCACGCCCGCGATCCG
60.48 B D4 mab168342M LG7 TGCAGACGGCAGCATCGACTGCATTCTCTGGAGGCGAGATCGCCAGGGGGTTCGTGGAGTTCGCCTTCG
60.92 S Cod mab79 2M LG7 TGCAGTAGGGCGTGTCCCCTCTGTACATGAAGACGTCGCTGTTGCACGCCAGCGGCTTGGCGCAGAGCG
60.92 A Cod mab89 2M LG7 TGCAGCGAGGAGTGCCGCCACGAGCAGATGCACCTCGACGCCGTCAGCGCCAAGCAGGCCGCGCGGAGG
61.59 S Cod mab2836 2M LG7 TGCAGAAGGGCGTGTCCCCCTTGTACATGAAGATGTCGCTGTCGCGAGCCAGCGGCTTGGCGCAGAGCG
61.59 B D4 mab176332M LG7 TGCAGAAATGCTTGCAGCGGCGCGACGCCG
61.59 B D4 mab176312M LG7 TGCAGAACCATACAGAGAAAATGCATGTAAGCAGCAGCACGGATGCCAACACCG
61.59 A D4 mab167702M LG7 TGCAGAGGCGGGAGGCGCGAGCGGCAGGGAGCATGCGGGAGGAGGCACGGCCAAAGCAGGAAGTCGCAG
62.03 S Cod mab1345 2M LG7 TGCAGCGAGGAGTGCCGCGACGAGCAGATGCAGCTCGACGCCATTTCCGCCAGGCAGGCCGCCCGAGAT
62.03 B D5 mab6867 2M LG7 TGCAGGCGTAGCGGCATCAATGCTGGCTGGGCTGGGCTTTATCTTTGGAGGAAGATGAATGCCG
62.25 S Cod mab4026 2M LG7 TGCAGCGAGGAGTGCCGCGACGAGCAGATGCAGCTCGACGCCATCTGCTCCAGGCAGGCCGCCCGAGAT
62.25 B D5 mab6868 2M LG7 TGCAGCCCCGTTCCTGGGCGAGGAGGAGTTCTTTGATGCCGCCCAGGCCCCGCCACCGCCG
62.25 A Cod mab1018 2M LG7 TGCAGCGAGGAGTGCCGCGACGAGCAGATGCAGCTCGACGCCATCGCCGCCAGGCAAGCCGCCCGAGAT
63.38 S Cod mab1310 2M LG7 TGCAGGACAATGAAGGAGATCGACATCCCG
63.38 B D4 mab244212M LG7 TGCAGGGACGTGAAGAGGGCGACAGCCGAACGGCGATAAGCCTCGCGGAACTCAGGGTCGAGGGCGGTC
63.38 B D4 mab252902M LG7 TGCAGGGGTCCGTGGCCTCGCGGGCGAGCTCCG
63.38 A D5 mab110962M LG7 TGCAGGCCCTGCTCGCACACCTCTGGCGGGCCGTGTGCCGAGCGCGGCGCCTCGCACCG
66.58 S Cod mab939 2M LG7 TGCAGTGGATTCCTCTTGGACGACTACATTATTGGGCTGTCTCCG
66.58 B D5 mab7517 2M LG7 TGCAGGGAAGATGGACACATAGAAGATGCATGGCTTGAGTTCATCCG
66.58 A D4 mab187112M LG7 TGCAGCTTCCATATACAGAACTGACGACGAGTTACTAGTTGCTCTATCTGATCGACCG
66.58 A D5 mab8845 2M LG7 TGCAGCGGCGAGAAGAGGAGGAAAGGGGATCACCGTCAGCGGCCG
66.58 A D5 mab7051 2M LG7 TGCAGATCAGCAAGGGAAGCAGCCAGGAAGGAGACGGGAGGGGAGGACTGCTCGCTGCTGCACGGGGGT
66.58 A Cod mab3915 2M LG7 TGCAGGATAAGCAATTACGTGTACGCTTATTCGCCCG
66.58 AB Cod mab3290 2M LG7 TGCAGGAGCTGGTCGCGCGCTTCCGCCAGACCCCTCCG
66.58 A D4 mab249262M LG7 TGCAGTAGGAGGTTTAGTGTTCGCCG
66.58 A Cod mab3981 2M LG7 TGCAGCAGCAGCACCTCCTCGGCAGCTCGTCAGGAGGCGGCGGCCG
66.58 AB Cod mab8179 2M LG7 TGCAGATCGGCGTCGACCTGCTGCGCGCCG
66.58 A D5 mab152362M LG7 TGCAGATTGGAGGGGAGGAAGGGAAGGCGGAGGGGGGATGGATCGGCCG
66.58 A D4 mab228352M LG7 TGCAGCTCGGTGAAGTGCAGGATGGCTATGTACCCCG
66.58 A D5 mab125692M LG7 TGCAGCGCTCCAGCGAGCAGCCCCGCGCGTCACCG
66.58 A Cod mab2348 2M LG7 TGCAGGGTGCTTGCCGCGTATGCCGCCTCGATGACGGCCTCGTCCATATAGGCGGCGACGCTCGTGAAG
66.58 A D4 mab227792M LG7 TGCAGAAAGAAGAAAATACAGAAAATCAAACAGAGAGGGCCAACTAAAAAGCAGCCATTGTCTTCACCG
69.53 S Cod mab3444 2M LG7 TGCAGAAGTCCACGGTGCACGAAGGGACTCCCG
69.53 B D4 mab186032M LG7 TGCAGGAGAGCTCGCCGTGGTAAAGGAGTCGGGGGACCCG
69.53 B D4 mab167052M LG7 TGCAGCAAAGAAGAAAGTAAGGAGGAAGGGGAATATTACAGTCAGTAATTAGAGTGTTAGTAAAATAGG
69.53 B D5 mab130782M LG7 TGCAGTCCGCTCTGTGTCGCGTGCGTGCGCTGTTTGCTTGCTGCTGCTATGTTGTATCCTACGTGTGTG
69.53 B D5 mab7813 2M LG7 TGCAGGGCACCGTGACGCCGTCGCGGGAGCGCGAGCTCGCCGCGTCCAAGCCG
69.53 B D5 mab8833 2M LG7 TGCAGCTCACGGTGGAGAGCGTCGGAGAGGCCTGATTCCG
69.53 B D4 mab225692M LG7 TGCAGAGGAGCAGACGCTGGAGTAGAAGTCGTTGTCGCCGCAGGCGGAGCTGCCGAGCCACTATGTAGA
69.53 B D5 mab7164 2M LG7 TGCAGCAGCTGTGCCCAAGTGAAATCTGAAAAAGCAAAAAACTGTTGAAGGGGAGGAGAGGACGCCCGA
69.53 B D5 mab6142 2M LG7 TGCAGTGGCGAACCCATGGCCGTCCTGCGACAACTGCGACTCGTGCACCAAGTCCAACCAACCG
69.53 B D5 mab7714 2M LG7 TGCAGCATTATGAAACGTGTCCAATTTAGCTTATCTGCCTTTGGTAGGTTGGGGACTTTGGAGGGGACA
69.53 B D4 mab273822M LG7 TGCAGATAACCAAAAGGATGAGCTTTTTATTCTGCTTCCTCACTCCCCTGGTGCCG
69.53 B D4 mab196352M LG7 TGCAGCAACGGGCACCAGATCTGGCATCGCTACATGGAGCCG
69.53 B D5 mab121272M LG7 TGCAGTGCAACATGCATGGTGCTGCGCGCCG
69.53 B D5 mab115902M LG7 TGCAGGCTTCATGACCTGCCCTTCTTCTCCCAATGCAACAAGCACTGCTAGCTAACACATTGATCCAGC
69.53 B D5 mab6213 2M LG7 TGCAGCGCCTCTTTTATTGTTACTGTGAAAAGTTTGGAACAAGAAGGCATAAAGAGCTCCG
69.53 A D5 mab158172M LG7 TGCAGTTAGCAGCCCGCCCTGGAGGTCCCGCGGCTTGCGGACACGAAGCGGTAAGCAGCGACCCCTGCC
69.53 A D4 mab263612M LG7 TGCAGCGCCGCAGATCACGCAAGCTAGATTTAACCCG
69.53 A D4 mab216332M LG7 TGCAGCTTGGCGGCAGCAGCAGGTCCAGGAGGGGTCGTCAGGGCTCGTGACGCAGGAGAGGCGAGGGAG
69.53 A Cod mab2580 2M LG7 TGCAGTGTCAGGGTCAGGGTCGTGCAGGAGCCTGCGTTTTACGGGAGTAACGATCGGACGGTTGTGGCC
69.53 A Cod mab3554 2M LG7 TGCAGTGAGGATGGAGCTCGTCGACCCGCACTCGCTCTCATGGAGCGACGCGCTGGACCG
69.53 AB Cod mab272362M LG7 TGCAGGCAACGCGGTGCCCGCGGCGCGGCCGGCCGCCTGGGCCTCGGGTTCCG
69.53 AB Cod mab7682 2M LG7 TGCAGGCTGCTAGGAGCAAGCGGCCAGTTGGTTGGCTGGGTTGGGGATCGATCTCTTTGTCCG
69.53 AB Cod mab224912M LG7 TGCAGATCGCTGATGAGCAGGGATGACAGTGTATAAAGGACGTGCGGATCAGAGTTGCAGGTGAGTGTG
69.53 AB Cod mab184762M LG7 TGCAGGCATCCGAAACTGGATCGGCCG
69.53 AB Cod mab226022M LG7 TGCAGAGCAGCGACAGAGGCGCTCCAACAGAGGGACTCGGCGTGGCGGCGCGATGCAGGGGCTCCAGCA
69.53 AB Cod mab225212M LG7 TGCAGATAGCTAGATGGATCGGTAGGCATAGCTTGGTTGATCCATGCAGTAAGCAATGGATGGCATCAC
69.53 AB Cod mab124972M LG7 TGCAGCTCCAGTCAGGGAACTCGACCAAGAGCTTCAGCCG
69.53 A D4 mab178832M LG7 TGCAGTCTCCGCGTTCGCGGCTCCTCCGCATCGCCTCGACCTCGCGCAGCAGCCGCCCCG
71.11 S Cod mab583 2M LG7 TGCAGTGCCGCAACATCCAAGGCCATCTTAGCATCAAGGTCACGCCG
71.11 B D4 mab168602M LG7 TGCAGAATCTGCTCGCGCTGCGTTGCGTAGTTAGCGGCGCAGCGCAGCGACGCGGAAAGTGGGTGGCCC
71.11 B D4 mab240982M LG7 TGCAGATTTCGCCCAAGCGCTGACCCAATTCCTGGATTATTAGCCG
71.11 A Cod mab785 2M LG7 TGCAGTACTGTGTTATCCACTTATCCTTCCCGCTCGCGAGAACCCCG
71.11 A Cod mab115 2M LG7 TGCAGTCTCCATCTGATTGATTGTTTCCTCTGCTCGCGATCGATCGATCGATGCAGGTGACAGGGACCA
71.11 A D5 mab8208 2M LG7 TGCAGATGCCGCCCATGGCCATGCTCGGCCACGGCGACGTGTACCCG
71.11 A D4 mab206582M LG7 TGCAGAGATTTCAATGTATAGGTATGTATGACCTCGGTAACGATGGCAAGCAAGAGGACAAACTCGGGC
72.47 S Cod mab691 2M LG7 TGCAGCGGCATGGCTGGCTGCTCCG
72.47 B D4 mab264112M LG7 TGCAGAAGCGGCCCTTGAACCACCCAACCCCGTCGCCGCCCCCG
72.47 B D4 mab277682M LG7 TGCAGCCTTGGTCACTCGTCGCCAGCACACCTCATCCTCCGTCTCGTGTAGCCACGCCG
72.47 B D4 mab206222M LG7 TGCAGATCGGCGGCGTAGAATACACGCCATCTCTCGTCAGGCGCGTCGCCCTGCGTGCCACATCGATCG
72.47 B D5 mab154282M LG7 TGCAGACCCAGCTACGTCACGCGCCACCACCCG
72.47 A D4 mab271102M LG7 TGCAGTCCACCCCGCGTCCTCCGTCGTCCAGCAAGTCGAAGCTTCTGATATGCTGGACTAAGTGTCCGA
72.47 A D5 mab119862M LG7 TGCAGCGGCGGCAAGCAGGGCGCTGACGACTATGTTGGAGACCG
72.47 A Cod mab1280 2M LG7 TGCAGCTTTGCGGGTTGACATTTTCTTCTAACCCTTTCAATGGTCGACTCCTCCCG
72.47 A D4 mab168412M LG7 TGCAGACGACGATGATGTGTGCAGCGAAAACGAGGTCGATGGCGAGCGTACGGGGCGGCTCCGCCCGAT
72.47 A D4 mab265162M LG7 TGCAGCAGGCAGAACATGTTCGTGGCCACCATTGCCGAACGCTCCG
74.49 S Cod mab2893 2M LG7 TGCAGGGACGGCCTCTTCTTCATCGGAGGCCGCCCGAGGCCCGAGCTCCTCCTGGACAAACTCGCATCC
74.49 B D4 mab168492M LG7 TGCAGTCCCCAGCTTGCTGCCGACGCAGGTGCGGTCAACCCAGCACCCCTTCTCTCTGGTGAGCCTCCT
74.49 B Cod mab1353 2M LG7 TGCAGCTGCGGCAGATCGCCGCGACGGCGCTGACGCGACGAGGGAGGAGGAGGAGGAGGAGGACGCGGA
74.49 B D5 mab6223 2M LG7 TGCAGCTGTTGGCGATGGACTGGAGGAATGGCGTTGCAGATCGAGCCGCCGTGCTTCGGATCCAGCCGC
74.49 B D4 mab277942M LG7 TGCAGGGCGGCGTCGCGGCGGACGGGGAGGTCAAGCAGGGGGTCGTAGAGGACGGAGACGACGGACAGG
74.49 B D4 mab180622M LG7 TGCAGGTTATGGTATATTGGTTTAGGGACTATTGAAGTGTGGTTCCG
74.49 B D4 mab205692M LG7 TGCAGCAGTAGCAGGAGAAGAATAAGATTGGCATCGTTTAAAGGTACTGGGAATAAGCATACTTATTGG
74.49 B D5 mab101452M LG7 TGCAGATCCTGCTTTTCGTGTCGGCAGACCGCTTCCATTGGTCAGAGCTGCAATGTCTTCCGAGGTGGC
74.49 B D4 mab265682M LG7 TGCAGTCTTGCATCCTGAAGACCG
74.49 B D4 mab196732M LG7 TGCAGATTTAGGCGCAAAAATGAAGCGACTCCGTTTTTTTTTTAATACTTATTACACCG
74.49 B D4 mab187782M LG7 TGCAGCTGCATCAGGTCGTCGTCGACGGAAAGAAGATTCATCCG
74.49 B D5 mab125732M LG7 TGCAGCGCCGTGTATCTGTCTTGTCCG
74.93 S Cod mab2166 2M LG7 TGCAGGCGCTCGGCTCCTTGGAGGTCCTCCGCGCAGACCTCGTCGAAGAGGGCAGCTTCGACGGCGCCG
74.93 B D5 mab6230 2M LG7 TGCAGCTTGTGTGTGGAACAGAGAGGCTCCCAACAGTGAACGTACGTGTCAACAGACCCG
74.93 A Cod mab121 2M LG7 TGCAGGGTGGGCTTACGAATCTGGCGAGCGCTAACAGCACAACTGGTCATGTGAGGTCGTACAGTTGCT
74.93 A Cod mab5105 2M LG7 TGCAGACAGCGTCGAAGCGGACGGAGTCGGACGCGGCACGGAGACGGTGGGCGATGTCAAAGAGCAGGT
74.93 A D5 mab100392M LG7 TGCAGCTTGAGAGGTGGGATACCCGACTCCGTCTTCGAGCTGACCCTGCTGGAGACGCTGGATTTGTCC
76.05 S Cod mab3363 2M LG7 TGCAGCCGCTTGGAGGTAGAGACCTTGTCCTTGTCGTTCTCATCGTCCG
76.05 B D4 mab176692M LG7 TGCAGTTTAGTAGCTGCAAAAAGTAGTGTGCACTACTTCGGGTGAGCTCGCTTCCGTCCG
76.05 A D5 mab131372M LG7 TGCAGGGTGTTCAAGAAGAAGAACATCGCCGTCCAACAACCTGGTGCTGCGGCGTCAACCAACCTGGTC
76.72 S Cod mab4239 2M LG7 TGCAGTTGGTCCTCCCAATCTACCGACAGAAATCACTAGCCACCAATCGTACCAATCACTAGCAGTACC
76.72 B D4 mab179182M LG7 TGCAGTCCTGCGCCCTACGTTGTGCCGTCATGAGCTCCCCATCTTCCTCCGTCGGCCG
76.72 B D4 mab240062M LG7 TGCAGCATCTCCTAGTCCTGGGCTTTAGACTCTAAAAAAACCTAGCCG
76.72 B D4 mab267112M LG7 TGCAGCAGCACATCTTCATCAGGAAGGAAAGGATGGATCTTTCACCG
76.72 B D4 mab226012M LG7 TGCAGAGCCATCACCAGACATACTTACAAAGAGTGCAAAAACATGTGACACCACACCTTGTTCATGATC
76.72 B D4 mab189642M LG7 TGCAGCGGCGTCGGATTTCGAGACGCTCTCCCTTTTAGATCTTACCCG
76.72 B D4 mab223512M LG7 TGCAGCACTGGCTTGGAGATCCTTCCATAGCTCCGTTGACCAGCACGTTTTTAGGAGATCAGATCAGGA
77.84 S Cod mab3865 2M LG7 TGCAGTCTCCGTCACCCGCCGATCTCACCGCCTATTGCCGCTGAATCGCCGCCTGTTGCTTCAGACCGA
78.28 S Cod mab1407 2M LG7 TGCAGCTGCTCTTGATCAGTCTCTTCCTCCTTTCGGTCCAAACCCCCGCCGCCTCCG
78.28 A Cod mab909 2M LG7 TGCAGTTCATCGACACCCTCGGTATTGTGGCACATAATCACATCTACATAGAACCGCCG
78.28 A D4 mab184662M LG7 TGCAGGCCAGCACCGCACCACCCCG
78.28 A D5 mab7689 2M LG7 TGCAGCGATCGTCGCCATTGGGGTTGCCGCCGCAGGCGTCGGTGGTGTCGTTGGCCAGGAGGCTCCGAG
78.28 AB D5 mab9413 2M LG7 TGCAGCCAACGTGGAGCTCCATTGCAGCCACCG
78.28 AB D5 mab123462M LG7 TGCAGGCCATTGCGGCGTGGGGGACGGCGGTGCGAGTCCCCG
78.28 AB D5 mab131062M LG7 TGCAGGTGTTGGATTGCTAGGAACCAGCCCCCTCCTGCATGCCTAACGTCTGGCCACCCTAGAAGGCGC
78.28 A D5 mab7127 2M LG7 TGCAGCTTGCCGCGTACGTAGCGTGGACGAGCTGCATGCAGTAGCGGCCGTTGCTGTTCGTTGGAGCCC
82.16 S Cod mab414 2M LG7 TGCAGGGTGCTGTCTCCCCAGCAAGCAGTAGTGGCGCTCGCATCCG
82.16 B Cod mab63 2M LG7 TGCAGCGCACAAGACAGAAAAGCATGCAAAGCCAACAAGCACAGTGGCACCGCCATGCTCGTCTTGGCA
82.16 A D5 mab6240 2M LG7 TGCAGCAGGCAGCAATCAGCGCGCGGAGACAGACATTTCACAGTTGTGGCCG
82.16 AB D5 mab9067 2M LG7 TGCAGCTGGGGGACAACCAGTTCTCCATGGTCGATGTCCCCG
82.16 AB D5 mab6144 2M LG7 TGCAGAAAAGGGGATGGTGAGGCAAACAAACTCAAACCGATAGAATGGGACGCAAATCTAAGCCCGAGA
82.16 AB D5 mab163282M LG7 TGCAGCTCCAAGGCGTCGGCGCGGAGGCCAGGGTGCTGAGCTTCATGGACGGCGTCGCCTCGTGCTGCG
82.16 AB D5 mab121462M LG7 TGCAGTCGCAGGAACGCGAACAGCAGCAGGAAGGCGCCG
82.16 A Cod mab1996 2M LG7 TGCAGGTAACCAATCAAGCTGGATACACACATGCACTGCCACATTACGATCGATCCATACTTACTAGTA
82.16 A D4 mab216182M LG7 TGCAGGAAATGAATGGCGAGAATGGTGAAACTTCATCGGGACTTGCCGTGCCTAGCTCTGGGCGGCGCC
82.16 A D4 mab241932M LG7 TGCAGACCGAAGGATCTTGTGGATAAGTCGTCGAAATGCCAGCCAGTTGGTCGCCG
82.16 A Cod mab118 2M LG7 TGCAGCAATCGCTAGTTGTTCATCCTAGGTGATTGCTGGAAATCCGTTGCCG
82.16 AB Cod mab132862M LG7 TGCAGCTGTAGCGTCCAAGGTTGAAGCGCTTACGAGGGATGCGGTCGGGAGCATCAAGGACTGGGGTGA
82.83 S Cod mab53 2M LG7 TGCAGCAGCGGCCGCCAGTCGCCGCGGCGGCGGCAGAAGGAGGAGCGGCGCGGCTCCTCGGAGCCGAGA
82.83 B Cod mab1424 2M LG7 TGCAGCAGAGCCTGGCGGGCAGCGGGCTATTCGGCCTACATGTGCCCG
83.05 S Cod mab669 2M LG7 TGCAGCAGGGCGTGGCGCCCAGTAGCGTGTCCG
83.05 B D5 mab7320 2M LG7 TGCAGACGGCGGCGAAGCGCACGCGCACGACTGTGGAGGCGAGCCTGGAGCAGACCGCGCTGAGGAGGT
83.05 B D5 mab130842M LG7 TGCAGTCCACATGCGTGTAGCGTACCGTGAGCTTACGGAACGCACGCAGTTTGTCGGCATCGGCCGAGA
83.05 B D4 mab225812M LG7 TGCAGAGCTGCGAGGCGGGGGCCGAGGGTGGCGCGGGCGCTGGACGGGACTTGGTGCAGGTCTCCGAGA
83.05 B D4 mab181612M LG7 TGCAGGTCAACAGAACAAACACCAAATAGTGGCTAAAGGCACTTAAGATCTTTGCCG
83.05 B D4 mab184072M LG7 TGCAGGCGCCGCGTCCGTTTCGTTTGTGCGCAGATCCG
83.05 B D4 mab183182M LG7 TGCAGGGAACGACGGACCGTCGAAGATGGCGGCGAGCAGCTCTGCTCCG
83.05 B D4 mab196722M LG7 TGCAGATTTGGGTTAAACCTGAAAATCCG
83.05 B D4 mab168622M LG7 TGCAGAATCATGATTAAAAAAACCCTGCACGAGCTGCAAATGGTGCAGCGTGCGATGCGCGCCCAACCG
83.05 B D4 mab196342M LG7 TGCAGCAACGTACGTACATGCGCGGCAGCGGCAGCGACTTTTCCTTTTCGGAGCCG
83.05 B D4 mab168752M LG7 TGCAGAAGCCAGTGTTCTTGGCTTCCATTTGCTCCGTTCTGTGTTCGGTTGTGGACGGAGACTGAATTT
83.05 B D4 mab279872M LG7 TGCAGTAATTCAAAACATGCTAAGTGATCAATCTGGGGAATTTTCAGCCAATTTAGCCCAGCCATTTAA
83.05 B D4 mab167062M LG7 TGCAGCAAACGCTTTGGGCCATCTGTGAAGAAAAGCAGCCCCCAACGGGCCACGCATGGTCCG
83.05 B D4 mab206842M LG7 TGCAGACAACCAAACAAATCAATCAATCTCCAATCCCTGCAAAATCAACTGAGTATTCCCCTCTCGATC
83.05 B D4 mab271702M LG7 TGCAGCTGCTCCTGGCTCAGCTCCCTGCCCTTGCCCAGAATGTTCCACACCACCTTCTCCGTGCAGGGC
83.05 B D4 mab224202M LG7 TGCAGCAAAAGGCCATTTCCATCAAAAGCAGTTCAGTTCAGTTCAATCACAGGCAGCCTCTGGATCGCT
83.05 B D4 mab223942M LG7 TGCAGCAATTAAGTGGTGTTAGTAATCCTCATCAATTAGCCGCTTAATGAGGCAACCAATTAATCCGAG
83.05 B D4 mab270782M LG7 TGCAGATCGACCACGTCGACATCTCCGACCTGCCGCTCCTTAACACCGATCTCGAGAACGTCGACGGCA
83.05 B D4 mab240862M LG7 TGCAGCAAGAACTCCATCGCCGTCGGAGCCGTCACACCG
83.05 B D4 mab270642M LG7 TGCAGCGGGAACTGCTTGTGCAGCTCCTCGAGGGCGGGCACCATGGGCAGCTTGATGCCGCCCTCGTAG
83.05 B D4 mab267992M LG7 TGCAGAGAAACATCGGGGGGAAGAGAAGGAGCACCGCCG
83.05 A Cod mab2840 2M LG7 TGCAGCGGACGATGTTCACCAACGGGCCGCAGGGCGGCGCCGACGGGTGAGTTTCGTGATCACTATGCT
83.05 A D5 mab6145 2M LG7 TGCAGACTGAACAACATTGTTCTGGCTGTCTGCACGATAGCACCAATTCGCCTGGCTGTGTGGAGTCCG
83.05 A D5 mab102152M LG7 TGCAGCAGTTGGTCTGCGCCTCAAGGTTGGACCTCATCTCTGCCCG
83.05 AB D5 mab9898 2M LG7 TGCAGCACGCCATCACCCATCTTCTTTTTGCTGCCAGCCGTCCG
83.05 AB D5 mab158682M LG7 TGCAGTGCAACAATGAGGCTTGATTAAGTCGAGAAGGCTTTGAGTGAGCTCCACACAGCTATTGACCGA
83.05 AB D5 mab6215 2M LG7 TGCAGCGCCATCCAGCCAGGCAAGCCCTGCTTCGAGCCCGACACCAAGCTGGCGCACGCGTCATACGCC
83.05 AB D5 mab116992M LG7 TGCAGCGGCAGCGGCAGCGGCATCAAGAGGCGCGTCCTGAGGAGCCTCCCCGTGGAGGTGTACGGCTCC
83.05 A D5 mab136422M LG7 TGCAGGCGATGTGTGGGTGGGCTGGTCAGGGGTAGCTGGAGGTCCTCTGCGGGCGTTCCG
83.05 A D5 mab136552M LG7 TGCAGTGGCGCTCATCGTACCTATACCTGGACGCGAGCCGAGCCGAGCCG
83.05 A Cod mab570 2M LG7 TGCAGCAGCGGCCGCGCCGCGACGTCGCGGGTGGTGACGACCG
83.05 A Cod mab3426 2M LG7 TGCAGGACGGCTGGTCTCCTCCTACTGCTGTTGCCTCCG
83.05 A D5 mab110742M LG7 TGCAGGCTCGCTGCTCAAATGTCTATTTAATTTGGTCTACCTCCACAGGCCG
83.05 A D5 mab152472M LG7 TGCAGATGTAATCGGTTGTCGCCCG
83.05 A D5 mab6147 2M LG7 TGCAGAAAAGGGGATGGTGAGGCAAACAAACTCAAATCGATAGAATGGGACGCAGATCTAAGCCCGAGA
83.05 A Cod mab948 2M LG7 TGCAGCAACGGCCGCGTCGCGACGTCTCGGCCGCTGGCGGCCG
83.05 AB Cod mab196742M LG7 TGCAGATTTAAGGGGTCTACGCTCTAAGACGGCTCAGAACGAACAGTGCTTCTCGATACCG
83.05 AB Cod mab274252M LG7 TGCAGCGCCAGCGCGACGCGGCCCTTGCGGCGGCCGAAGAGCGTGCCCGTGACGCGCCG
83.05 AB Cod mab225002M LG7 TGCAGATCGACCACAACGGCCTGCCGCTGCATACGTACGTACGTAGCGCAGTGCATCTGGGGTCACATC
83.05 A D5 mab124212M LG7 TGCAGCTTTTCTAGGGATTGATGATCCG
83.05 A D5 mab155762M LG7 TGCAGTGCGCGCATAAATTGAGAGTCCTTTCAGGTTCCAGCCCACTCATCTGAAGATGACCTGACACCT
83.05 A D5 mab6217 2M LG7 TGCAGATCCTTCAGGTTGTCTGCACAAATGCGCGGCGCAGCATAAGCCAGCGAACAACGAACGGCCGAG
83.05 A Cod mab3229 2M LG7 TGCAGGTACACGGCGCTGCGGTAGGGATGAGCGGCCG
83.05 A D5 mab124872M LG7 TGCAGCTCGGTCAGTGGCCTGTAGACTTGAAGCGGTGGCGGGCGAGATCCG
83.05 A Cod mab2864 2M LG7 TGCAGTAGCTGGGAGTTGACTGAACACTGAGCATGGGAAGGAACATGATCTGGATGGATAGCTGGTGCC
83.05 A Cod mab5261 2M LG7 TGCAGGCGGCCATGAAGCAGGCCTCCCGAAGGAGCTCGCCGACCGATTCTTGGGTGGGCAAGCTGCGGA
83.05 A D5 mab149852M LG7 TGCAGCCGCTCGAGTAGGTGTAGAGCACCGCCGCATCGGAGCATAGCCCACCAGCCACCG
83.05 A Cod mab2863 2M LG7 TGCAGACTCGAATTTCGGGTCGCGGGGGTTTCGATCGAGAGGAATCCG
83.05 AB Cod mab139592M LG7 TGCAGAGGCTCTACTTGGGTCATAACTTCTTCTCCG
83.05 AB Cod mab150752M LG7 TGCAGCATTGGGTTGCCGCGGCCGCCG
83.05 AB Cod mab6146 2M LG7 TGCAGAAAAGGGGTGGTGAGGCAAAAAAACTCAAATCAATAGAATGGGACGCAGATCTAAGCCCGAGAT
83.05 AB Cod mab136342M LG7 TGCAGAGGAAGCACGACAAGCAGCAGCAGCAGTTGCATCCG
83.05 A D5 mab134712M LG7 TGCAGCAGTAAGTGAAACCAGGAGAGGGCTGAGGGGAATCGTGGATGCGGGGCAGGTGGTTGACCGAGA
89.07 S Cod mab5129 2M LG7 TGCAGCTGGGCGGGCCTACGTGGGACGTGGAGCTAGGCAGAAGGGACGGGACGACGACGAGCCAGGACG
89.07 B D4 mab186072M LG7 TGCAGGAGAGATGGTGGACGGCGGAGAGCAGACCAACAACTGCGCCCG
89.07 A D5 mab161662M LG7 TGCAGGAGGCGGGCGACTTACGGCGGTGATTCGAGGAGGAAAGGAGGGGAACAGGTGAGGCTGACCGAG
89.07 A D5 mab7993 2M LG7 TGCAGAGGCCCCTTCGAGTTCGAAACCGCAGCCGCAAAGAAAAACCAGCTCCTCCGCCAACCCCCTCAG
89.07 A D4 mab167752M LG7 TGCAGAGGAGGTTGAATGGTTGATGGTGCCATGGAGGCGTGGACGGCGGGGGAGCTGGACGGAGCTCCG
90.64 S Cod mab396 2M LG7 TGCAGAGGTCTGAACGGAATCGACCG
90.64 A D4 mab268672M LG7 TGCAGGACGGCTGATCTCCTCCTACTGTTGTTGCCTCCG
90.64 A D4 mab206672M LG7 TGCAGACGCGGTCCTACATGCATGCACGTCCAACACTCGCGCGCAGCTCCACTAACGGCCACACGACCT
91.53 S Cod mab110 2M LG7 TGCAGCGGGAGGCCCTTGTACTCCATCACGGCCGCCACGTCGCGCGCCAGAGTGGAGCGGATGATGGCC
91.53 A D5 mab110082M LG7 TGCAGGTTCCGCTCCGAGAGGTCGAGTGTAGTGACCCTTCCG
91.53 A D5 mab116972M LG7 TGCAGCGGCCTCTCCGCGACGGCTGACACGGCACATTGCGGCGGCGTCCCTCGTCAACCCGCCG
91.53 A D5 mab6909 2M LG7 TGCAGCGGGATCAAGCTCAGGAACATCAGACTGAGGTACCG
91.53 A Cod mab5250 2M LG7 TGCAGCGGGAGGCCCTTGTACTCCATCACGGCCGCCACGTCCCTCGCCAGCGTGGAGCGGATGATGGCC
91.53 A Cod mab2899 2M LG7 TGCAGGAGGCTGTCGACTTCTGCGTCAAGGAGCGGCTGGACGAGGGGTTCGCTGGGCTCATCGCTGTGT
91.53 A D5 mab152712M LG7 TGCAGATGAAGGTGAAAAGAGCCCCCAACCG
91.53 A D5 mab6149 2M LG7 TGCAGCCCCGTCAACCACCACCACAGGAATGAATCACTCGATCTGGGGACAAAATCAACAACTATAGCG
91.53 A D4 mab168512M LG7 TGCAGACATCGAGACGAACGAGTGCCTGCATCGGAACGGCGGGTGCTGGCGGGACGAGGCGACGAACGT
91.53 A Cod mab2902 2M LG7 TGCAGGGTGCGGGGAGGGAGTCAGGGAGATGACGCTTCGGGCGCCAGTCGCTGGAGGTGGAGGAGCTTG
91.53 A Cod mab645 2M LG7 TGCAGATCGGCGTCGACCTGCTGCGCGCCG
92.42 S Cod mab3754 2M LG7 TGCAGCGAGGGGACAGGATGTGCAGCAGGGCAATGCAGCAGAGGCAGGAGTGGGTGGGGGACTGGGTCC
92.42 B D4 mab278432M LG7 TGCAGCGACAAGGGGCTGCTCTTGCCGTCGTATCTGCCGTGGAAGAACTCCATCCG
92.42 A Cod mab823 2M LG7 TGCAGATCTCGACCCCTTCGCTCGATCGTGATCCG
92.42 AB Cod mab266612M LG7 TGCAGTGGCTCCCCATCAAATCTGTCTTCCGCTTCCG
92.42 AB Cod mab273582M LG7 TGCAGGTCACAGCTATGGTTTGTATGCATTTGCTAGGTGTATTTCTCACCG
92.42 AB Cod mab255252M LG7 TGCAGCGTCCCCTCCATCACCGTTCGCCTCATTCCATCCGCCG
92.42 AB Cod mab168352M LG7 TGCAGACGGAGTTTTTGTCAAAGGATGCTTGAAGTTTATTGTTACAGATGATCTCCAAGTAGCACCGAG
92.42 A D5 mab141842M LG7 TGCAGTCGGCGTCCTCGAGCTCGCCG
92.42 A D5 mab7998 2M LG7 TGCAGGGCAGCGTCAGGCTCCAGCTCATATGCCTCACCGCCGTCCTCCTCGGCGCCG
92.42 A D5 mab122822M LG7 TGCAGGGCCAAGGCGGTCGGGTTAACACTTGCTGGCTGGCGCAGGGTGCCTCACCG
92.42 A D4 mab240812M LG7 TGCAGCAAGATGGTAACTCTGAAGGTGGCAAAAGAATGAAATATCTGCCGAGTCTTCCG
92.42 A D4 mab240362M LG7 TGCAGCAGCCGCTGCCGCAGCAAATGCCAGCGCCG
92.42 A Cod mab404 2M LG7 TGCAGCAAAACAGAGCGAACAATCCCAACAGAATCAGCCG
92.42 A D4 mab216312M LG7 TGCAGCTTGGGGTCAAGCTGCGTCTCAAGGAGGGGGGAATGTCACGGCCCCTCTGTCCATGTCATCTAC
92.42 A Cod mab2866 2M LG7 TGCAGCTACCTGTTGCGTTCGGTGATGTGTGAACCCGTTTAGACACATAGAGATTCCAGCATCACGTCC
92.42 A D4 mab196502M LG7 TGCAGCAACCCAATGAGCCAAGACACTGGCTGGTGGCTTTTTGCATGACCG
92.42 A D4 mab189122M LG7 TGCAGCGTCGACGCGACGGCGGCAGCAGACGGTTGGCCGAGCAGTGGCGCACATGGGTCCG
92.42 A D4 mab168642M LG7 TGCAGAATAGATCACTGGACCTCTTGAAGATACCGATGATAATTACTCATACGCAGCCTTCTCTCTCTC
92.42 A D4 mab225012M LG7 TGCAGATCCTTGTGGCCGTGGAGGTCATCCACCGTCTCGACATTGCCATGGAATCCAGGGAGCTCTCGC
92.42 A D4 mab225632M LG7 TGCAGAGGAGTCACGCTCATGCATGCATACACACACATGAACATGCATGCATGTAAGAGTGAGACCTGA
92.42 A Cod mab2887 2M LG7 TGCAGAATATGGGTGTATGTCTATGTTGGTTGTAGCATCGATCTGTAAATACACGAGTAAGTTCTGCCA
92.42 AB Cod mab121192M LG7 TGCAGTGCGAGCTGGCTGTAGTGCCG
92.42 AB Cod mab943 2M LG7 TGCAGGGTCGTACACAGCCAGCGTCCGCTTCGAACCTGCGTAGCCCG
92.42 AB Cod mab943 2M LG7 TGCAGGGTCGTACACAGCCAGCGTCCGCTTCGAACCTGCGTAGCCCG
92.42 AB Cod mab943 2M LG7 TGCAGGGTCGTACACAGCCAGCGTCCGCTTCGAACCTGCGTAGCCCG
92.42 AB Cod mab157982M LG7 TGCAGTTGCTGTTGTCTGAGCAGCGGCCCTCGCGTGGGCCCGCCTGCCTCCACTTCTGCTACGGCCAAG
92.42 AB Cod mab153282M LG7 TGCAGAGGCCCAACCAGAAGCTGCGCCGTCATCGCAGCGAGACAAGAGGAAAGCCTCCCCG
92.42 AB Cod mab6917 2M LG7 TGCAGCAGCTAGCAAACGGGGCATGCACCAGAGAAGAAAAGAAAGGGATCACTCACAAAGACGCCGAGA
92.42 A D4 mab168682M LG7 TGCAGAAGTCCGCCCAGCCAGAAGAAGCTTAAGTTTCTCAAGCATGACGCTCTCCCCTGCAAGGATGTT
92.42 A D5 mab119612M LG7 TGCAGGAGATCAACCAAATCTCGGCGCAGTGCCCACTGCCCG
92.42 A Cod mab2376 2M LG7 TGCAGGATTTGCTAATTGGAAGATTCACGCATGACGAACAGAGAAAGTTTCAAGCACCTTATCTTGTCG
92.42 A D4 mab241712M LG7 TGCAGAGAAGGCCCGACAATAAAGGGGGCGCCG
96.05 S Cod mab2892 2M LG7 TGCAGCTGCGGGCACGAGGCGAGCACGGCCTCGTAGGCCGCGACGGGCACCGATTCCG
96.05 B Cod mab1438 2M LG7 TGCAGCCGCGGCGGCGCAGGCTACCGAGAGGCAGCACGCCGCGGGCGCCGCCATGGCACCG
96.05 B D4 mab266602M LG7 TGCAGGTGGACAATATGGAGGTTCCG
96.05 B D4 mab252462M LG7 TGCAGGTGGTAGGCCGAGGCTGTGCTGAAAACTCCG
96.05 B D4 mab230402M LG7 TGCAGTCCACACATACTGCTTGTAAATATCCGAGAGAGAGAAGGCAAAGGCAACACACATACGGCCGAG
96.05 B D4 mab203132M LG7 TGCAGGTCATACTCCAAGGCAGCAAGTGCGTCCCATAAATTGATGTACTGCGAGCATTGTCCG
96.05 B D4 mab185492M LG7 TGCAGGATACATATGAGGAGGCGTGGGTATGGAGGTTGAGCCCG
96.05 B D4 mab168442M LG7 TGCAGACCTGGGCACTGGGGGTCCAAAACCAACGTAAGCCCGTAATGCCACATATTCTCCTCCATGCCA
96.05 B D4 mab211422M LG7 TGCAGGTCGCAGTCGGGTGCTACAGGCAGCTTGTTCTGATGAGGGCTGATGGTGGAGATGTGGGGCAGC
96.05 B D4 mab217232M LG7 TGCAGCTGCGGCCGCCCTAGCACAGCGGTGCGCGTACGTCGCTCGACCAGGTAGGTGCGTTGCGGCTCG
96.05 B D5 mab119042M LG7 TGCAGTGGCGATTGCGACGGTGGACCTGCGCCG
96.05 B D5 mab131352M LG7 TGCAGGTAAATTGGTGCGGTTTCAATGGACCCAAGAGTTGGTGCGGTGGTACGGTGGTACCCG
96.05 B D4 mab222212M LG7 TGCAGCCAAAGTACGCCGACGACGGTCACCAGCAGCACCAATGTGCTGCCACAGCGGCGGATCTGCGCC
96.05 B D5 mab6153 2M LG7 TGCAGGACACGCTGACTCGAAGCACCAGCAACCCATCATGTACATTGTCCCCGAGGAACTTAAAAACTT
96.05 B D5 mab6214 2M LG7 TGCAGAGGAACTGCCGCTAGCATCCGTAATAACTTCTCACGATCGAGCACGGGACGGATTAAACCACCA
96.05 B D5 mab7709 2M LG7 TGCAGCAAGACGGAAAATTCACACATCAAACAGAGGTGCGTTATGCGGCCTGGGTAAAATACAAAAGGA
96.05 A D4 mab245312M LG7 TGCAGCGGGACTTTGCAGGAGCTTCCACGGGTGACGGCGGCGACTACGCCCGCTCTAGGCCCCCCATCC
96.05 A D4 mab167812M LG7 TGCAGAGGAAGAGGCGGGCGAGGCAGGGGAGGCGGCCAGCGGTGGCGGTGGCGCGTTGCAGAGAAGGTC
96.05 A D4 mab231052M LG7 TGCAGCCACGGCGGGCGCTGGGCGTTTGGAGCCTAATGGTGGATCGCGTCGACGAGTCCG
96.05 A D4 mab276492M LG7 TGCAGAACAACACAACCAGATCAGCGCGGGGTGCAGATGTACGGGCGGCCG
96.05 A D4 mab229272M LG7 TGCAGTTGGCGGCGAGGATAATGACGCCGACGAGGAACTAGACAAGCCG
96.05 A Cod mab4674 2M LG7 TGCAGGACGAAGGTGACGCAGTTGCCGTCCTCGTGCGCGCTGATGCCGTTGTTCTCGTCGGAGGATGTC
96.05 AB Cod mab7490 2M LG7 TGCAGAGTTCAGCTGACGTCAAGGGAAGGGAGCGGGTGCAAACGGCACACCG
96.05 AB Cod mab163152M LG7 TGCAGCTCGCCCCGCTGCCGCGCGTTGACGAGCCCCGTGAAGTAGGCCGAGTCGGCGTGCGTGGCGACC
96.05 AB Cod mab6212 2M LG7 TGCAGCCCTTTATTGTCCCACGTGCAGAGATGGGGGTTACTACGAGCATGTGCAACATTTGGTAAAAGA
96.05 AB Cod mab110922M LG7 TGCAGGCCGTGCGGCTCGTGGGCACGATCCCG
96.05 A D4 mab221792M LG7 TGCAGCCAGGCGGAGCACCCTACCAATATTGTTTGTTGATTCAAAAGCCAACGGAAACCCCG
96.49 S Cod mab5523 2M LG7 TGCAGGAGCACGGGTGCAACGTCAGAACGAACGGTCTAGCAGAGTTTTTAATGAATGGGGTTGTGTTTG
96.49 B D5 mab6228 2M LG7 TGCAGTTCAGACCTCAGAGTCCGAACGAGAATTGATTCTGGGGGACGCGCGATAATTTAGCAAACTGTT
96.49 A D5 mab7780 2M LG7 TGCAGCTTCTTCGTGCCCGTCCTCCTCCAGGAGATGAAGTGGAACAGCCGTTGGCTTAAGTCGCTGCGG
96.49 A Cod mab112 2M LG7 TGCAGCGTGCGCAGCATCCTGCGCAGCTACGGCGTGCGCGTGGACGAGCGCGACGTGTCCATGCACGCC
96.49 A Cod mab2888 2M LG7 TGCAGGGAGCTGTGGAGGAGCGTCAGGGGCGTCCAGCTGGTCGGCACGTGCAACGGCATTCTCTTCCTG
96.49 A Cod mab3930 2M LG7 TGCAGACGTTGGCCGTGCAGGTCGCCGCAGCTGCCTACGTCCTCTACGAATCCCCTATAGTCGGTGGTA
96.49 A Cod mab2905 2M LG7 TGCAGGAGTGCTCGATATGTGGGCACTACAGACGGAAAGGCATGTGGTCATCATCCAACTACGCCGTGA
96.49 AB Cod mab264982M LG7 TGCAGCCAACCACACCAACCAGATCGGATCAGCCG
96.49 AB Cod mab194512M LG7 TGCAGCAGGTTGGGACCTTCCTGGTCCATCGACGCCGCCATCTGCATCACCATACCAGCCG
96.49 A Cod mab2867 2M LG7 TGCAGGGCGTCGAACTTGTATACCTTGTTGATGCTGCATGGGACGTGCACCACCTTATACTGACCGAGA
96.49 AB Cod mab136152M LG7 TGCAGAAAAACCAATGGAAGGAGTGGGCAAGGAGAAGCTGCACGCCGTGTGCCTGTCGTTACCG
96.49 AB Cod mab6155 2M LG7 TGCAGCAGGGGCCTCCCTCCTCCGTTTCCCAGAGCCCGCAGCTGATTCGCCATCCGAAGATTCGGAGCA
96.49 A Cod mab1702 2M LG7 TGCAGTCTAGCTCATGCCTGCTGCTACAGCCCAAGATCTACCAGCGCATGCCAAGTTACATCAGGCCAG
96.49 A Cod mab2904 2M LG7 TGCAGCTTGGACAGCAGCTCGGAGATCTGCTCCTCCGAGATCGACGGCGAGCTCCCG
96.49 AB Cod mab157882M LG7 TGCAGTTTCAACTTTCAACAGAGGGGAGGGAGCACAAACAAAGAAATGAAGGCCACATCTTTCTTCTAT
96.49 AB Cod mab8499 2M LG7 TGCAGCGTCGTCGCTGGCGGGGGTCTCGAAACAGCAGGACCGCGCGTCCTCAGCGTCGACCTCTTCATC
96.49 A Cod mab2868 2M LG7 TGCAGCTTGGACAGCAGCTCGGAGATCTGGTCCTCCGAGATCGACGGCGAGCTCCCG
101.77 S Cod mab61 2M LG7 TGCAGCACGTGCTGCTCTACGTGGGCGCCGACATGCCGCCCTTTGACGCCATTCTCCAGTCCCTCCGAG
101.77 B D4 mab228472M LG7 TGCAGAGTACGCTGGACTACGGGTGCGGCCACGGCGCCGACTGCGCACCACTGCTCCCCG
101.77 B D4 mab245382M LG7 TGCAGCGGCATGCGTAGGCGTTGGCGCATTACTAGATACAGAGCAACCGTAAATTATCGTGGTAAACCG
101.77 B D5 mab6219 2M LG7 TGCAGCTGCCACCTCAGCAAATGGACCGCCG
102.21 S Cod mab2841 2M LG7 TGCAGCGCCTGCCTCGCGGGCTACATCGGCGCCAAGATCCAGGACCG
102.21 B D4 mab233912M LG7 TGCAGCAAGAAACGCGATGACAAATGTGAGCTTACAAGCAGTAATGGAGGACAATTCGGGGTGCGTAGA
102.21 B D4 mab247912M LG7 TGCAGAGGCTCCCCGGCGACGCGGCCGCCG
102.21 B D4 mab227742M LG7 TGCAGAAAGCCTACAGAGACGGCAAGAAAATGCGGAGAAGAAGTTATCAGTCCACACGAAATTCAGAAT
102.21 B D4 mab238322M LG7 TGCAGCTCGACGGCGGCGGCGAACTTGTCGAGCGTCACCACCGGGAGGCTCACCG
102.21 B D4 mab264152M LG7 TGCAGGCTGGTCCGCCCTCCCGCCCGACCTCGTCCGCTGCGTCGCCG
102.21 B D4 mab200562M LG7 TGCAGAACCATCAAAAAAAACACGACGCCCCTCCG
102.21 B D4 mab167082M LG7 TGCAGATTTTTGCACGCTGGTGGAGAAGTGGTGGTAGAATACCATGGCCCAGAAGACGGTATAGAGGAG
102.21 B D4 mab272202M LG7 TGCAGTTTTGCGGAGTCGTGTGATCAACAACTTTTTCTAGATGACGGCCG
102.21 B D5 mab6084 2M LG7 TGCAGCATGAAGGAAGTGGGGTTTCTCTATTTGTACACATATAAATTCATGTTTGGTCATGTAGATAAC
102.21 B D5 mab7009 2M LG7 TGCAGGAACTTCTGGATCGGGAAGTTGATGGCGTAGGCAAAGATCTGAGGGACCAGGCCGTACACGAAG
102.21 A D5 mab8869 2M LG7 TGCAGCCTGGGCGCGCGCGGAGCCGGCAAGCGTCCG
102.21 A D4 mab176772M LG7 TGCAGTTGTCGCTTCGGTCTCTCGCGCTCGCGGCCTGGCCCTGTCAAGTTCTGCCTGTCCG
102.21 A D4 mab236782M LG7 TGCAGGCGGCAGAGGCACATGCACGAGGCCGACAGGGAATCCG
102.21 A D4 mab245332M LG7 TGCAGCGGCTACACCCACCTACCACTATCACAGCAACAAACATGGATGCCGAGGCGTGCGTGCACCGCG
102.21 A D5 mab6218 2M LG7 TGCAGCCTTTCGGAGATTCCGCCATGGAGTACCGCGACAGCACCACCACGGTCGGGTCCG
102.21 A Cod mab450 2M LG7 TGCAGGGTCACCGCCTTGCGCCGCAGGGGCGAGCCG
102.21 A D5 mab8482 2M LG7 TGCAGGCTTCTACGGCGCCGCTCCATATACACATCACCAGGGTGTCCTGTCTGTGCCCTACGGAGCAAC
102.21 A D4 mab186672M LG7 TGCAGGAACCCAATGTAGGACCAGTCCGTTAGCGGATCCCCACAGGCCG
102.21 A D4 mab252772M LG7 TGCAGCGGAACGAGCCGCGCGCACCG
102.21 A Cod mab2842-12M LG7 TGCAGGCAGCTGAGGGTGGAGCACGGGCGAGTGCGGCAAGAAAGTTGTTCAGCCCGCGTTCCG
102.21 AB Cod mab167092M LG7 TGCAGATTTGGTGTCTGGTCGATCACAGATGACCTTCAATGTCGCCACTTGCACCTTATCTCTGGCACC
102.21 AB Cod mab273282M LG7 TGCAGGAGTTGAGCAGCGAGTACTGGCCGAGCTTGTTGTCCCACCAGTGCGCCG
102.21 AB Cod mab271542M LG7 TGCAGCCTGGACGGGAAGTAGACGAAGTGCCAGGGGGACGGGTGGGCGACGTCGAGGCGCCCGCCGAAG
102.21 AB Cod mab267672M LG7 TGCAGCAGTCCCTCTCCTCGTCCTCACCATTCTGCTTCCCG
102.21 AB Cod mab179882M LG7 TGCAGTAGAGGCGTCGACACTTTGCCCG
102.21 A Cod mab2842-22M LG7 TGCAGGCAGCTGAGGGTGGAGCACGGGCGAGTGCGGCAAGAAAGTTGTTCAGCCCGCGTTCCG
102.21 A Cod mab4941 2M LG7 TGCAGCGGCATCAGCCAAAGGCCGTGCAGGCCGTGCATGGCGCCCGACACCATGGAGGCGTCCACCTGC
102.21 A D5 mab6085 2M LG7 TGCAGCGCGGAGACGGCGGAGCTCTGGAACCGCAGGTCGGTCTTGAAGTCCTGCGCGATCTCCCGAGAT
102.21 A Cod mab995 2M LG7 TGCAGCTGCTCTTGATCTGCTTCTTCCTCCTTTCGATCGCCGCCG
102.21 AB Cod mab204982M LG7 TGCAGCGCTTGGAGTAGCAGACGTACTGGGCATCCTCCTGCTCGATTCGGCGGATGACGGTCTTCTTCC
102.21 AB Cod mab7527 2M LG7 TGCAGATCTCCGCGGCTGGCTTCACACCCAGGTCGTCAGCCACACAAACTGACCGACGGTAAACAGGAA
102.21 A D5 mab7873 2M LG7 TGCAGACCGTACGTGGATATGCTGTGCACCATAGAGCTCCG
102.21 AB D5 mab104412M LG7 TGCAGCGCAGAGAGGTTGGCTAGCGCGGCAGGCAGTGGCCCG
102.21 A D5 mab117982M LG7 TGCAGATTCTTTGCGAACCTGCGCAGGCACCGCCTCACCACGTGGCCCTTGGGCGCGGCCGTGTCACTG
102.21 A Cod mab120 2M LG7 TGCAGCGCGCGCACGGCCGCGTCCCAGCTGCGGAGCACGTCGCGGACGAAGAAGGCCTCGGCGTGGGCG
105.16 S Cod mab881 2M LG7 TGCAGGCGGCGGAGGAAATGCCACAACGAGACGGCCATGTCCTTGGGATCCCTGCATATGTAGACGACC
105.16 B Cod mab107 2M LG7 TGCAGAGCTGGACGATGCTGTCGACGGTGCCGGCCTCGTCCTCCCCTTCAGAGAATGGCATTCCGAGGA
105.16 B Cod mab4972 2M LG7 TGCAGATCAGCAGGGCGATTGGTCGACCCAACGTTGATAACAGCAAATGTAGCCATCGGTGTGTGGGTA
105.16 B D4 mab217322M LG7 TGCAGCTGCCCGTGTGCAAGACATCAGGCTGGGAACACACAACTAAGCTCATTCTTATCCCTAAGTTCC
105.16 B D4 mab246372M LG7 TGCAGCAAGCCAGCACTCTAGCAGTGAGGCACGAGGAAGGAAGGCTTGAGCTGGATCTCATCGTACCAC
105.16 B D4 mab253322M LG7 TGCAGCTACGGGTTTGCCTCCTCAGGCGAGCGTCCTCACATGCGGCCTCGACTCCCGCTGTCGTTCTGC
105.16 A D5 mab6156 2M LG7 TGCAGGCCACCACGCACCTCCTCACCTTCTCCGCCTCGGCGACGATGCAGGCATGCTCTGCCGAAACCC
105.16 A D4 mab209332M LG7 TGCAGTCGACTACCCCAAAATGTCCGCCTGTGCGTTTGCCCCCATAGTCACCCTACAGCAGCATCAGCT
105.16 A D4 mab263522M LG7 TGCAGCTCTCCAGCGGCTGCTCGCCCGCGCCGCCGCCG
105.16 A D4 mab179672M LG7 TGCAGTCAAACAAGCGATGATGTCAAACAATCTCCG
105.16 A D4 mab179732M LG7 TGCAGTAGTCCACATAACAAAGAAAATATCATCCACCG
105.6 S Cod mab92 2M LG7 TGCAGCAGCTACTGCTGGCCACCGCTATGGCCTTTTTTGCAGGTACCTCAAACCACATGCCATGGCAAT
105.6 B D4 mab167872M LG7 TGCAGAGCTGCATATCTAGTAGGCTGGATTCACCCGCACTGAGACCTTAGCAGAAAATCTAGAAAAGCC
105.6 B D5 mab124482M LG7 TGCAGCTGGGAGAATAACCAAGCAATCTTTTGAGCATGTGGCGGAGAGATCGAGGTCCG
105.6 A D4 mab182182M LG7 TGCAGGGGGGGTTGCTGGTGGCCCCG
105.6 A D4 mab227422M LG7 TGCAGAAGACAGAATCAATCAGCGAAAAAACAGATGGGGATCCAGCCACCCAATCCAGTCCAACCCAGT
105.6 A D5 mab8883 2M LG7 TGCAGCAGCAGCACCTCCTCGGCCGCTCGTCAGGAGGCGCCG
105.6 A Cod mab91 2M LG7 TGCAGGCTCAGGATCTCCATCGAGATCCTAGACGAGAGCGGCGAGCGCACTGTTTTCGACAACTACATG
109.93 S Cod mab2030 2M LG7 TGCAGCCCACGGCGGAAAGGAAGGCACGACACGCGCACGACCCCCTTCGGCCCTACCCACGCGTCCCAC
109.93 B D4 mab176782M LG7 TGCAGTTGGTGCTTACCTTTTCGTCCAAGTTGTAGTGCTTTTGGGGCTAGAGGCAAGCCG
109.93 B D5 mab137042M LG7 TGCAGTGCTGGCTAGCTAGAAGATCGCGGTCACCG
109.93 B D5 mab7913 2M LG7 TGCAGCAGCCGCCTCGCCGCCTTCCAGTCACCATCTTTGCTTGTCGCGGGGGGCGACTTGCAGGGGGCG
109.93 B D5 mab133432M LG7 TGCAGCGTGAGAATTGCTGCTTTGTGTGCAGTGGCTACCTCGCTGATTGTCGTACGCTTAGCCG
109.93 B D5 mab7908 2M LG7 TGCAGATGGTGGAGGGATAGAGAGAACTTCAGGTCAGAGAGAAAGAAACGAGGAAAGGGAGAAGAGCTC
109.93 B D5 mab8613 2M LG7 TGCAGGGCGCTCGCGCGGGGCTGCCCTCTGCGTGCCAGGCTCGCGGCCGAGCTCCGCCTCCG
109.93 A D4 mab216752M LG7 TGCAGCTGTGGCTTTCGGCCTTCACAACCCGATAGCCAGTCTGCTTGTTCAGCAGATGCACATTCTTTC
109.93 A D4 mab204912M LG7 TGCAGCGGCAGTGCCATGGAGCTACCTCCTGTACGGGCTCACGGGCTCTGCGCTCCTGTGGCAGGCGCG
109.93 A D4 mab207212M LG7 TGCAGTTTGCTCCAACCCACAAGGCACTGACCCCTAACCCCAGCGCTATATATATCGCCGCCCG
109.93 A D4 mab167922M LG7 TGCAGAGCTCAAGTCTATGGCGATGGGGCAGGCGAGAGATGAAGGATTGGAGTTCTTATCAGATCCGAG
109.93 A D4 mab187132M LG7 TGCAGCTTCATGAATTAATTCAACTTTTCACCGCTCGAGCTGGGTAGTTTAATCGGCCG
109.93 A D5 mab8253 2M LG7 TGCAGGAGCCGCACTATCTCATGCTTGAGCTCCG
109.93 A Cod mab1364 2M LG7 TGCAGCTGGGCTCGTCCGACCGCGCGTCTCCGAGGATGGACCAGCCGCCGAATGGCTTCGCCGCCGAGA
109.93 AB Cod mab7858 2M LG7 TGCAGGACAGGAACGCGATAACGTTGCACGTCCTCACAGTGGGAGACAACGAGTCGAGAGCCATCAGGG
109.93 A Cod mab475 2M LG7 TGCAGCTGCTGGTTGGAGGTGACCG
109.93 A D4 mab187172M LG7 TGCAGCTTACTAGGTGAGCAAGTCGATGCCG
109.93 A D4 mab235622M LG7 TGCAGTAACTGCACTCGCACATATGCATGCATGCATGCACATCCCGTCCG
109.93 A D4 mab197202M LG7 TGCAGATGACCGCCGACACAGGCCACCGCCAACGCTCTCCTCGCTTGTGGCCG
109.93 A D4 mab184692M LG7 TGCAGGCCAACTGCATGGGGGGCACGACGAGTTCACTTGGAAGCTCACTGACTCCG
109.93 A D4 mab167122M LG7 TGCAGATTGGGTCTTGGGGGAGACCGTGGCGTGCACGGCGACCAGCCATCCAGCAATGGCTGAGGAGCG
109.93 A D4 mab211762M LG7 TGCAGGTACGGTGTTGGCCATTTGGAGGAAGTTGAGGACTGCGGCACAGAGGTGATGAGCGCCG
109.93 A D4 mab210382M LG7 TGCAGTAATCATCTTTACATACATCGAGCTGCTTGCCTTTAGGTGATAAGCATGCATCCAGCTGATGTC
109.93 A D4 mab237722M LG7 TGCAGCTTGGTGAGCCTCCCGAACCCCCG
109.93 A Cod mab1695 2M LG7 TGCAGCGCAGAAGAAAATGGCTCAATTTGACAACAATACTACCGCCACGGGATGCTTGCGCCTAGCATG
109.93 AB Cod mab1556 2M LG7 TGCAGAAGCTAGCTAGCCGTGGTTGATGATAAGAAGCGAGACGTGGCCCAAGTCAGCACTCGCCGAGAT
109.93 A Cod mab1685 2M LG7 TGCAGTGCCGAGCGTCGGTTTGGAGCTCCCCCCG
109.93 A D4 mab246512M LG7 TGCAGATCGCGGAGTCTGCGGTCGGTCGGCGCGGGCGCCAGCAACCGTTTGACCAGCGACGACGCGACG
109.93 A D4 mab242032M LG7 TGCAGACACGCTACCGCAAGCCTCCTCCCGCAACCCCGCCG
109.93 A Cod mab4957 2M LG7 TGCAGGGCGTACGCGGCGGCGGACGTCAGCGGGGGCATCAACCGCGGGTGCGTCATCTGGGCCGTGGAT
109.93 A D4 mab280152M LG7 TGCAGTGATCGGCATGGAGGGGCTCGCGAGAGGCTTCGCCAAGCCGCCGTCGGACTGGAGCGGCGATCC
109.93 A D4 mab167932M LG7 TGCAGAGCTATCTCGGCTCGCATGAAGGAACGGCCAAGGGGCACGCCGCGTGTGTCTCGGCCCTCGCGC
109.93 A D4 mab205742M LG7 TGCAGCAGGACTGGTGGCAGTACTGCTTCTTCGCTGGACCACCCCATACCTTCTGATCGCATCTACGTC
109.93 A D4 mab175432M LG7 TGCAGATGGGCTGCGAGCTCCCTGTTACTCGAGAGGTTGTCTCTCTCCG
109.93 A D5 mab129652M LG7 TGCAGCGTCCTGGCGCCGACCCCCTCGTTCACCGACATGGTCGTCAACAGGTACAAGCTCCGCGCCGAC
109.93 A D5 mab7259 2M LG7 TGCAGAAGGTGCCCTCGCAGCGGCATCGGAACCCCAGCAACCCCACCTTCTTGCGGCACGTCGCGCACC
109.93 AB D5 mab9467 2M LG7 TGCAGAGGCTGGACCTCTCCGACAACGCGCTCACCG
109.93 AB D5 mab131202M LG7 TGCAGGTCGGCGAAGTGGCGCGCGGATCCCGGCGGTGCCGCGCCGAACAGAGGCCGATGGAGGCGGATC
109.93 AB D5 mab157122M LG7 TGCAGCATCGACCGCAGCGAACTGATGCTGATGGCCGCGCCTGGACGCAGACAAGGACGAGAATAAGGG
109.93 AB D5 mab150272M LG7 TGCAGCCCGACGACGACGTCGGTGGCGGCGTCTCGCCCTGCTCGCCGCAGCCG
109.93 A D4 mab214282M LG7 TGCAGGCCACCGTCACCTCTCGTCTCTAAGTCGCTAAAATCTCCTTGAGCCGCCTCTGCTTCACCGAGA
114.5 S Cod mab94 2M LG7 TGCAGCCGCTGGATTCAGCTTGGTGCATTCTACCCGTTTGCGAGGGCCCACGCAGAGAAGACAACCGTC
114.5 B Cod mab5566 2M LG7 TGCAGAGCTCCTGAGTCGTGTTGCCGTTGAAGCCACATATATCGGCGCCCATCATGGGGATGCCGAAAA
114.5 B Cod mab5031 2M LG7 TGCAGAGGGCGCGACCCCGAAGCCCCGCGGCGGCGACGGCACGGCCAATCAGCGAACTTCTCCCCCACC
114.5 B D4 mab212772M LG7 TGCAGGGCACAATTGTCCGCGCTGCATACTGTGCAGTTCAGAGGACGCAGGTAGAGGAGTGTCTTATGG
114.5 B D5 mab6159 2M LG7 TGCAGTGTTGGTGGAGGAAGGAGGTCGCGCAGCGGCGTTGGAGAAGGAGGACCGTCCG
114.5 B D4 mab167942M LG7 TGCAGAGCGTGGAAGCTTTCCACGGCGGCGCCACCAGTCGATTTTGTGGCCATCCACCACCAACCGCCG
114.5 B D5 mab9121 2M LG7 TGCAGATGATGCAGTCCTTCTTGCGCGCGCAGTCCTCCGCCACGCGCTGGGGCGCCG
114.5 A D4 mab249862M LG7 TGCAGAAGGGCAGCTCCCGCTGCTCGAAACCG
114.5 A D5 mab154802M LG7 TGCAGAACGACACCTGGAACGGCACCTCTCCACTGCACGGCACGTACGCGGCACCG
114.5 A D4 mab218072M LG7 TGCAGCTCATGCATTAACTTCCATGTATACATGATACGTACTAGCTTAATCCTCGTGCGGTAGCTTGTG
114.5 A Cod mab2356 2M LG7 TGCAGTGGCAACAATTAACATCCCGATCGAGGCCGTCGGCCGCGCTGACGGCCG
114.5 A Cod mab3917 2M LG7 TGCAGCGCCTCCTCGAGATGCCAGCTCGTCATCTGCGAAAGACATTTGCAGCGCCG
114.5 A D4 mab177952M LG7 TGCAGTGGCTGATTGCTTGCTGCTGCTGCTGCGTCCTCTTCTTGGGTCTAGTGCCG
114.5 A D4 mab187072M LG7 TGCAGCTTCGGACTCATTGCAGCAACGACCATTGTCATATCAGCGGCCTACTACTCCG
114.5 A D4 mab208492M LG7 TGCAGTGCCTCTCAATCTATCTGTCTGTGTGCATGTGCCCTACCCAAGTACCGATGGCCGATGCACGCG
114.5 A D4 mab279582M LG7 TGCAGATGCTGCTCCTGGACAGTTGCTTCGTCCTCGTCGTGAGCATGATGCTCAGCAAGACCG
114.5 A D4 mab279932M LG7 TGCAGCTCAAAAAGTTCCTCACCAAGGTAGGAAGTACTTTTCTCCTCGGAAATCCTAGAATCTTCTCCG
114.5 A D4 mab168782M LG7 TGCAGAAGATTCTTGCGGAGGAAGCGACAGTGTCGGTGTTCAACAGGAGCAGATTCCCTTGGCTCTGGA
114.5 A D5 mab156362M LG7 TGCAGGCAGCGGCGAACAGGGCAGCGGTGGAGCAGTAGTAGCTGTGGCGGGCGTGAGGCGGCAGGCGAG
114.5 A Cod mab5330 2M LG7 TGCAGTTTACTTGTATAAAATTTTCTCCATCTATGCCGTTGACACTGCCG
114.5 A Cod mab2469 2M LG7 TGCAGCCAAGTTGAGCGTCAGAATAATTGTTGGTAGGGCAAAAGGAGCACGCGACCAAACGTGAACGGA
114.5 A D4 mab236152M LG7 TGCAGGGTGGGATGCGGTCTGCGCCGAAATGGGCCGCCG
114.5 A Cod mab2481 2M LG7 TGCAGATATATAGGCTGAGCTGGGAAAGCACCAAGTTGCCATGGAAAGTCAGCAAGATTCTTTCCTTCA
119.78 S Cod mab3193 2M LG7 TGCAGGTTGTCGCCAAAACGGCACCGCTGCCG
119.78 B D4 mab178252M LG7 TGCAGTGCGTCTACGGTGTACAGCCGCTGCTGGCCG
119.78 B D5 mab7021 2M LG7 TGCAGCAACATGAGCTCGGCGTCCAAGAAGACGTCGTCGTCGCGAGGTGACCACGGCCTCGGCGGCGGC
119.78 B D5 mab117842M LG7 TGCAGCACATGGATATGGAGGACCTCGTCGCGGTTGCGACCTGATGCACGCGGCGGGTGCGCACTTCCG
119.78 B D5 mab134552M LG7 TGCAGCATGGGCGCTCTCCTTGCTTCTTCTGTCACACTGCACGTCCCAGTGAGACCCAGACCG
119.78 A D4 mab249052M LG7 TGCAGACGTTCCGTCTCGGTCATGAGAGTGGTGGCCG
119.78 A D4 mab198482M LG7 TGCAGAGCCATCCATTCCACACTCCATCGATCTCCGTCTCCACTCGTACGCTTCACCG
119.78 A D4 mab212822M LG7 TGCAGGGAGTTCTCCATCCCCCGCAGCTCCGCGAGCGCCTTGTCGACCTGGTGGATGGCCCGCTCCAGC
119.78 A D4 mab218242M LG7 TGCAGCTAGCTAGCTAGCCCTGGCCGCCGTGCGTGGCGTCGCGGTCGGCGTGCCAAATCCGATCGCTGG
121.8 S Cod mab3640 2M LG7 TGCAGCCGCAGCGGCCATGGAGAAGCTTGGCGCGAACCCG
121.8 B D4 mab271562M LG7 TGCAGGTCTTCTCCACCGACTTCATCGACGGCGACTTCGTCGACGCCTGCGCCG
121.8 A D4 mab248162M LG7 TGCAGGGAGCACGGCGGCGAGGCTGAGGCGGCCG
121.8 A D4 mab251422M LG7 TGCAGCTGTGGCCGTGCCTCGCTGGTGCTTCTTCGCCTCCG
121.8 A D5 mab8403 2M LG7 TGCAGCACCAGTTTTCTTGCCAGATGAGTCCGTACCTGAAGATGACGACGACATGGTCCG
121.8 AB D5 mab106662M LG7 TGCAGGTCCCAGCCGCGGCAGAGCGCCACGTAGTCCTCCAAGTTGAATGCGCCCACCAGCTCCGCCACC
121.8 A D4 mab232132M LG7 TGCAGTAACTAGCTAGAAAGAGGCATGGCAATGGAGGTCGCCGTTGGTGGCTCGAGGATGCCG
121.8 A D4 mab243792M LG7 TGCAGGTTTGCACCACCGACGCCATGGACTACTAGAGCGTGCTCAGGTGCCGCTATGGGCCGTCTTTGT
121.8 A D5 mab7389 2M LG7 TGCAGGTAAGGTGGACGCAGCGGAAGGGCCCCG
121.8 A D4 mab252162M LG7 TGCAGGGAAACAGGGCTTGGATCCG
121.8 A D4 mab217052M LG7 TGCAGCTGGAACAGATACGTAACTCCAATGATTCGGATTTTCCTGTTGCTAGCAATCGTCCG
121.8 A D4 mab167952M LG7 TGCAGAGCGTCGGCGTCGGCATCGCTCGTGCGCGTGCATATCCATATCCATATCTATCCGATCCGAGAT
121.8 A D4 mab199992M LG7 TGCAGAATAGCACTTTCGGTGATTCCG
121.8 A D5 mab110532M LG7 TGCAGGGGCCAGCTCAGAGACGACATTGATCGGGCGCGCCG
121.8 AB D5 mab130182M LG7 TGCAGTTCACAGTACCCGCTGCCCACGTCCATGTGCCAGGACACAAGTCTACAGTAGCCAACAGCCCAA
121.8 A D4 mab214702M LG7 TGCAGGCAATCAATCCCGCTGCCATCAGAGGCGCCAAGGAGGTAGAAACGGATTTGTTACCTTCACCGA
121.8 A D4 mab214882M LG7 TGCAGGATGTAGCAAGAACTGAGGCTCTAGCTACCTGCACAGACGCACAGTGATGGCGATCGATGGGTG
121.8 A D4 mab168792M LG7 TGCAGAAGAGAAGGTGGTCGGACGGCGTTCTGGCTACTGCGATGGTCGTGGTCGTCGGCGTCGGCGAGC
121.8 A D5 mab109842M LG7 TGCAGTCGTTCGCCGCCCCGCCGCATGCCGCACCCTTCGCTGCCG
121.8 A D4 mab268562M LG7 TGCAGGTACACCGCCGCCATCAGCTCCTCGGTGTTCCG
121.8 A D4 mab220472M LG7 TGCAGCGAAGAAACTACCAAGATCTTGTGCCACGCTTCCTGGCGAGAAGAGGTGGCCGCCCGATGGCGC
126.13 S Cod mab374 2M LG7 TGCAGAAGTTGTGGCGCCTGGACCTGTCCAAGAACAGGCTCACCG
126.13 B Cod mab2162 2M LG7 TGCAGGTTCACCAGTGCAGATTACAAGAAGTTACTAAGAATCAGCGAGATCCCCACCACATATCGCCCG
126.13 B Cod mab1454 2M LG7 TGCAGGCCGAACAGTGACGTCGGAATGGGGCCTACGAGCAGGTTGTCGTCGAGGGCGAGGGAACTCAGA
126.13 B D5 mab125722M LG7 TGCAGCGCGATGAGGACAGCCGAGTTCTGGAGCCG
126.13 B D5 mab109832M LG7 TGCAGTCTAACGAAGGGTCAAGCACCTGCTAGCACCG
126.13 B D5 mab7616 2M LG7 TGCAGCTTCTGCTTCAGGGAGATCGCGGAGTTCGCGTTCAAGATGAAGGCGTACAGCCACGCGGACCGA
126.13 B D5 mab7133 2M LG7 TGCAGAAGAAGGACGGGAGCAGAATCATGGCGAGTTCGTCGTGTGAGAACACGGAGGGAGGGGCGAAGT
126.13 B D4 mab232762M LG7 TGCAGCCATGCGATTTGCGGCCAGGAGGCTCACCG
126.13 B D4 mab219742M LG7 TGCAGCGCGGATGCTTTGGGGGCAGCACACATGTCTGCTCTCCGTCTGTGCAAGGGAGCCGTCCAGTCG
126.13 B D4 mab236862M LG7 TGCAGGCCTCCACGGGCATGACCTAGGAGCTACAGATCCG
126.13 B D4 mab168822M LG7 TGCAGAAGACCGTGGCAACATTTGGGGGGAGGGCGGCACATGCGCCGTGCTTGAGGTCGGTCACAACCA
126.13 B D4 mab250802M LG7 TGCAGTTGAAAAAAAAGTGCCAATGACCCG
126.13 B D4 mab257522M LG7 TGCAGGCGCGTCGCCCCACCGTCGTCGCCG
126.13 B D4 mab183892M LG7 TGCAGGCGGATTGTTTTTTTTAAAGAACAAGCAAACAGGCGCGCTCGCTGTATTGGGCCG
126.13 B D4 mab179272M LG7 TGCAGTCCGAGGAGGTGGTTAACGCCTTGGCGGCCG
126.13 B D4 mab271772M LG7 TGCAGGGACCGCTTCACATAGCACCACACGAGCACCGCGAACTGGTACCCGACGTCGACCG
126.13 B D4 mab202552M LG7 TGCAGTGAGCGCGCGCGGGGCATGGCCTGGCGCTGCGAGGCGAGGGGCAGCAACGAGCAAAGGGGGAGA
126.13 A D4 mab231662M LG7 TGCAGGCGATGGCGCCGCCTCGTCGCCGACCCG
126.13 A Cod mab55 2M LG7 TGCAGGGAATGGACGAGAGCTTGCTGAGCCGAGAATGGCAGCCCTGTCGTGATGCCG
126.13 A Cod mab1795 2M LG7 TGCAGTTTTTGCACCGCTCCAGCAAGTCCTTGGCGGTTCCAACGGGGATGTGGTATGCAAATGTGTCCA
126.13 A Cod mab2844 2M LG7 TGCAGGGTCACCAACCCAGACTCCAACAAGCTAAAAACAGTGGACGACGCCAGCGCCG
126.13 A D5 mab7330 2M LG7 TGCAGGAGGCCCGCAGTGGCGCAGCCCCGCATGGACCACGACCAGATGGGAGGGAGAGGGCCG
126.13 A D5 mab109942M LG7 TGCAGTCCCCATCTTTCTCCCCGCCCG
126.13 A Cod mab1906 2M LG7 TGCAGTTCTGGGCCTTGAGCCATCGATTCCAGGCGCACGGCACCG
126.13 A Cod mab524 2M LG7 TGCAGACGTTGGGGAGTGATCGCCG
126.13 A D4 mab249012M LG7 TGCAGCCGCTGCCGCTGCCCGACGGCCG
126.13 A Cod mab3298 2M LG7 TGCAGACGTTGGGGAGTGATCACCG
126.13 AB Cod mab200602M LG7 TGCAGAACAGGGCAGGCAGGGGCAGGAAAGGAGGCGACGCCGCCG
126.13 AB Cod mab227712M LG7 TGCAGAAATCGGAAAAAGATTCGTGTCTTTAGCATCGGAATGGTGAATGGATGAGTGAGGGGTGGGTGA
126.13 A Cod mab4725 2M LG7 TGCAGGTACTCGTCATTGAAGAAACGCATTGGCATAGAGGTGAGGTACTCGTAGTAGCAGCTGCTGGGG
126.13 A D5 mab9077 2M LG7 TGCAGGGGCGGTCCACGAGTCCACTGGACACCG
126.13 A D4 mab251052M LG7 TGCAGAGACAGAAATCCCTGACCCG
126.13 A D4 mab204222M LG7 TGCAGCTTTACGAACCTCCGTAGTATTACCGCAATGTTGGTTAGCGGGTGGATAAAACGGGACCAGCAA
126.13 A Cod mab1211 2M LG7 TGCAGCAGCTCCTTCATCTTCTTCCCG
126.13 A D4 mab202342M LG7 TGCAGTGGCAGCAGTAGCAAACAGAGGCCAATCTTCACAAGTTGGATATCAAAACGGAGGTTCAGGTCC
126.13 A D4 mab276972M LG7 TGCAGCACGCACGCATCCATGATGCAACACACATCAGCCAGAAACCATGCAAGACCAACACCATTTCCA
126.13 A D4 mab167182M LG7 TGCAGATTCGTGTGTGATTGGACGGGGCAAGCCAAGCGACGTTGCTTGTTCGGTCAAGAGTGAGTTATT
126.13 A D4 mab231742M LG7 TGCAGTTGTTCGGCGAATTGCCCCACAGGGGAGACTGCGCCGCTGAAGCCG
126.13 A D4 mab167162M LG7 TGCAGATTCTTTACCGTTTTTACCAAGCCATACGTACACACTAGATCCAGTAGATCCAGAGCGACCGAG
126.13 A D4 mab198022M LG7 TGCAGAGGCGGATTCGGAACCCCCTCCTTGGTCGGTGTCGCCG
126.13 A Cod mab1455 2M LG7 TGCAGACCGCATCATCAAACAACACGTCCACATCGATGGACACCTCGACGACCTGGCCGAGCCACGGCC
126.13 A D4 mab195822M LG7 TGCAGCACCCGCAGCCGCCAGCGAGCACTGCATCGGAGCCCAGGCAGTCGCCG
137.86 S Cod mab2845 2M LG7 TGCAGGCACGCCCCGTCGTAGTCTGGCGAAAAGTCCGACGCCCTGCGGCAGAGCACCG
140.34 S Cod mab2520 2M LG7 TGCAGACATCCTCCAGCTCCTTAAGCTTCTCCACGTAGTCGTCCTTTTCGGCGTCTGGGTTGGCCTCAA
140.34 B D4 mab198932M LG7 TGCAGAGAAGACGCTGGTACATGCCACAGCTGCGACGGCCGCCG
140.34 B D4 mab167972M LG7 TGCAGAGCGCACCCATCAATCGAAACACAGTGAGAAGATCTCTCAGAAAAGAGAGAAACGGCGAGAAAA
140.34 B D4 mab256172M LG7 TGCAGGTACATCATCGGTCCGTGCCG
140.34 B D4 mab209342M LG7 TGCAGTCGACGCCGCTAATGCAGAGCCCGCAGAACCCGTCGCGGTACTTCGTCTCCCTCCAGGGCATAT
140.34 B D4 mab200102M LG7 TGCAGAAGGGGGGGGTCGCGGCCG
140.34 A D5 mab8840 2M LG7 TGCAGCGTCCTCCTCGACATCAACGACGGCGACCGCCTCGCCTTCTTCCGCCTCACGCCCG
140.34 A D4 mab226272M LG7 TGCAGAGAAGGTACGTACGTGTTGCTGGCGGCGACGACGAGCGCGCTGGCGACGAGGCACCG
140.34 A D4 mab277102M LG7 TGCAGATCATCGGCCCCTCGCCGCCACCGCCACCGCCATCTCTGCGGCGCCGCGCTCCTAATCCCCACC
140.34 A Cod mab3322 2M LG7 TGCAGGGGTGGTGCCAGGACTCACGTGGCATGACTGCCG
140.34 A D5 mab107652M LG7 TGCAGCTCCGACGTCTGCGCAGACCCGCGCCCGCCTGCTGGCCTTTGCGAGGCCTCACCACTGCCGCCC
140.34 A D5 mab9948 2M LG7 TGCAGAAGAACGACAGCCACAGCGGCGCGTCCG
140.34 A Cod mab2520 2M LG7 TGCAGACATCCTCCAGCTCCTTAAGCTTCTCCACGTAGTCGTCCTTTTCGGCGTCTGGGTTGGCCTCAA
141.47 S Cod mab2846 2M LG7 TGCAGGGTGGAGACGAGCGCGCCGACCAGCGCCGCGCCATCCCTGTCGACGGCGCGCGCCAGGCACCGC
141.47 A D4 mab221552M LG7 TGCAGCCCCCACTGGTAGAGGACGCACCCTTCGGCTCCGTAAGAACGTTGCCGTCGTACCCTCCGAGAT
141.47 A D5 mab6096 2M LG7 TGCAGCTTGTGACCCAGGCCAAGAAGCCGATGGCCGCTCCTCCGCTCCAGGATGCTACCCG
141.47 A Cod mab3592 2M LG7 TGCAGCCCGCTCATGCCGCCGAGGAAGCCCG
141.47 A D4 mab167152M LG7 TGCAGATTGAACAGCTTTTCAGTGTGGGTAGATAGAAAACAACTCTCGCTGTTGGATTTTCCCTGGCCG
151.86 S Cod mab4166 2M LG7 TGCAGGGCGACCCGCGTGATCACGAACCCCGCCTACTGCGGTGACACGGCCGACAGCTCCTTCGTATCC
151.86 B D4 mab189922M LG7 TGCAGCGGCATCGCCAGCGCTACCGCGGCGCTGACTCCG
151.86 A D4 mab239232M LG7 TGCAGCGAAGTGAGTTACTGTACACACAGAGAGGGAGAGGGAGAGGGAGACGATGGACCG
151.86 A Cod mab3910 2M LG7 TGCAGGACGACCCGCGTGATCGCGAACCCCGCCTACTGCGACGACACGGCCAATAGCTCCTTCATCTCC
151.86 A D4 mab201842M LG7 TGCAGAGGGCGGAGTTTATAATTGGCGCATCCATTTCGTTGAACACTCGGTATGCGTCTGTGTGGCGAG
151.86 A D5 mab154192M LG7 TGCAGACGCATGGCCGATTGACACCTAACCCATCCGTCTCTGCTCCTGTAACTTTTCCG
153.88 S Cod mab1063 2M LG7 TGCAGTAGCATCTTCACAAGGGCCGAGGCGATGTACCCTTCCCCTCCG
153.88 B D4 mab205312M LG7 TGCAGCCGTCCGAACCGATCGCCAAACTGCTGTAGCAGCACAGCACCTGCTCATGAGCTACCGATGCCG
153.88 A D5 mab7095 2M LG7 TGCAGCTCCTGCTTGCCGTGCGGCCGGGACAAGGAGCTGCCGCCAGGGTCATACATGTCCG
153.88 A D4 mab215202M LG7 TGCAGGAGGAGCTCAACCTCTTGCACAAGGTCAGGGGCTCCCTTGACAGTGGCTTCCATGGCGGTGGAC
153.88 A D5 mab143112M LG7 TGCAGGTGGCTAAGTTTCGGCAGGTCGCACAGAGACTCCG
153.88 A D5 mab145372M LG7 TGCAGGCCCAGATAGGTTTTATGCTTGACACGGAGCCG
153.88 A D4 mab222812M LG7 TGCAGCAGGGCGCACCGAAGGGAAGGCCATAGCAGCGGCGAGGGAGCTGACGTGGCGGCGTCCGCCGAG
153.88 A D4 mab205302M LG7 TGCAGCCGTCTGTATTGCGTTCGTCAAAATCCGTTTTCGCCCCGTCGCCATCTCTGAAGCGCCATCAAG
153.88 A D4 mab215162M LG7 TGCAGGAGGCCGCCCGAGGAGGGAGAGAGGTTCTGGGGCGGCTTGCTGGTGGTGAAGGGGATGGCTAGA
153.88 A D5 mab147062M LG7 TGCAGCTGGCCTGCGTCATCGCCTCTGAGACGTCGTGTCATGACCCACACGGCCG
156.41 S Cod mab2871-12M LG7 TGCAGGACACGCTCGAGCGCTACGCCTTCGATAACATCTGCCGCATCGCCTTCGACCACGACCCCCGAG
156.41 B D4 mab168002M LG7 TGCAGAGCCCACCGCTGTGGAGGCGCAACCCGAAGGCACTAGCTTGTTTGCCGAGAGCGCCCGAGGTGA
156.41 A D4 mab276252M LG7 TGCAGGCTCACTCCCTTTTGAGTCTGAGGAGTTCTCTGTTACACTGGTTGATCCG
156.41 A D4 mab265302M LG7 TGCAGCAGATGCCACACACCGCCATCCACTGCTGGACCG
156.41 A D4 mab168882M LG7 TGCAGAACTTGGTGGTCGCATGCGGCTGCAAATAGGTGATTGATGATATTCACGGAGGCACCG
156.41 A D4 mab222622M LG7 TGCAGCAGTTCCCTTGCAGGAACCATGAAGACTTTCCTTCATCTGCTCTCCTGTTTGTTGGCAGGCGGC
156.41 A D4 mab265312M LG7 TGCAGACTTGTGTGTAGCTCCGCCG
156.41 A D4 mab215152M LG7 TGCAGGAGGCCTTCGGGCACCACCACGGTCCAAGGCCCCATGGCCGTCGCTTGACGGGGCGCGACCCGA
156.41 A D4 mab239222M LG7 TGCAGCGACGTGCGGCAGAGCGGGCAGCTGGGCCGCCGCCG
156.41 A Cod mab2871-22M LG7 TGCAGGACACGCTCGAGCGCTACGCCTTCGATAACATCTGCCGCATCGCCTTCGACCACGACCCCCGAG
156.41 AB Cod mab140842M LG7 TGCAGTGGTCGTTCGATTGGGTGTGGCCAACTAGGATTAGATCCG
156.41 A D4 mab205212M LG7 TGCAGCGAACGGCGATTCACACCACCCACGGCGGCCAAGCGGGGACGCGGCCATGGCAAAGCGGCCCAT
156.41 A D4 mab222692M LG7 TGCAGCAGTGAAGCTAACGCATTGTTGTTTGTTCCTTTGCCCAAGGTCAAACAATGAGATGGTAAGCGC
157.32 S Cod mab126 2M LG7 TGCAGTAGGAGGATCCCGTCGACCGAATCAAGGATGCGATAATCGTCTGGAAGTCGAGGGCGAACGGAA
157.32 B D4 mab168872M LG7 TGCAGAAGAAACTATAACAGGCAGTCGAATCGCATTCGCATGGAGATGCAGGGGAGGAGTCGAGCAACT
157.32 A D4 mab196102M LG7 TGCAGCAATGTCTTTGTCGTTGTTTGCTCGACGACCG
158 S Cod mab4956 2M LG7 TGCAGCATCGTCCTAGCAAATCCATGTGTGATTAACTGGACAATTCCCACAGAGGGAAGAAGAGAAACA
158 B D5 mab131332M LG7 TGCAGGTACGTGGCCGTGGGCAACGAGCCATTCTTGGAGGCGTATAAGGGGTCGTTCATGAAGGTGACC
158 B D5 mab6175 2M LG7 TGCAGCTGTACCCACTCCATGGTCCTCTGAAACGCCTGCATCTACATTTATTTTCACGGTTCCTTCCGA
158 B D5 mab6944 2M LG7 TGCAGTAAGTTGCACGCAGCACAAATTACTCTGTCTTTTGTTCTTCAGTTACGAAGGATGAGTGGCAGA
158 B D5 mab115592M LG7 TGCAGGTAGCAAGCAACGGCAGTCGAGCAACAGTAGTGGCACAGCAGTAGGCACACGGGCGCGGCCAAG
158 B D5 mab151042M LG7 TGCAGCAGTAGCATCCGCTGGGATGCCG
158 A D5 mab126172M LG7 TGCAGCCTGGATCGATCGCTGTGACGGGAGCGGTGGGCAAGGAGATGCAGACCG
158 AB D5 mab109362M LG7 TGCAGTTTTTGAGCCGCCGCCATGGTGATGCCTCTGTTTCGCTATTGTGTTGAGACGCCG
158 A D5 mab123632M LG7 TGCAGGCGCGGCTTGGGCAGCAGTCGGCGCTGCGGCGATGCGGAGCCG
158 A Cod mab1696 2M LG7 TGCAGCAGATGGATGGGGCTAAAGGGTGTCGTGTGGCTTCCTCAAGCAAAGCGCTCCAAGGTATTTATA
158 A D5 mab7481 2M LG7 TGCAGCGCCGCTAGCCAAAACACGACGGACTTCGCCTGCCGAGGCGCTCATAGCGAGTGCTTCAATGTC
160.48 S Cod mab5580 2M LG7 TGCAGGAGGAGGAGGCCTTCGGGGCGGCTGAGGATGCAGTCATCCTTGAGAAGAGGAACTCGAGGGCAG
160.48 B D4 mab179152M LG7 TGCAGTCGATCAACGCGTACCAAAGGTCGCATGCATGAGGACCCG
160.48 B D4 mab222722M LG7 TGCAGCAGTAGTTGTTGGTGCAGCGCGCGTCGTCGACCTGCGAGCCACAGCGCTTCCTGGTGTAGCAGG
160.48 B D4 mab196082M LG7 TGCAGCAATGTTGCCGCTGCCGACCGCCCG
160.48 A Cod mab3703 2M LG7 TGCAGGCTGACCCCGTCCATCTCGGCATTGTAGGGTAGGGGCAGCCCG
160.48 A D5 mab6929 2M LG7 TGCAGGTGTCGCCATTTGCCGCTGATGCTAGATCAATACAAGAGGATAAGACACATACCG
160.48 AB D5 mab7204 2M LG7 TGCAGCCCCGTGTCCAAGAGCAGGCCCCTACTGTCGTGATTTCGTGTTCTTCGCTAACGCCACCTCGGC
160.48 AB D5 mab125362M LG7 TGCAGCGTACACGCGTAGGTGAGGAGTGGGAGCGAGGCCG
160.48 AB D5 mab7707 2M LG7 TGCAGAAAGAAAGCAAGCAAGCAAATTCAGAGTTTACAAGTAGAAGGAACAGAGGAGGGGCTTACCATC
160.48 AB D5 mab6173 2M LG7 TGCAGTGCTGCCTAGCTAGTCTTCGCGCTGCTTGGCCG
161.39 S Cod mab5029 2M LG7 TGCAGCTGGTCGAGGACATCCGCGCCAAGGTGCACGCGGCCTGCGGCGCCACCGTGTCGTGCGCCGACA
161.39 A Cod mab96 2M LG7 TGCAGTTGGCGGCGAGCTTCCTGGAGAAGGTGTCGTCGGCGCGCTGAGACCG
161.39 A D5 mab8386 2M LG7 TGCAGGAGCGCGAGGTGGAGAACCTCCCG
161.39 A Cod mab2153 2M LG7 TGCAGCCTTGCCGCCAACGGTGCTCTACTCCTTGCAGGGGCTCGCCGCCGCCACCGCCACAGCGGTTCG
161.39 A D4 mab239202M LG7 TGCAGCGAGAAGCTGCTGGTGGACGTGCTGGGCGTCGGCGACAGGTCCG
161.39 A D5 mab149072M LG7 TGCAGCGCCCCAGAACGCCGCCGCCACCAACGTCCCCCGCCGCCG
161.39 A Cod mab3479 2M LG7 TGCAGGACCTCGACGTCACCACCCCG
163.45 S Cod mab4391 2M LG7 TGCAGGCACCGCGCCAGCACCAGCTCCGCCTCCTCCTGCCTATGGACCG
163.45 B D4 mab174662M LG7 TGCAGCATGGCGTCGTTGCAGTGCAGCGGCCTCAGATCCG
163.45 B D4 mab215212M LG7 TGCAGGAGGAGAGCATTCCGATGGCGAGGTTCTTTGCGGGGCAGCAGAGGCCGCCGTACCAGTTCGACA
163.45 A D5 mab6933 2M LG7 TGCAGACTGCTCCATCCTCAAACAACACATCAATGTCGATCGACACCTCCACGACCCG
163.45 A D4 mab215192M LG7 TGCAGGAGGAGGGGGAAACTGCTGCTGCTGCTGGTTGGGTGCGTGCGCTCCATAGCCCTGTGCCGAGAT
167.15 S Cod mab1892 2M LG7 TGCAGTGCCTTGGCTTCCTCCTGGAGCGAGCTGACTCGGTCCAGCGTGGCCTCCATTAGACCACGCTGC
167.15 B D5 mab6955 2M LG7 TGCAGGAGGCCCACGCGACGGCGGCGGAGGCGACGCAGCTGGAGACCACCACGGCGCGCGTGCTCAAGG
167.15 B D4 mab202042M LG7 TGCAGTTTCTCCCTGTTCCCTATTGGCAAAGTTCTTCCATTCTCCCTGTTTTTCTTCCCATGCCGAGAT
167.15 B D5 mab6253 2M LG7 TGCAGGGTCATCGGCGGCACGCCGTTGACGAAGCTATGCCCAGTCGTGGCCACAAACAAACGCATTTTT
167.15 A D5 mab117702M LG7 TGCAGCAGAGAAAATATCCCATTGCACACGGCAGCGGTCATGGCCAACCTCGGTGTTTTATGTCACGGA
167.15 A D5 mab106632M LG7 TGCAGGTCGTGGGGATCTCCCTGGCCAACTCCACGGTGCGGGCGGTGGACGGCGCGGGCCAGGTCAAGC
168.98 S Cod mab5158 2M LG7 TGCAGGCACACACAGGTAGGCTATCTCGTCTAGGACTTCGCCCATGGCCATGGCGACGCCAACGGGGCT
168.98 A D4 mab222662M LG7 TGCAGCAGTGCAATCTCATCTACTCATCGTCCTTCAGGACCCACTTCCACTTGACAACAAGCTCCTCCG

























































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































0 S Cod mab5088 2U LG6
0.89 S Cod mab5119 2U LG6
0.89 A D5 mab8245 2U LG6
0.89 AB D5 mab15064 2U LG6
0.89 AB D5 mab11628 2U LG6
0.89 A Cod mab4748 2U LG6
0.89 A D5 mab15232 2U LG6
4.53 S Cod mab1828 2U LG6
4.53 B D4 mab16697 2U LG6
4.53 A D4 mab27561 2U LG6
4.53 A D5 mab6869 2U LG6
5.65 S Cod mab4999 2U LG6
5.65 A D5 mab14148 2U LG6
5.65 A D5 mab14199 2U LG6
5.65 AB D5 mab12078 2U LG6
5.65 AB D5 mab14681 2U LG6
5.65 AB D5 mab9110 2U LG6
5.65 AB D5 mab14928 2U LG6
5.65 AB D5 mab8348 2U LG6
5.65 AB D5 mab14144 2U LG6
5.65 AB D5 mab10891 2U LG6
5.65 AB D5 mab11761 2U LG6
5.65 AB D5 mab12156 2U LG6
5.65 A D5 mab6238 2U LG6
5.65 A Cod mab74 2U LG6
10.48 S Cod mab1953 2U LG6
10.48 A Cod mab2332 2U LG6
12.51 S Cod mab2626 2U LG6
13.4 S Cod mab5095 2U LG6
13.4 A D4 mab18058 2U LG6
13.4 A D4 mab16698 2U LG6
13.4 A D4 mab26841 2U LG6
13.4 A Cod mab1111 2U LG6
13.4 A D4 mab26208 2U LG6
13.4 A D4 mab28097 2U LG6
13.4 A D4 mab21756 2U LG6
13.4 A D4 mab22078 2U LG6
13.4 A Cod mab5024 2U LG6
13.4 AB Cod mab11695 2U LG6
13.4 AB Cod mab7358 2U LG6
13.4 A Cod mab4366 2U LG6
13.4 A D4 mab19912 2U LG6
13.4 A D5 mab14506 2U LG6
13.4 A D5 mab14870 2U LG6
Kapcsoltsági 
csoport (LG)
13.4 A D4 mab20819 2U LG6
13.4 A D4 mab17884 2U LG6
13.4 A Cod mab2451 2U LG6
13.4 A D4 mab24991 2U LG6
13.4 A D4 mab25566 2U LG6
13.4 A Cod mab1879 2U LG6
13.4 A D4 mab17822 2U LG6
13.4 A D4 mab18451 2U LG6
13.4 A D4 mab23469 2U LG6
13.4 A D4 mab25111 2U LG6
13.4 A D4 mab25668 2U LG6
13.4 A D4 mab17330 2U LG6
13.4 A D4 mab26840 2U LG6
13.4 A D4 mab19201 2U LG6
13.4 A D5 mab8534 2U LG6
13.4 A D4 mab20967 2U LG6
17.99 S Cod mab2560 2U LG6
17.99 B D4 mab25405 2U LG6
17.99 B D4 mab24759 2U LG6
17.99 A D4 mab20973 2U LG6
17.99 A D4 mab24672 2U LG6
17.99 A D4 mab25540 2U LG6
17.99 A D4 mab23286 2U LG6
17.99 A Cod mab1413 2U LG6
17.99 A D4 mab23320 2U LG6
21.86 S Cod mab1298 2U LG6
21.86 B Cod mab5356 2U LG6
21.86 A D5 mab14894 2U LG6
22.75 S Cod mab4170 2U LG6
22.75 B D4 mab24423 2U LG6
22.75 B D4 mab22910 2U LG6
22.75 A Cod mab2544 2U LG6
22.75 A Cod mab2886 2U LG6
22.75 A D4 mab21096 2U LG6
22.75 A Cod mab2058 2U LG6
26.9 S Cod mab728 2U LG6
26.9 A D4 mab20344 2U LG6
26.9 A D4 mab26919 2U LG6
26.9 A Cod mab5614 2U LG6
26.9 A Cod mab908 2U LG6
26.9 A D4 mab18443 2U LG6
26.9 A Cod mab625 2U LG6
26.9 AB Cod mab14791 2U LG6
26.9 A Cod mab1819 2U LG6
26.9 AB Cod mab23439 2U LG6
26.9 AB Cod mab24274 2U LG6
26.9 AB Cod mab20041 2U LG6
26.9 AB Cod mab25870 2U LG6
26.9 AB Cod mab19902 2U LG6
26.9 AB Cod mab21312 2U LG6
26.9 AB Cod mab23211 2U LG6
26.9 A Cod mab1845 2U LG6
26.9 A D4 mab21967 2U LG6
26.9 A D5 mab14863 2U LG6
26.9 A D4 mab24570 2U LG6
26.9 A D4 mab19592 2U LG6
26.9 A D4 mab24528 2U LG6
26.9 A D4 mab17720 2U LG6
26.9 A D5 mab14157 2U LG6
26.9 A D4 mab23605 2U LG6
26.9 A Cod mab3582 2U LG6
26.9 A D5 mab10903 2U LG6
26.9 A D5 mab14634 2U LG6
26.9 A D5 mab15288 2U LG6
26.9 A D4 mab19888 2U LG6
26.9 A Cod mab2572 2U LG6
26.9 A D4 mab21471 2U LG6
26.9 A D4 mab19224 2U LG6
26.9 A Cod mab2508 2U LG6
26.9 A Cod mab1649 2U LG6
26.9 A Cod mab5047 2U LG6
26.9 A Cod mab1894 2U LG6
26.9 A D4 mab25880 2U LG6
26.9 A Cod mab2204 2U LG6
26.9 AB Cod mab22809 2U LG6
26.9 A D4 mab17528 2U LG6
26.9 A Cod mab2421 2U LG6
26.9 AB Cod mab9018 2U LG6
26.9 A D4 mab25223 2U LG6
26.9 A D4 mab25233 2U LG6
26.9 A D4 mab27515 2U LG6
30.59 S Cod mab1308 2U LG6
30.59 A Cod mab641 2U LG6
30.59 A Cod mab3176 2U LG6
30.59 A Cod mab529 2U LG6
30.59 AB Cod mab16390 2U LG6
30.59 AB Cod mab17791 2U LG6
31.49 S Cod mab4016 2U LG6
31.49 B Cod mab3686 2U LG6
31.49 B D5 mab9533 2U LG6
31.49 B D5 mab8722 2U LG6
31.49 B D4 mab23290 2U LG6
31.49 A D5 mab10783 2U LG6
31.49 A Cod mab3722 2U LG6
31.49 AB Cod mab17835 2U LG6
31.49 A D5 mab14736 2U LG6
33.09 S Cod mab4472 2U LG6
33.09 A D5 mab15453 2U LG6
38.71 S Cod mab4782 2U LG6
38.71 A D4 mab19271 2U LG6
38.71 A D4 mab27861 2U LG6
38.71 A D5 mab14120 2U LG6
38.71 A D4 mab24441 2U LG6
38.71 A D4 mab25492 2U LG6
38.71 A D4 mab24611 2U LG6
38.71 A D4 mab25193 2U LG6
38.71 A D4 mab25207 2U LG6
38.71 A D4 mab25709 2U LG6
38.71 A D4 mab17131 2U LG6
38.71 A D4 mab18019 2U LG6
49.7 S Cod mab4431 2U LG6
49.7 B D4 mab18203 2U LG6
49.7 A D4 mab17512 2U LG6
54.36 S Cod mab3267 2U LG6
54.36 A D4 mab27010 2U LG6
55.93 S Cod mab3271 2U LG6
55.93 A D4 mab23398 2U LG6
55.93 A D4 mab25647 2U LG6
55.93 A D4 mab21744 2U LG6
55.93 A D4 mab21725 2U LG6
55.93 A D4 mab21582 2U LG6
55.93 A D5 mab14254 2U LG6
55.93 AB D5 mab15612 2U LG6
55.93 AB D5 mab14368 2U LG6
55.93 AB D5 mab14252 2U LG6
55.93 A D5 mab15412 2U LG6
55.93 AB D5 mab14512 2U LG6
55.93 A Cod mab742 2U LG6
55.93 A D5 mab13692 2U LG6
55.93 A D4 mab25862 2U LG6
55.93 A D4 mab20741 2U LG6
55.93 A D4 mab26146 2U LG6
55.93 A Cod mab5642 2U LG6
55.93 AB Cod mab17130 2U LG6
55.93 AB Cod mab18213 2U LG6
55.93 AB Cod mab18499 2U LG6
55.93 A D4 mab22793 2U LG6
55.93 A D4 mab17537 2U LG6
55.93 A D4 mab22874 2U LG6
60.04 S Cod mab3684 2U LG6
60.04 A Cod mab5444 2U LG6
60.04 A D5 mab12489 2U LG6
60.04 AB D5 mab15347 2U LG6
60.04 A Cod mab5688 2U LG6
60.04 A D4 mab25903 2U LG6
61.38 S Cod mab4816 2U LG6
61.38 B Cod mab4573 2U LG6
61.38 B Cod mab5050 2U LG6
61.38 B Cod mab1970 2U LG6
62.05 S Cod mab1018 2U LG6
62.05 B D5 mab6078 2U LG6
63.85 S Cod mab2837-1 2U LG6
63.85 A Cod mab5012 2U LG6
64.97 S Cod mab2837 -2 2U LG6
64.97 A D4 mab27838 2U LG6
64.97 A Cod mab1237 2U LG6
64.97 A Cod mab4603 2U LG6
64.97 A D4 mab25102 2U LG6
64.97 A D4 mab19836 2U LG6
64.97 A D4 mab16703 2U LG6
64.97 A D4 mab26493 2U LG6
82.87 S Cod mab1444 2U LG6
82.87 B D5 mab14474 2U LG6
82.87 B D4 mab21216 2U LG6
82.87 A D5 mab11157 2U LG6
82.87 A D5 mab13919 2U LG6
82.87 A D5 mab11126 2U LG6
82.87 A D5 mab8736 2U LG6
82.87 A D5 mab6080 2U LG6
82.87 A Cod mab2839 2U LG6
89.09 S Cod mab2903 2U LG6
89.09 B D5 mab14594 2U LG6
89.09 B D5 mab6236 2U LG6
89.09 A D5 mab10455 2U LG6
92.03 S Cod mab926 2U LG6
92.03 B D5 mab14939 2U LG6
92.03 B D5 mab7869 2U LG6
92.03 B D4 mab26003 2U LG6
92.03 A D5 mab6777 2U LG6
92.03 A D4 mab22675 2U LG6
92.03 A D4 mab17025 2U LG6
92.03 A D4 mab16837 2U LG6
92.03 A D4 mab17292 2U LG6
92.03 A D4 mab28038 2U LG6
92.03 A D5 mab7819 2U LG6
103.8 S Cod mab2927 2U LG6
103.8 A D5 mab12640 2U LG6
103.8 A D5 mab9589 2U LG6
103.8 A Cod mab998 2U LG6
103.8 A D5 mab14623 2U LG6
103.8 A D5 mab7130 2U LG6
103.8 A D5 mab6727 2U LG6
111.98 S Cod mab3560 2U LG6
113.32 S Cod mab2073 2U LG6
113.32 A D4 mab27085 2U LG6
113.32 A D4 mab17917 2U LG6
113.32 A D5 mab14397 2U LG6
113.32 A D4 mab26199 2U LG6
113.32 A D5 mab10093 2U LG6
115.12 S Cod mab517 2U LG6
116.01 S Cod mab1421 2U LG6
116.01 A D4 mab23800 2U LG6
116.01 A D4 mab25330 2U LG6
116.01 A D4 mab18082 2U LG6
116.01 A D4 mab18488 2U LG6
116.01 A D4 mab22734 2U LG6
116.01 A D4 mab25085 2U LG6
118.72 S Cod mab811 2U LG6
118.72 A D4 mab22149 2U LG6
118.72 A Cod mab5093 2U LG6
118.72 A D5 mab14728 2U LG6
118.72 A D5 mab13329 2U LG6
118.72 A D5 mab7035 2U LG6
118.72 A D4 mab16842 2U LG6
118.72 A Cod mab1633 2U LG6
118.72 AB Cod mab8173 2U LG6
118.72 A D5 mab13657 2U LG6
118.72 A D4 mab25516 2U LG6
121.67 S Cod mab2891 2U LG6
121.67 B D5 mab13212 2U LG6
121.67 B D5 mab6208 2U LG6
121.67 B D5 mab12937 2U LG6
121.67 B D5 mab13560 2U LG6
121.67 A D4 mab19699 2U LG6
121.67 A D5 mab12152 2U LG6
121.67 AB D5 mab15730 2U LG6
121.67 A Cod mab658 2U LG6
121.67 AB Cod mab7186 2U LG6
121.67 A Cod mab4943 2U LG6
121.67 A D4 mab27540 2U LG6
121.67 A D5 mab10711 2U LG6
121.67 A Cod mab5527 2U LG6
121.67 A D5 mab6242 2U LG6
121.67 A D5 mab14402 2U LG6
121.67 A D5 mab12337 2U LG6
121.67 A D5 mab14816 2U LG6
121.67 A D5 mab10367 2U LG6
126.23 S Cod mab1376 2U LG6
126.23 A D4 mab25841 2U LG6
129.17 S Cod mab4205 2U LG6
129.17 A Cod mab3637 2U LG6
129.17 AB Cod mab28010 2U LG6
129.84 S Cod mab4110 2U LG6
129.84 B D5 mab7615 2U LG6
129.84 B D5 mab6231 2U LG6
129.84 A D4 mab23215 2U LG6
129.84 A D5 mab8046 2U LG6
129.84 A D5 mab13272 2U LG6
129.84 A D5 mab16012 2U LG6
129.84 A D4 mab23543 2U LG6
129.84 A D4 mab18468 2U LG6
129.84 A D5 mab14530 2U LG6
129.84 AB D5 mab6148 2U LG6
129.84 AB D5 mab13970 2U LG6
129.84 A Cod mab4626 2U LG6
131.41 S Cod mab5085 2U LG6
131.41 A D5 mab12396 2U LG6
131.41 A Cod mab113 2U LG6
131.41 A D4 mab16856 2U LG6
131.41 A D4 mab16850 2U LG6
131.41 A D4 mab21244 2U LG6
131.41 A D4 mab23033 2U LG6
131.41 A D5 mab8639 2U LG6
131.41 A D4 mab19354 2U LG6
131.41 A D4 mab18560 2U LG6
131.41 A D4 mab25155 2U LG6
131.41 A D4 mab18346 2U LG6
131.41 A D5 mab13930 2U LG6
131.41 A D4 mab28076 2U LG6
131.41 A Cod mab462 2U LG6
131.41 A Cod mab4195 2U LG6
131.41 A D4 mab27216 2U LG6
134.82 S Cod mab471 2U LG6
135.04 S Cod mab5689 2U LG6
138.67 S Cod mab111 2U LG6
141.39 S Cod mab5127 2U LG6
141.39 A D4 mab26557 2U LG6
141.39 A D5 mab14831 2U LG6
141.39 A D4 mab19076 2U LG6
141.39 A D4 mab25930 2U LG6
141.39 A Cod mab4830 2U LG6
141.39 A D4 mab16779 2U LG6
141.39 A D4 mab24898 2U LG6
141.39 A D4 mab21980 2U LG6
144.79 S Cod mab109 2U LG6
144.79 A D4 mab16776 2U LG6
150.08 S Cod mab4980 2U LG6
150.08 A Cod mab1654 2U LG6
150.08 AB Cod mab17714 2U LG6
150.08 AB Cod mab28057 2U LG6
150.08 AB Cod mab17929 2U LG6
150.08 A D5 mab14444 2U LG6
150.08 A Cod mab5181 2U LG6
150.08 A Cod mab2277 2U LG6
150.08 A D4 mab21472 2U LG6
150.08 A Cod mab764 2U LG6
150.08 A D4 mab21361 2U LG6
150.08 A Cod mab3647 2U LG6
150.08 A D4 mab21115 2U LG6
150.08 A Cod mab690 2U LG6
150.08 A D4 mab26073 2U LG6
150.08 A Cod mab2894 2U LG6
150.08 A D5 mab10438 2U LG6
150.08 A D4 mab25567 2U LG6
150.08 A D5 mab6995 2U LG6
150.08 AB D5 mab14799 2U LG6
150.08 AB D5 mab9989 2U LG6
150.08 AB D5 mab12941 2U LG6
150.08 A D5 mab6235 2U LG6
150.08 A D5 mab13211 2U LG6
150.08 A D5 mab11956 2U LG6
150.08 A Cod mab4564 2U LG6
154.65 S Cod mab3429 2U LG6
154.65 B D5 mab9907 2U LG6
154.65 B D5 mab12461 2U LG6
154.65 B D5 mab15477 2U LG6
155.54 S Cod mab1660 2U LG6
155.54 A D4 mab23241 2U LG6
155.54 A D4 mab25717 2U LG6
155.54 A D5 mab6241 2U LG6
160.59 S Cod mab5006 2U LG6
160.59 A D4 mab22204 2U LG6
160.59 A D4 mab26952 2U LG6
160.59 A D5 mab7056 2U LG6
160.59 A D5 mab6399 2U LG6
160.59 AB D5 mab10279 2U LG6
160.59 A D4 mab20379 2U LG6
160.59 A D4 mab27541 2U LG6
166.12 S Cod mab2546 2U LG6
166.12 B D4 mab19468 2U LG6
166.12 A D4 mab24641 2U LG6
166.12 A D4 mab19366 2U LG6
166.12 A D5 mab6154 2U LG6
166.12 A D4 mab24709 2U LG6
166.12 A Cod mab1144 2U LG6
166.12 A D4 mab26263 2U LG6
170.48 S Cod mab1229 2U LG6
172.05 S Cod mab4546 2U LG6
172.05 B D5 mab8624 2U LG6
172.05 A D4 mab19498 2U LG6
172.05 A D4 mab27072 2U LG6
174.76 S Cod mab5294 2U LG6
174.76 A Cod mab1361 2U LG6
174.76 A Cod mab1767 2U LG6
174.76 A D4 mab16873 2U LG6
174.76 A Cod mab3965 2U LG6
174.76 AB Cod mab25635 2U LG6
174.76 AB Cod mab27690 2U LG6
174.76 A D4 mab25137 2U LG6
177.24 S Cod mab1774 2U LG6
177.24 A Cod mab628 2U LG6
177.24 A Cod mab3454 2U LG6
177.24 A D4 mab25338 2U LG6
177.24 A D4 mab18553 2U LG6
177.24 A Cod mab4450 2U LG6
177.24 A D5 mab9091 2U LG6
177.24 A D4 mab20734 2U LG6
177.24 A D5 mab13005 2U LG6
177.24 A Cod mab968 2U LG6
177.24 AB Cod mab11517 2U LG6
177.24 A Cod mab3720 2U LG6
177.24 A D4 mab26074 2U LG6
177.24 A Cod mab5663 2U LG6
177.24 A Cod mab1274 2U LG6
177.24 A D5 mab14229 2U LG6
177.24 A D4 mab24237 2U LG6
177.24 A D5 mab15579 2U LG6
177.24 A D5 mab11560 2U LG6
191.27 S Cod mab2314 2U LG6
191.27 A D4 mab25803 2U LG6
191.27 A D5 mab14259 2U LG6
191.27 A D5 mab14431 2U LG6
191.27 A D5 mab13220 2U LG6
191.27 AB D5 mab10853 2U LG6
191.27 A D5 mab7472 2U LG6
192.39 S Cod mab5643 2U LG6
193.97 S Cod mab2413 2U LG6
193.97 B D5 mab8520 2U LG6
193.97 A D4 mab25927 2U LG6
193.97 A D5 mab15855 2U LG6
193.97 A D4 mab18606 2U LG6
193.97 A D4 mab16689 2U LG6
193.97 A Cod mab5126 2U LG6
193.97 AB Cod mab10716 2U LG6
193.97 A D4 mab22688 2U LG6
193.97 A D4 mab23498 2U LG6
193.97 A D5 mab9401 2U LG6
193.97 AB D5 mab14911 2U LG6
193.97 AB D5 mab13540 2U LG6
193.97 AB D5 mab9553 2U LG6
193.97 A Cod mab1631 2U LG6
193.97 A D5 mab13426 2U LG6
193.97 A D5 mab13660 2U LG6
193.97 A D4 mab19580 2U LG6
197.62 S Cod mab713 2U LG6
197.62 B D4 mab25605 2U LG6
197.62 B D4 mab28126 2U LG6
197.62 B D5 mab8350 2U LG6
197.62 B D4 mab18649 2U LG6
197.62 B D4 mab25452 2U LG6
197.62 B D4 mab19506 2U LG6
197.62 B D4 mab25431 2U LG6
197.62 B D4 mab25402 2U LG6
197.62 B D4 mab16750 2U LG6
197.62 B D4 mab18132 2U LG6
197.62 B D4 mab26955 2U LG6
197.62 A Cod mab2852 2U LG6
197.62 AB Cod mab1449 2U LG6
197.62 AB Cod mab8678 2U LG6
197.62 AB Cod mab7194 2U LG6
197.62 AB Cod mab6193 2U LG6
197.62 AB Cod mab6124 2U LG6
197.62 AB Cod mab15980 2U LG6
198.51 S Cod mab1584 2U LG6
198.51 B D5 mab14060 2U LG6
198.51 A D4 mab26120 2U LG6
198.51 A D4 mab26611 2U LG6
198.51 A D4 mab25723 2U LG6
200.78 S Cod mab2851 2U LG6
200.78 B D4 mab24735 2U LG6
200.78 B D4 mab16747 2U LG6
200.78 B D5 mab11837 2U LG6
200.78 A D5 mab6123 2U LG6
200.78 A Cod mab5223 2U LG6
200.78 A Cod mab69 2U LG6
200.78 A D5 mab6122 2U LG6
202.59 S Cod mab3378 2U LG6
202.59 B D4 mab18434 2U LG6
202.59 B D4 mab26730 2U LG6
202.59 B D4 mab17848 2U LG6
202.59 B D4 mab17721 2U LG6
202.59 A D5 mab11463 2U LG6
202.59 A D5 mab7680 2U LG6
202.59 A D5 mab14965 2U LG6
202.59 A D4 mab18471 2U LG6
202.59 A Cod mab1146 2U LG6
202.59 A D5 mab14854 2U LG6
202.59 AB D5 mab6117 2U LG6
202.59 A D4 mab26502 2U LG6
202.59 A Cod mab2444 2U LG6
206.24 S Cod mab747 2U LG6
206.24 B D5 mab7717 2U LG6
206.24 B D4 mab27377 2U LG6
206.24 A Cod mab1658 2U LG6
206.24 A Cod mab4050 2U LG6
207.59 S Cod mab1185 2U LG6
207.59 B D4 mab27149 2U LG6
207.59 B D4 mab22019 2U LG6
207.59 B D4 mab27113 2U LG6
207.59 A D4 mab23154 2U LG6
207.59 A D4 mab26365 2U LG6
210.54 S Cod mab1934 2U LG6
210.54 A D4 mab16823 2U LG6
210.54 A D4 mab18949 2U LG6
210.54 A D4 mab27436 2U LG6
210.54 A D4 mab28022 2U LG6
210.98 S Cod mab4953 2U LG6
210.98 B Cod mab954 2U LG6
210.98 B Cod mab1773 2U LG6
210.98 B D4 mab27793 2U LG6
210.98 B D4 mab26929 2U LG6
210.98 B D4 mab25508 2U LG6
210.98 B D4 mab23807 2U LG6
210.98 B D4 mab25415 2U LG6
210.98 A D5 mab8028 2U LG6
210.98 AB D5 mab15510 2U LG6
210.98 AB D5 mab14228 2U LG6
210.98 AB D5 mab11963 2U LG6
210.98 AB D5 mab14407 2U LG6
210.98 AB D5 mab15379 2U LG6
210.98 AB D5 mab6191 2U LG6
210.98 AB D5 mab15384 2U LG6
210.98 AB D5 mab8570 2U LG6
210.98 AB D5 mab12294 2U LG6
210.98 AB D5 mab12403 2U LG6
210.98 AB D5 mab9318 2U LG6
210.98 AB D5 mab7420 2U LG6
211.42 S Cod mab1750 2U LG6
211.42 A D5 mab15386 2U LG6
211.42 A D4 mab25741 2U LG6
211.42 A D4 mab23253 2U LG6
211.42 A D5 mab9572 2U LG6
211.42 A Cod mab5226 2U LG6
211.42 A D5 mab12050 2U LG6
211.42 AB D5 mab14377 2U LG6
211.42 A D4 mab26260 2U LG6
211.42 A Cod mab1986 2U LG6
211.42 A D4 mab18071 2U LG6
211.42 A Cod mab5619 2U LG6
211.42 A Cod mab4027 2U LG6
211.42 A D4 mab20624 2U LG6
211.42 A D4 mab17258 2U LG6
211.42 A D4 mab19541 2U LG6
211.42 A D5 mab10747 2U LG6
211.42 A D4 mab27169 2U LG6
211.42 A D4 mab26279 2U LG6
211.42 A D4 mab20997 2U LG6
211.42 A Cod mab3757 2U LG6
211.42 A D5 mab14808 2U LG6
211.42 A D4 mab23362 2U LG6
211.42 A D5 mab15390 2U LG6
211.42 A D5 mab7411 2U LG6
211.42 A Cod mab2617 2U LG6
211.42 A Cod mab1801 2U LG6
211.42 A D4 mab22108 2U LG6
215.76 S Cod mab4191 2U LG6
215.76 B D4 mab21332 2U LG6
215.76 B D4 mab20454 2U LG6
215.76 B D4 mab21454 2U LG6
215.76 A D4 mab25754 2U LG6
215.76 A Cod mab2026 2U LG6
215.76 A D5 mab10052 2U LG6
215.76 AB D5 mab11700 2U LG6
215.76 A Cod mab2850 2U LG6
215.76 A D5 mab10597 2U LG6
215.76 AB D5 mab14943 2U LG6
215.76 AB D5 mab11721 2U LG6
215.76 AB D5 mab8330 2U LG6
216.88 S Cod mab3756 2U LG6
216.88 B D4 mab17529 2U LG6
216.88 B D4 mab17738 2U LG6
216.88 A Cod mab4753 2U LG6
218.94 S Cod mab4250 2U LG6
218.94 A D4 mab23837 2U LG6
218.94 A D4 mab27463 2U LG6
218.94 A D5 mab15808 2U LG6
218.94 AB D5 mab8450 2U LG6
218.94 A D5 mab6189 2U LG6
218.94 A D4 mab25551 2U LG6
218.94 A Cod mab44 2U LG6
218.94 A D4 mab25092 2U LG6
218.94 A D4 mab18506 2U LG6
218.94 A D5 mab9294 2U LG6
218.94 A D4 mab22997 2U LG6
218.94 A D5 mab11155 2U LG6
218.94 A D4 mab18569 2U LG6
218.94 A D4 mab17921 2U LG6
218.94 A D4 mab16680 2U LG6
218.94 A D4 mab16821 2U LG6













































































































































































































































































































































































































































































































































































































0 S Cod mab1941 3M LG4
0 A D4 mab21908 3M LG4
0 A D4 mab19767 3M LG4
0 A D4 mab19030 3M LG4
0 A Cod mab4265 3M LG4
1.34 B D5 mab6257 3M LG4
1.34 S Cod mab1535 3M LG4
1.34 A Cod mab128 3M LG4
1.34 A D5 mab10549 3M LG4
2.92 B D5 mab16396 3M LG4
2.92 B D5 mab16045 3M LG4
2.92 B D5 mab6303 3M LG4
2.92 S Cod mab2909 3M LG4
2.92 A D4 mab23758 3M LG4
2.92 A D4 mab16943 3M LG4
4.28 S Cod mab1231 3M LG4
5.17 B D4 mab18049 3M LG4
5.17 S Cod mab784 3M LG4
7.22 B D4 mab19285 3M LG4
7.22 S Cod mab3493 3M LG4
7.22 A Cod mab4460 3M LG4
7.22 A D4 mab24487 3M LG4
7.22 A D5 mab11266 3M LG4
7.22 A D5 mab16124 3M LG4
7.22 AB D5 mab9732 3M LG4
7.22 A D5 mab9266 3M LG4
7.22 A D4 mab25203 3M LG4
17.04 S Cod mab1709 3M LG4
17.04 A D4 mab23364 3M LG4
17.04 A D4 mab19080 3M LG4
17.04 A D5 mab7931 3M LG4
17.04 A Cod mab3873 3M LG4
17.04 A D5 mab11261 3M LG4
17.04 A D4 mab20383 3M LG4
17.04 A D4 mab20358 3M LG4
17.04 A D4 mab24650 3M LG4
17.04 A Cod mab5469 3M LG4
17.04 A Cod mab4317 3M LG4
19.32 B D5 mab9476 3M LG4
19.32 B D5 mab7333 3M LG4
19.32 S Cod mab1334 3M LG4
19.77 B D4 mab26354 3M LG4
19.77 B D5 mab10488 3M LG4
19.77 B D5 mab10484 3M LG4
Kapcsoltsági 
csoport (LG)
19.77 B D5 mab7121 3M LG4
19.77 B D4 mab16947 3M LG4
19.77 S Cod mab2926 3M LG4
19.77 A D5 mab12861 3M LG4
21.37 S Cod mab5274 3M LG4
21.37 A D4 mab21267 3M LG4
21.37 A D4 mab21678 3M LG4
21.37 A D4 mab21134 3M LG4
25.8 S Cod mab711 3M LG4
26.47 B D5 mab8679 3M LG4
26.47 B D5 mab8767 3M LG4
26.47 S Cod mab1320 3M LG4
26.69 B D5 mab11422 3M LG4
26.69 S Cod mab4347 3M LG4
26.69 A D4 mab22900 3M LG4
26.69 A D4 mab23805 3M LG4
26.69 A D5 mab12695 3M LG4
26.69 A D4 mab18528 3M LG4
26.69 AB D5 mab6950 3M LG4
26.69 A D5 mab8787 3M LG4
26.69 A D5 mab9638 3M LG4
29.18 B D5 mab12862 3M LG4
29.18 S Cod mab3650 3M LG4
29.18 A D5 mab8367 3M LG4
29.18 A D4 mab18636 3M LG4
32.35 S Cod mab4444 3M LG4
32.35 A D4 mab19307 3M LG4
32.35 A D4 mab17842 3M LG4
32.35 A D4 mab17843 3M LG4
32.35 A D4 mab19272 3M LG4
32.35 A D5 mab8073 3M LG4
32.35 A D5 mab8152 3M LG4
32.35 A D4 mab20094 3M LG4
32.35 A D4 mab18957 3M LG4
32.35 A D4 mab25023 3M LG4
32.35 A Cod mab130 3M LG4
32.35 A D4 mab18752 3M LG4
32.35 A D4 mab19932 3M LG4
32.35 A D4 mab20938 3M LG4
32.35 A D4 mab20999 3M LG4
32.35 A D5 mab6309 3M LG4
32.35 A D5 mab15310 3M LG4
32.35 A D4 mab24619 3M LG4
32.35 A D4 mab24384 3M LG4
32.35 A D4 mab24537 3M LG4
32.35 A D4 mab23117 3M LG4
35.52 S Cod mab4117 3M LG4
35.52 A Cod mab5693 3M LG4
35.52 AB Cod mab24374 3M LG4
35.52 AB Cod mab4061 3M LG4
35.52 A Cod mab4762 3M LG4
35.52 A D4 mab23486 3M LG4
35.52 A D4 mab23550 3M LG4
35.52 A Cod mab3078 3M LG4
35.52 A D4 mab24496 3M LG4
35.52 A D4 mab20189 3M LG4
35.52 A D4 mab22926 3M LG4
35.52 A D4 mab24678 3M LG4
35.52 A D4 mab20359 3M LG4
38.24 B D5 mab6963 3M LG4
38.24 B D5 mab15608 3M LG4
38.24 B D5 mab7862 3M LG4
38.24 S Cod mab3386 3M LG4
38.24 A D4 mab23026 3M LG4
38.24 AB D5 mab6265 3M LG4
38.24 AB D5 mab6308 3M LG4
38.24 AB D5 mab6310 3M LG4
38.24 A D5 mab15678 3M LG4
38.24 A D5 mab6312 3M LG4
38.24 A D5 mab6315 3M LG4
38.24 AB D5 mab7829 3M LG4
38.24 A D5 mab6379 3M LG4
38.24 A D5 mab6800 3M LG4
38.24 A D5 mab11357 3M LG4
39.81 S Cod mab171 3M LG4
41.15 B D4 mab17952 3M LG4
41.15 B D4 mab18558 3M LG4
41.15 B D4 mab17034 3M LG4
41.15 B D4 mab27850 3M LG4
41.15 B D4 mab22684 3M LG4
41.15 S Cod mab2038 3M LG4
41.15 A D4 mab16957 3M LG4
41.15 A D4 mab27349 3M LG4
41.15 A D4 mab16956 3M LG4
41.15 A D4 mab18513 3M LG4
41.15 A D4 mab21058 3M LG4
41.15 A Cod mab3391 3M LG4
41.15 A D4 mab20468 3M LG4
41.15 A Cod mab3969 3M LG4
43.18 B D4 mab17947 3M LG4
43.18 S Cod mab145 3M LG4
43.18 A D5 mab8460 3M LG4
43.18 A D5 mab12836 3M LG4
43.18 A D4 mab27470 3M LG4
43.18 A D5 mab6317 3M LG4
43.18 A D5 mab11196 3M LG4
43.18 A D4 mab27119 3M LG4
43.18 A D4 mab16963 3M LG4
43.18 A D4 mab18536 3M LG4
43.18 A Cod mab3585 3M LG4
43.18 A D4 mab21280 3M LG4
43.18 A D4 mab21291 3M LG4
43.18 AB D5 mab7586 3M LG4
43.18 AB D5 mab7185 3M LG4
43.18 AB D5 mab7144 3M LG4
43.18 AB D5 mab15071 3M LG4
43.18 AB D5 mab15001 3M LG4
43.18 AB D5 mab11227 3M LG4
43.18 AB D5 mab12775 3M LG4
43.18 AB D5 mab6318 3M LG4
43.18 AB D5 mab12797 3M LG4
43.18 AB D5 mab15206 3M LG4
43.18 AB D5 mab10502 3M LG4
43.18 AB D5 mab15614 3M LG4
43.18 AB D5 mab7131 3M LG4
43.18 AB D5 mab11376 3M LG4
43.18 AB D5 mab6320 3M LG4
43.18 AB D5 mab16300 3M LG4
43.18 A D5 mab15028 3M LG4
43.18 A D4 mab19837 3M LG4
43.18 A Cod mab5232 3M LG4
43.18 A Cod mab3483 3M LG4
43.18 A D4 mab22846 3M LG4
43.18 A D4 mab23825 3M LG4
43.18 A D5 mab11300 3M LG4
43.18 A Cod mab1374 3M LG4
43.18 A D4 mab23632 3M LG4
45.66 B D4 mab17035 3M LG4
45.66 B D4 mab21874 3M LG4
45.66 B D4 mab17036 3M LG4
45.66 B D4 mab24848 3M LG4
45.66 B D4 mab24514 3M LG4
45.66 B D4 mab28109 3M LG4
45.66 B D4 mab23144 3M LG4
45.66 B D4 mab25490 3M LG4
45.66 B D4 mab17926 3M LG4
45.66 B D4 mab18103 3M LG4
45.66 S Cod mab3489 3M LG4
45.66 A D5 mab12752 3M LG4
45.66 A D5 mab9601 3M LG4
45.66 A D4 mab25610 3M LG4
45.66 A D4 mab21805 3M LG4
45.66 A D5 mab7261 3M LG4
47 B D4 mab27678 3M LG4
47 S Cod mab3773 3M LG4
47 A D5 mab12669 3M LG4
47 A D5 mab11191 3M LG4
47 A D5 mab10475 3M LG4
47 A D5 mab7226 3M LG4
47 A Cod mab1023 3M LG4
47 AB D5 mab7419 3M LG4
47 A D5 mab15102 3M LG4
48.57 B D5 mab6898 3M LG4
48.57 S Cod mab2504 3M LG4
48.57 A Cod mab5295 3M LG4
48.57 A Cod mab4798 3M LG4
48.57 A Cod mab497 3M LG4
48.57 A Cod mab413 3M LG4
49.91 S Cod mab1115 3M LG4
49.91 A D4 mab21670 3M LG4
49.91 A D4 mab21911 3M LG4
49.91 A D4 mab19757 3M LG4
49.91 A D4 mab21377 3M LG4
49.91 A D4 mab26717 3M LG4
49.91 A D4 mab18180 3M LG4
49.91 A D4 mab24983 3M LG4
49.91 A D4 mab20334 3M LG4
49.91 A D4 mab19574 3M LG4
49.91 A D4 mab22124 3M LG4
49.91 A D4 mab22139 3M LG4
49.91 A D4 mab24219 3M LG4
50.13 B D5 mab7697 3M LG4
50.13 B D5 mab15991 3M LG4
50.13 B Cod mab4440 3M LG4
50.13 S Cod mab605 3M LG4
50.13 A D4 mab19362 3M LG4
50.13 AB Cod mab8586 3M LG4
50.13 A Cod mab1929 3M LG4
50.13 A Cod mab2443 3M LG4
50.13 A D5 mab15888 3M LG4
50.13 A Cod mab4159 3M LG4
50.13 A D5 mab7595 3M LG4
50.13 A Cod mab173 3M LG4
50.13 A Cod mab1689 3M LG4
50.13 A D4 mab23750 3M LG4
50.13 A D5 mab15536 3M LG4
50.13 A Cod mab5216 3M LG4
50.13 A D4 mab22890 3M LG4
50.13 AB D5 mab8265 3M LG4
50.13 AB D5 mab9709 3M LG4
50.13 A D5 mab6901 3M LG4
50.13 A D5 mab6956 3M LG4
50.13 A D4 mab23382 3M LG4
50.13 A Cod mab2304 3M LG4
50.13 A D4 mab19049 3M LG4
50.13 A D5 mab16149 3M LG4
50.13 A Cod mab5106 3M LG4
50.13 A Cod mab1221 3M LG4
50.13 A D4 mab20348 3M LG4
50.13 A D4 mab23397 3M LG4
50.13 A D4 mab26916 3M LG4
50.13 A D4 mab23458 3M LG4
50.13 A D5 mab6382 3M LG4
50.13 A Cod mab5170 3M LG4
50.13 AB D5 mab10469 3M LG4
50.13 AB D5 mab11426 3M LG4
50.13 AB D5 mab8807 3M LG4
50.13 AB D5 mab8027 3M LG4
50.13 AB D5 mab8334 3M LG4
50.13 AB D5 mab12689 3M LG4
50.13 AB D5 mab6385 3M LG4
50.13 AB D5 mab10511 3M LG4
50.13 A D5 mab12859 3M LG4
50.13 A D5 mab12896 3M LG4
50.13 A D4 mab19790 3M LG4
50.13 A D5 mab12925 3M LG4
50.13 A D5 mab9702 3M LG4
50.13 AB D5 mab11273 3M LG4
50.13 AB D5 mab11393 3M LG4
50.13 AB D5 mab9641 3M LG4
50.13 AB D5 mab12791 3M LG4
50.13 AB D5 mab11436 3M LG4
50.13 AB D5 mab11258 3M LG4
50.13 AB D5 mab11210 3M LG4
50.13 AB D5 mab9596 3M LG4
50.13 AB D5 mab7044 3M LG4
50.13 AB D5 mab11366 3M LG4
50.13 AB D5 mab9269 3M LG4
50.13 AB D5 mab7895 3M LG4
50.13 AB D5 mab9698 3M LG4
50.13 AB D5 mab16367 3M LG4
50.13 AB D5 mab14921 3M LG4
50.13 A D5 mab7043 3M LG4
50.13 A D5 mab7449 3M LG4
50.13 A Cod mab819 3M LG4
50.13 A Cod mab5439 3M LG4
50.13 A Cod mab2913 3M LG4
50.13 A D5 mab6323 3M LG4
50.13 AB D5 mab12725 3M LG4
50.13 AB D5 mab12878 3M LG4
50.13 A D5 mab12838 3M LG4
50.13 A D5 mab12668 3M LG4
50.13 A Cod mab5455 3M LG4
50.13 A D5 mab11296 3M LG4
50.13 A D4 mab24871 3M LG4
50.13 A Cod mab4879 3M LG4
50.13 A D5 mab11291 3M LG4
50.13 A D4 mab19512 3M LG4
50.13 A Cod mab4475 3M LG4
50.13 A D4 mab19452 3M LG4
50.13 A Cod mab4234 3M LG4
50.13 A D4 mab21435 3M LG4
50.13 A D4 mab18465 3M LG4
50.13 A D4 mab16902 3M LG4
50.13 A D5 mab11264 3M LG4
50.13 A D4 mab19292 3M LG4
50.13 A D4 mab24639 3M LG4
50.13 A D4 mab27293 3M LG4
50.13 A Cod mab4891 3M LG4
50.13 AB Cod mab23271 3M LG4
50.13 AB Cod mab23651 3M LG4
50.13 AB Cod mab19820 3M LG4
50.13 AB Cod mab7201 3M LG4
50.13 A Cod mab4503 3M LG4
50.13 A D4 mab27665 3M LG4
50.13 A Cod mab1335 3M LG4
52.61 B D4 mab24878 3M LG4
52.61 B D4 mab17042 3M LG4
52.61 B D4 mab23544 3M LG4
52.61 B D4 mab22057 3M LG4
52.61 B D4 mab27865 3M LG4
52.61 B D4 mab27451 3M LG4
52.61 B D4 mab21698 3M LG4
52.61 B Cod mab148 3M LG4
52.61 B D4 mab27805 3M LG4
52.61 B D4 mab18194 3M LG4
52.61 B D4 mab18846 3M LG4
52.61 B D4 mab27910 3M LG4
52.61 B D4 mab18066 3M LG4
52.61 B D4 mab19818 3M LG4
52.61 B D4 mab23769 3M LG4
52.61 B D4 mab23193 3M LG4
52.61 B D4 mab20406 3M LG4
52.61 S Cod mab2953 3M LG4
52.61 A D4 mab19089 3M LG4
52.61 A D4 mab27206 3M LG4
52.61 A D4 mab23016 3M LG4
52.61 A D4 mab21371 3M LG4
52.61 A D4 mab17896 3M LG4
52.61 A D4 mab16971 3M LG4
53.05 B D5 mab8252 3M LG4
53.05 B Cod mab3305 3M LG4
53.05 S Cod mab4351 3M LG4
53.05 A D4 mab18658 3M LG4
53.05 A D4 mab18874 3M LG4
53.05 AB Cod mab7559 3M LG4
53.05 A Cod mab3430 3M LG4
53.05 A D4 mab18617 3M LG4
53.05 A Cod mab2801 3M LG4
53.05 A D4 mab18546 3M LG4
53.05 A Cod mab2914 3M LG4
53.05 A D4 mab18464 3M LG4
53.05 AB Cod mab3469 3M LG4
53.05 AB Cod mab4158 3M LG4
53.05 AB Cod mab1138 3M LG4
53.05 AB Cod mab4771 3M LG4
53.05 AB Cod mab5100 3M LG4
53.05 AB Cod mab5610 3M LG4
53.05 AB Cod mab2057 3M LG4
53.05 AB Cod mab3689 3M LG4
53.05 AB Cod mab5102 3M LG4
53.05 AB Cod mab1777 3M LG4
53.05 A Cod mab2796 3M LG4
53.05 A D4 mab19011 3M LG4
53.05 A D4 mab18785 3M LG4
53.05 A D4 mab19056 3M LG4
53.05 A D4 mab19074 3M LG4
53.05 A D4 mab18797 3M LG4
53.05 A D4 mab18703 3M LG4
53.05 A D4 mab19162 3M LG4
53.05 AB Cod mab20069 3M LG4
53.05 A Cod mab2779 3M LG4
53.05 AB Cod mab3639 3M LG4
53.05 AB Cod mab4770 3M LG4
53.05 AB Cod mab459 3M LG4
53.05 AB Cod mab3260 3M LG4
53.05 AB Cod mab1846 3M LG4
53.05 AB Cod mab3731 3M LG4
53.05 AB Cod mab4188 3M LG4
53.05 AB Cod mab3766 3M LG4
53.05 AB Cod mab3691 3M LG4
53.05 AB Cod mab4133 3M LG4
53.05 AB Cod mab1674 3M LG4
53.05 AB Cod mab4321 3M LG4
53.05 AB Cod mab3835 3M LG4
53.05 AB Cod mab4825 3M LG4
53.05 AB Cod mab1414 3M LG4
53.05 AB Cod mab3213 3M LG4
53.05 AB Cod mab4708 3M LG4
53.05 AB Cod mab2770 3M LG4
53.05 AB Cod mab712 3M LG4
53.05 A Cod mab2777 3M LG4
53.05 AB Cod mab2759 3M LG4
53.05 AB Cod mab4017 3M LG4
53.05 AB Cod mab3908 3M LG4
53.05 AB Cod mab3127 3M LG4
53.05 AB Cod mab3425 3M LG4
53.05 AB Cod mab554 3M LG4
53.05 A Cod mab2775 3M LG4
53.05 A D4 mab18422 3M LG4
53.05 A Cod mab1611 3M LG4
53.05 A D4 mab25333 3M LG4
53.05 A D4 mab17449 3M LG4
53.05 A D4 mab21843 3M LG4
53.05 A D4 mab17627 3M LG4
53.05 A Cod mab5329 3M LG4
53.05 AB Cod mab7062 3M LG4
53.05 A Cod mab1772 3M LG4
53.05 A D4 mab18367 3M LG4
53.05 A D4 mab16540 3M LG4
53.05 A D4 mab18751 3M LG4
53.05 A D4 mab26522 3M LG4
53.05 A D4 mab19327 3M LG4
53.05 AB Cod mab22055 3M LG4
53.05 AB Cod mab18936 3M LG4
53.05 AB Cod mab19874 3M LG4
53.05 A Cod mab1509 3M LG4
53.05 A Cod mab1526 3M LG4
53.05 A D4 mab21782 3M LG4
53.05 AB Cod mab8768 3M LG4
53.05 A Cod mab5490 3M LG4
53.05 A D4 mab23701 3M LG4
53.05 A Cod mab5245 3M LG4
53.05 A Cod mab2583 3M LG4
53.05 A D4 mab17836 3M LG4
53.05 A D4 mab18166 3M LG4
53.05 A D4 mab16543 3M LG4
53.05 A D4 mab16626 3M LG4
53.05 A D4 mab16545 3M LG4
53.05 A D4 mab18243 3M LG4
53.05 A D4 mab18296 3M LG4
53.05 A D4 mab18412 3M LG4
53.05 A D4 mab17015 3M LG4
53.05 A Cod mab4896 3M LG4
53.05 A Cod mab5142 3M LG4
53.05 A D4 mab19258 3M LG4
53.05 A D4 mab19478 3M LG4
53.05 A D4 mab16633 3M LG4
53.05 AB D5 mab15533 3M LG4
53.05 AB D5 mab10019 3M LG4
53.05 AB D5 mab7393 3M LG4
53.05 AB D5 mab12071 3M LG4
53.05 AB D5 mab8120 3M LG4
53.05 AB D5 mab10851 3M LG4
53.05 AB D5 mab7068 3M LG4
53.05 AB D5 mab15717 3M LG4
53.05 AB D5 mab13202 3M LG4
53.05 AB D5 mab8182 3M LG4
53.05 AB D5 mab10598 3M LG4
53.05 AB D5 mab10242 3M LG4
53.05 AB D5 mab9789 3M LG4
53.05 AB D5 mab9093 3M LG4
53.05 AB D5 mab8335 3M LG4
53.05 AB D5 mab9202 3M LG4
53.05 AB D5 mab9052 3M LG4
53.05 AB D5 mab15154 3M LG4
53.05 AB D5 mab10098 3M LG4
53.05 AB D5 mab6226 3M LG4
53.05 A D5 mab10422 3M LG4
53.05 A D4 mab19707 3M LG4
53.05 A D4 mab20228 3M LG4
53.05 A D4 mab20325 3M LG4
53.05 A D4 mab17480 3M LG4
53.05 A D4 mab17663 3M LG4
53.05 A D4 mab17704 3M LG4
53.05 A D4 mab17708 3M LG4
53.05 A D4 mab17712 3M LG4
53.05 A D4 mab16529 3M LG4
53.05 A D4 mab23223 3M LG4
53.05 A D4 mab21859 3M LG4
53.05 A D4 mab19396 3M LG4
53.05 A D4 mab26948 3M LG4
53.05 A D4 mab26893 3M LG4
53.05 A D4 mab26703 3M LG4
53.05 A D4 mab26687 3M LG4
53.05 A D4 mab22157 3M LG4
53.05 A D4 mab22644 3M LG4
53.05 A D4 mab22823 3M LG4
53.05 A D4 mab26476 3M LG4
53.05 A D4 mab25984 3M LG4
53.05 A D4 mab25953 3M LG4
53.05 A D4 mab25586 3M LG4
53.05 A D4 mab25262 3M LG4
53.05 A D4 mab25121 3M LG4
53.05 A D4 mab25071 3M LG4
53.05 A D4 mab25024 3M LG4
53.05 A D4 mab19499 3M LG4
53.05 A D4 mab27479 3M LG4
53.05 A D4 mab27386 3M LG4
53.05 A D4 mab27257 3M LG4
53.05 A D4 mab27235 3M LG4
53.05 A D4 mab27155 3M LG4
53.05 A D4 mab20822 3M LG4
53.05 A D4 mab16560 3M LG4
53.05 A D4 mab16559 3M LG4
53.05 A D4 mab21165 3M LG4
53.05 A D4 mab21220 3M LG4
53.05 A D4 mab23644 3M LG4
53.05 A D4 mab23729 3M LG4
53.05 A D4 mab24664 3M LG4
53.05 A D4 mab26996 3M LG4
53.05 A D4 mab24582 3M LG4
53.05 A D4 mab24576 3M LG4
53.05 A D4 mab24566 3M LG4
53.05 A D4 mab27247 3M LG4
53.05 A D4 mab24553 3M LG4
53.05 A D4 mab16555 3M LG4
53.05 A D4 mab27578 3M LG4
53.05 A D4 mab24485 3M LG4
53.05 A D4 mab24459 3M LG4
53.05 A D4 mab24445 3M LG4
53.05 A D4 mab26431 3M LG4
53.05 A D4 mab16556 3M LG4
53.05 A D4 mab24687 3M LG4
53.05 A D4 mab24972 3M LG4
53.05 A D4 mab24970 3M LG4
53.05 A D4 mab16527 3M LG4
53.05 A D4 mab23816 3M LG4
53.05 A D4 mab24947 3M LG4
53.05 A D4 mab23845 3M LG4
53.05 A D4 mab24314 3M LG4
53.05 A D4 mab24416 3M LG4
53.05 A D4 mab24896 3M LG4
53.05 A D4 mab24608 3M LG4
53.05 A D4 mab24618 3M LG4
53.05 A D4 mab24857 3M LG4
53.05 A D4 mab24811 3M LG4
53.05 A D4 mab24778 3M LG4
53.05 A D4 mab27555 3M LG4
53.05 A D4 mab21365 3M LG4
53.05 A D4 mab26825 3M LG4
53.05 A D4 mab21988 3M LG4
53.05 A D4 mab20910 3M LG4
53.05 A D4 mab20416 3M LG4
53.05 A D4 mab18345 3M LG4
53.05 A D4 mab18314 3M LG4
53.05 A D4 mab18998 3M LG4
53.05 A D4 mab18065 3M LG4
53.05 A D4 mab16627 3M LG4
53.05 A D4 mab20776 3M LG4
53.05 A D4 mab25057 3M LG4
53.05 A D4 mab24908 3M LG4
53.05 A D4 mab23433 3M LG4
53.05 A D4 mab28125 3M LG4
53.05 A D4 mab27946 3M LG4
53.05 A D4 mab21929 3M LG4
53.05 A D4 mab21754 3M LG4
53.05 A D4 mab24484 3M LG4
53.05 A D4 mab20981 3M LG4
53.05 A D4 mab20761 3M LG4
53.05 A D4 mab25000 3M LG4
53.05 A D4 mab25018 3M LG4
53.05 A D4 mab20059 3M LG4
53.05 A D4 mab28135 3M LG4
53.05 A D4 mab20007 3M LG4
53.05 A D4 mab18971 3M LG4
53.05 A D4 mab18953 3M LG4
53.05 A D4 mab18498 3M LG4
53.05 A D4 mab18327 3M LG4
53.05 A D4 mab16973 3M LG4
53.05 A D4 mab22022 3M LG4
53.05 A D4 mab20476 3M LG4
53.05 A D4 mab27695 3M LG4
53.05 A D4 mab19970 3M LG4
53.05 A D4 mab17114 3M LG4
53.05 A D4 mab21062 3M LG4
53.05 A D4 mab17713 3M LG4
53.05 A D4 mab20821 3M LG4
53.05 A D4 mab26958 3M LG4
53.05 A D4 mab17949 3M LG4
53.05 A D4 mab18021 3M LG4
53.05 A D4 mab28034 3M LG4
53.05 A D4 mab18472 3M LG4
53.05 A D4 mab27867 3M LG4
53.05 A D4 mab27841 3M LG4
53.05 A D4 mab19319 3M LG4
53.05 A D4 mab21485 3M LG4
53.05 A D4 mab21916 3M LG4
53.05 A D4 mab16755 3M LG4
53.05 A D4 mab16522 3M LG4
53.05 A D4 mab19219 3M LG4
53.05 A D4 mab16536 3M LG4
53.05 A D4 mab16469 3M LG4
53.05 A D4 mab16475 3M LG4
53.05 A D4 mab16521 3M LG4
53.05 A D4 mab16532 3M LG4
53.05 A D4 mab16548 3M LG4
53.05 A D4 mab16550 3M LG4
53.05 A D4 mab25505 3M LG4
53.05 A D4 mab23740 3M LG4
53.05 A D4 mab16629 3M LG4
53.05 A D4 mab17325 3M LG4
53.05 A D4 mab28136 3M LG4
53.05 A D4 mab21016 3M LG4
53.05 A D4 mab21636 3M LG4
53.05 A D4 mab21500 3M LG4
53.05 A D4 mab21403 3M LG4
53.05 A D4 mab21329 3M LG4
53.05 A Cod mab4216 3M LG4
53.05 A D4 mab21318 3M LG4
53.05 A D4 mab21306 3M LG4
53.05 A Cod mab4140 3M LG4
53.05 A D4 mab21151 3M LG4
53.05 A Cod mab405 3M LG4
53.05 A D4 mab21680 3M LG4
53.05 A Cod mab4428 3M LG4
53.05 A D4 mab22000 3M LG4
53.05 A Cod mab4502 3M LG4
53.05 A D4 mab21983 3M LG4
53.05 A D4 mab21880 3M LG4
53.05 A D4 mab21786 3M LG4
53.05 A D4 mab21712 3M LG4
53.05 A D4 mab21710 3M LG4
53.05 A D4 mab21047 3M LG4
53.05 A D4 mab20975 3M LG4
53.05 A D4 mab20961 3M LG4
53.05 AB Cod mab16966 3M LG4
53.05 AB Cod mab23252 3M LG4
53.05 AB Cod mab17827 3M LG4
53.05 A Cod mab3616 3M LG4
53.05 A D4 mab20190 3M LG4
53.05 A D4 mab20086 3M LG4
53.05 A D4 mab20062 3M LG4
53.05 A D4 mab20057 3M LG4
53.05 A D4 mab20008 3M LG4
53.05 A D4 mab19965 3M LG4
53.05 A D4 mab19850 3M LG4
53.05 A D4 mab19753 3M LG4
53.05 A D4 mab19728 3M LG4
53.05 A D4 mab19713 3M LG4
53.05 A D4 mab19538 3M LG4
53.05 A D4 mab19531 3M LG4
53.05 A D4 mab20222 3M LG4
53.05 A D4 mab20417 3M LG4
53.05 A D4 mab20797 3M LG4
53.05 A Cod mab3959 3M LG4
53.05 A D4 mab20878 3M LG4
53.05 A D4 mab20808 3M LG4
53.05 A D4 mab20770 3M LG4
53.05 A D4 mab20738 3M LG4
53.05 A Cod mab3781 3M LG4
53.05 AB Cod mab1242 3M LG4
53.05 A Cod mab3733 3M LG4
53.05 A D4 mab16624 3M LG4
53.05 A D4 mab24344 3M LG4
53.05 A D4 mab23244 3M LG4
53.05 A D4 mab23680 3M LG4
53.05 A D4 mab23625 3M LG4
53.05 A D4 mab23614 3M LG4
53.05 A D4 mab23572 3M LG4
53.05 A D4 mab23511 3M LG4
53.05 A D4 mab23499 3M LG4
53.05 A Cod mab5707 3M LG4
53.05 A Cod mab5704 3M LG4
53.05 A D4 mab23470 3M LG4
53.05 A Cod mab5677 3M LG4
53.05 A D4 mab16979 3M LG4
53.05 A D4 mab23732 3M LG4
53.05 A D4 mab23734 3M LG4
53.05 A D4 mab19174 3M LG4
53.05 A D4 mab24304 3M LG4
53.05 A D4 mab24303 3M LG4
53.05 A D4 mab24277 3M LG4
53.05 A D4 mab24265 3M LG4
53.05 A D4 mab24248 3M LG4
53.05 A D4 mab23737 3M LG4
53.05 A D4 mab16625 3M LG4
53.05 A D4 mab24047 3M LG4
53.05 A D4 mab23867 3M LG4
53.05 A D4 mab23811 3M LG4
53.05 A Cod mab1329 3M LG4
53.05 A D4 mab23310 3M LG4
53.05 AB Cod mab21424 3M LG4
53.05 A Cod mab5534 3M LG4
53.05 A D4 mab22721 3M LG4
53.05 A D4 mab22701 3M LG4
53.05 A D4 mab22677 3M LG4
53.05 A D4 mab22636 3M LG4
53.05 A D4 mab22557 3M LG4
53.05 A D4 mab22190 3M LG4
53.05 A D4 mab22186 3M LG4
53.05 A D4 mab22123 3M LG4
53.05 A D4 mab22056 3M LG4
53.05 A D4 mab22763 3M LG4
53.05 A Cod mab880 3M LG4
53.05 A D4 mab23190 3M LG4
53.05 A D4 mab23157 3M LG4
53.05 A Cod mab922 3M LG4
53.05 A D4 mab22816 3M LG4
53.05 A D4 mab23054 3M LG4
53.05 A D4 mab23031 3M LG4
53.05 A D4 mab22987 3M LG4
53.05 A D4 mab22834 3M LG4
53.05 A D4 mab22821 3M LG4
53.05 A Cod mab2769 3M LG4
57.41 B Cod mab904 3M LG4
57.41 B Cod mab5541 3M LG4
57.41 B Cod mab1515 3M LG4
57.41 S Cod mab4113 3M LG4
57.41 A D4 mab20412 3M LG4
57.41 A D4 mab25119 3M LG4
57.41 A D4 mab19164 3M LG4
57.41 A D4 mab18861 3M LG4
57.41 A D4 mab16512 3M LG4
57.41 A D4 mab24478 3M LG4
57.41 A D4 mab23168 3M LG4
57.41 A D4 mab23151 3M LG4
57.41 A D4 mab21276 3M LG4
57.41 A D4 mab21354 3M LG4
57.41 A D4 mab24812 3M LG4
57.41 A D4 mab18192 3M LG4
57.41 AB D5 mab8462 3M LG4
57.41 A D5 mab10924 3M LG4
57.41 A D5 mab12163 3M LG4
57.41 A D5 mab12334 3M LG4
57.41 A D5 mab8821 3M LG4
57.41 A D5 mab9149 3M LG4
57.41 A D5 mab9400 3M LG4
57.41 A D5 mab10365 3M LG4
57.41 A D5 mab9841 3M LG4
57.41 A D5 mab7088 3M LG4
57.41 A D5 mab7565 3M LG4
57.41 AB D5 mab10626 3M LG4
57.41 A D5 mab13591 3M LG4
57.41 AB D5 mab16272 3M LG4
57.41 A D5 mab13735 3M LG4
57.41 A D4 mab25558 3M LG4
57.41 A D4 mab26457 3M LG4
57.41 A Cod mab1482 3M LG4
57.41 A D4 mab27313 3M LG4
57.41 A D4 mab20319 3M LG4
58.75 B Cod mab114 3M LG4
58.75 S Cod mab3516 3M LG4
58.75 A D4 mab23683 3M LG4
58.75 A D4 mab24907 3M LG4
58.75 A D4 mab25212 3M LG4
58.75 A D4 mab19118 3M LG4
58.75 A D4 mab19971 3M LG4
58.75 A D4 mab23708 3M LG4
58.75 A D4 mab19326 3M LG4
58.75 A D4 mab18620 3M LG4
58.75 A D4 mab21128 3M LG4
58.75 A D4 mab16491 3M LG4
58.75 A D4 mab21132 3M LG4
58.75 A D4 mab27729 3M LG4
58.75 A D4 mab18156 3M LG4
58.75 A D4 mab24359 3M LG4
58.75 A D4 mab24397 3M LG4
58.75 A D4 mab19189 3M LG4
58.75 A D4 mab27118 3M LG4
58.75 A D4 mab18823 3M LG4
58.75 A D4 mab26469 3M LG4
58.75 A D4 mab20829 3M LG4
58.75 A D4 mab25575 3M LG4
58.75 A D4 mab23557 3M LG4
58.75 A D4 mab16538 3M LG4
58.75 A D4 mab24574 3M LG4
58.75 A D4 mab23661 3M LG4
58.75 A D4 mab17808 3M LG4
58.75 A D4 mab20911 3M LG4
58.75 A D4 mab20931 3M LG4
58.75 A D4 mab26710 3M LG4
58.75 A D4 mab19901 3M LG4
58.75 A D4 mab18284 3M LG4
58.75 A D4 mab16854 3M LG4
58.75 A D4 mab19839 3M LG4
58.75 A D4 mab23573 3M LG4
58.75 A D4 mab22052 3M LG4
58.75 A D4 mab16858 3M LG4
58.75 A D4 mab25896 3M LG4
58.75 A D4 mab27429 3M LG4
58.75 A D4 mab27225 3M LG4
58.75 A D4 mab24290 3M LG4
58.75 A D4 mab27719 3M LG4
58.75 A D4 mab18825 3M LG4
58.75 A D4 mab18599 3M LG4
58.75 A D4 mab18908 3M LG4
58.75 A D4 mab20289 3M LG4
58.75 A D4 mab19359 3M LG4
58.97 B Cod mab1239 3M LG4
58.97 B Cod mab1094 3M LG4
58.97 S Cod mab1659 3M LG4
58.97 A D4 mab21643 3M LG4
58.97 A D4 mab23705 3M LG4
58.97 A Cod mab154 3M LG4
58.97 A D4 mab28021 3M LG4
58.97 A D4 mab21290 3M LG4
58.97 A D4 mab24224 3M LG4
58.97 AB Cod mab200 3M LG4
58.97 A Cod mab152 3M LG4
58.97 A Cod mab2918 3M LG4
58.97 A D4 mab24293 3M LG4
58.97 A D4 mab16976 3M LG4
58.97 A D4 mab25089 3M LG4
58.97 A D4 mab18257 3M LG4
58.97 A D4 mab25616 3M LG4
58.97 A Cod mab2154 3M LG4
58.97 A D4 mab18661 3M LG4
58.97 A D4 mab26684 3M LG4
58.97 AB Cod mab1001 3M LG4
58.97 A Cod mab3307 3M LG4
58.97 A D4 mab16975 3M LG4
58.97 AB D5 mab9525 3M LG4
58.97 AB D5 mab7657 3M LG4
58.97 AB D5 mab10163 3M LG4
58.97 AB D5 mab10856 3M LG4
58.97 AB D5 mab7461 3M LG4
58.97 AB D5 mab16341 3M LG4
58.97 AB D5 mab14952 3M LG4
58.97 A D5 mab8657 3M LG4
58.97 A D4 mab26629 3M LG4
58.97 A D4 mab25545 3M LG4
58.97 A D4 mab23353 3M LG4
58.97 A D4 mab23046 3M LG4
58.97 A D4 mab17882 3M LG4
58.97 A D4 mab20939 3M LG4
58.97 A D4 mab17970 3M LG4
58.97 A D4 mab24971 3M LG4
58.97 A D4 mab22696 3M LG4
58.97 A D4 mab19873 3M LG4
58.97 A D4 mab22114 3M LG4
58.97 A Cod mab5422 3M LG4
58.97 AB Cod mab16969 3M LG4
58.97 AB Cod mab23464 3M LG4
58.97 AB Cod mab23691 3M LG4
58.97 A Cod mab4226 3M LG4
58.97 A D4 mab20473 3M LG4
58.97 A Cod mab3522 3M LG4
58.97 A D4 mab23502 3M LG4
58.97 A D4 mab25181 3M LG4
58.97 A Cod mab2592 3M LG4
58.97 A D5 mab10702 3M LG4
58.97 A D4 mab21947 3M LG4
58.97 AB Cod mab3700 3M LG4
58.97 A Cod mab3776 3M LG4
58.97 A Cod mab2917 3M LG4
58.97 A Cod mab5451 3M LG4
58.97 A D4 mab20949 3M LG4
60.77 S Cod mab2915 3M LG4
60.77 A Cod mab3743 3M LG4
60.77 AB D5 mab9431 3M LG4
60.77 AB D5 mab10833 3M LG4
60.77 AB D5 mab9753 3M LG4
60.77 A D5 mab6270 3M LG4
61.44 B D4 mab22630 3M LG4
61.44 B D4 mab23633 3M LG4
61.44 B D4 mab23004 3M LG4
61.44 B D4 mab16906 3M LG4
61.44 B Cod mab4589 3M LG4
61.44 S Cod mab1919 3M LG4
61.44 A D4 mab27259 3M LG4
61.44 AB D5 mab9747 3M LG4
61.44 AB D5 mab8303 3M LG4
61.44 AB D5 mab11957 3M LG4
61.44 AB D5 mab10398 3M LG4
61.44 A D5 mab8170 3M LG4
61.44 A D4 mab21440 3M LG4
61.44 A Cod mab5682 3M LG4
61.44 AB D5 mab6390 3M LG4
61.44 A D5 mab9923 3M LG4
61.44 A D5 mab13147 3M LG4
61.44 A D4 mab18995 3M LG4
61.44 A D4 mab27478 3M LG4
61.44 A D4 mab21646 3M LG4
61.44 A D5 mab6271 3M LG4
61.44 A D4 mab19136 3M LG4
61.44 A D4 mab25840 3M LG4
61.44 A D4 mab23659 3M LG4
61.44 A D4 mab18023 3M LG4
61.44 A Cod mab2955 3M LG4
61.44 A Cod mab810 3M LG4
61.44 A D4 mab19430 3M LG4
61.44 A D4 mab18811 3M LG4
61.44 A Cod mab826 3M LG4
61.44 A D5 mab9359 3M LG4
61.44 A Cod mab3164 3M LG4
61.44 A D4 mab19022 3M LG4
61.44 A Cod mab3107 3M LG4
61.44 A Cod mab378 3M LG4
61.44 A D4 mab23609 3M LG4
64.38 B Cod mab1225 3M LG4
64.38 S Cod mab174 3M LG4
64.38 A D4 mab25027 3M LG4
64.38 A D4 mab19227 3M LG4
64.38 A D4 mab27080 3M LG4
64.38 A D4 mab16986 3M LG4
64.38 A D4 mab17049 3M LG4
64.38 A D4 mab18264 3M LG4
64.38 AB D5 mab13849 3M LG4
64.38 A D5 mab11543 3M LG4
64.38 A D4 mab24238 3M LG4
64.82 S Cod mab5589 3M LG4
65.71 B D5 mab10312 3M LG4
65.71 B D5 mab7804 3M LG4
65.71 B Cod mab4592 3M LG4
65.71 S Cod mab3283 3M LG4
65.71 A D4 mab17239 3M LG4
65.71 A Cod mab4111 3M LG4
65.71 A D4 mab24876 3M LG4
65.71 A D4 mab19488 3M LG4
65.71 A D4 mab16983 3M LG4
65.71 A D4 mab21269 3M LG4
65.71 A Cod mab157 3M LG4
65.71 A D4 mab22215 3M LG4
66.61 B D5 mab11077 3M LG4
66.61 B D5 mab8456 3M LG4
66.61 B D5 mab6339 3M LG4
66.61 S Cod mab4448 3M LG4
66.61 A D5 mab11537 3M LG4
66.61 A D4 mab28073 3M LG4
66.61 A D4 mab20199 3M LG4
66.61 A D4 mab23692 3M LG4
66.61 A D4 mab17597 3M LG4
66.61 A D4 mab24698 3M LG4
66.61 A Cod mab4898 3M LG4
68.66 B D4 mab20111 3M LG4
68.66 B Cod mab3710 3M LG4
68.66 S Cod mab5143 3M LG4
68.66 A D4 mab26599 3M LG4
68.66 A D4 mab23657 3M LG4
68.66 A D4 mab23254 3M LG4
68.66 A D4 mab23528 3M LG4
68.66 A Cod mab4987 3M LG4
68.66 AB Cod mab23028 3M LG4
68.66 AB Cod mab21401 3M LG4
68.66 AB Cod mab21685 3M LG4
68.66 AB Cod mab23446 3M LG4
68.66 AB Cod mab18840 3M LG4
68.66 AB Cod mab27375 3M LG4
68.66 AB Cod mab22687 3M LG4
68.66 AB Cod mab24280 3M LG4
68.66 AB Cod mab18036 3M LG4
68.66 A Cod mab5452 3M LG4
68.66 A D4 mab25497 3M LG4
68.66 A Cod mab4580 3M LG4
68.66 AB D5 mab9333 3M LG4
68.66 A D5 mab12365 3M LG4
68.66 A Cod mab4052 3M LG4
68.66 A Cod mab3538 3M LG4
68.66 A Cod mab3417 3M LG4
68.66 A Cod mab4043 3M LG4
68.66 A D4 mab24670 3M LG4
70.23 S Cod mab4558 3M LG4
70.23 A Cod mab5449 3M LG4
70.23 A Cod mab5316 3M LG4
70.23 A Cod mab4944 3M LG4
70.23 A Cod mab3605 3M LG4
70.23 A Cod mab735 3M LG4
71.35 B D5 mab11549 3M LG4
71.35 B D5 mab13145 3M LG4
71.35 B D5 mab10088 3M LG4
71.35 B D5 mab13847 3M LG4
71.35 B D5 mab7184 3M LG4
71.35 B D4 mab25767 3M LG4
71.35 B D4 mab26805 3M LG4
71.35 B D4 mab19342 3M LG4
71.35 B D4 mab16980 3M LG4
71.35 B D4 mab19524 3M LG4
71.35 B D4 mab16620 3M LG4
71.35 B D4 mab23709 3M LG4
71.35 B D4 mab21061 3M LG4
71.35 B D4 mab25241 3M LG4
71.35 B D4 mab24921 3M LG4
71.35 B D4 mab21686 3M LG4
71.35 B D4 mab18641 3M LG4
71.35 B Cod mab965 3M LG4
71.35 B D5 mab8362 3M LG4
71.35 B D5 mab11098 3M LG4
71.35 B D5 mab12064 3M LG4
71.35 B D5 mab8051 3M LG4
71.35 B D5 mab12192 3M LG4
71.35 S Cod mab701 3M LG4
71.57 B Cod mab4087 3M LG4
71.57 B Cod mab3827 3M LG4
71.57 S Cod mab4137 3M LG4
71.57 A D5 mab9106 3M LG4
71.57 A D4 mab17694 3M LG4
71.57 A Cod mab3220 3M LG4
71.57 A D4 mab22166 3M LG4
71.57 A D4 mab23153 3M LG4
71.57 A D5 mab10025 3M LG4
71.57 A D4 mab23744 3M LG4
71.57 A Cod mab4284 3M LG4
71.57 AB D5 mab6914 3M LG4
71.57 AB D5 mab9892 3M LG4
71.57 AB D5 mab8366 3M LG4
71.57 AB D5 mab8163 3M LG4
71.57 A D5 mab14979 3M LG4
71.57 AB D5 mab11030 3M LG4
71.57 A D5 mab6394 3M LG4
71.57 A D5 mab13826 3M LG4
74.99 B D4 mab22661 3M LG4
74.99 S Cod mab4382 3M LG4
74.99 A Cod mab3648 3M LG4
74.99 A D4 mab22875 3M LG4
74.99 A D4 mab22176 3M LG4
75.66 B D4 mab21905 3M LG4
75.66 B D4 mab26362 3M LG4
75.66 B D4 mab17958 3M LG4
75.66 B D4 mab24591 3M LG4
75.66 B D4 mab25030 3M LG4
75.66 S Cod mab4255 3M LG4
75.66 AB Cod mab19587 3M LG4
75.66 AB Cod mab16988 3M LG4
75.66 AB Cod mab18801 3M LG4
75.66 AB Cod mab9334 3M LG4
75.66 AB Cod mab6342 3M LG4
75.66 AB Cod mab8720 3M LG4
75.66 A Cod mab2933 3M LG4
75.66 A Cod mab1697 3M LG4
75.66 A Cod mab4046 3M LG4
75.66 A Cod mab140 3M LG4
75.66 A D5 mab15767 3M LG4
75.66 A D4 mab24747 3M LG4
75.66 A Cod mab2957 3M LG4
75.66 A Cod mab1064 3M LG4
75.66 AB D5 mab10888 3M LG4
75.66 A D5 mab14100 3M LG4
75.66 A Cod mab5547 3M LG4
75.66 A D5 mab6343 3M LG4
75.66 A Cod mab5211 3M LG4
75.66 A D5 mab15202 3M LG4
75.66 A Cod mab2046 3M LG4
75.66 AB D5 mab14934 3M LG4
75.66 AB D5 mab13604 3M LG4
75.66 A D5 mab13594 3M LG4
80.95 B D4 mab26523 3M LG4
80.95 S Cod mab4145 3M LG4
80.95 AB Cod mab21093 3M LG4
80.95 AB Cod mab1371 3M LG4
80.95 A Cod mab1525 3M LG4
80.95 AB D5 mab13523 3M LG4
80.95 AB D5 mab7831 3M LG4
80.95 AB D5 mab9299 3M LG4
80.95 AB D5 mab8151 3M LG4
80.95 AB D5 mab9607 3M LG4
80.95 AB D5 mab13562 3M LG4
80.95 AB D5 mab9558 3M LG4
80.95 A D5 mab7558 3M LG4
80.95 A Cod mab2306 3M LG4
80.95 A D5 mab8583 3M LG4
80.95 A D5 mab8246 3M LG4
80.95 A D4 mab24819 3M LG4
80.95 A Cod mab5505 3M LG4
80.95 A Cod mab4654 3M LG4
80.95 A D5 mab12336 3M LG4
81.84 B D4 mab24088 3M LG4
81.84 B D4 mab23291 3M LG4
81.84 B D4 mab23420 3M LG4
81.84 B D4 mab27203 3M LG4
81.84 B D4 mab26966 3M LG4
81.84 B D4 mab20387 3M LG4
81.84 S Cod mab4586 3M LG4
81.84 A D4 mab24855 3M LG4
81.84 A D4 mab23514 3M LG4
81.84 A D5 mab7603 3M LG4
81.84 A D4 mab27060 3M LG4
83.41 B D4 mab24372 3M LG4
83.41 S Cod mab5564 3M LG4
83.41 A D5 mab6397 3M LG4
83.41 A Cod mab3542 3M LG4
83.41 A Cod mab180 3M LG4
83.41 A Cod mab2959 3M LG4
83.41 A D5 mab12038 3M LG4
83.41 AB Cod mab1212 3M LG4
83.41 A Cod mab3302 3M LG4
83.41 A D4 mab27545 3M LG4
83.41 A Cod mab1200 3M LG4
84.3 B D5 mab15029 3M LG4
84.3 B D5 mab6344 3M LG4
84.3 B D5 mab6282 3M LG4
84.3 B D5 mab9005 3M LG4
84.3 S Cod mab2935 3M LG4
84.3 A Cod mab5066 3M LG4
84.3 AB D5 mab10175 3M LG4
84.3 AB D5 mab7396 3M LG4
84.3 AB D5 mab12319 3M LG4
84.3 AB D5 mab7397 3M LG4
84.3 AB D5 mab15013 3M LG4
84.3 AB D5 mab14950 3M LG4
84.3 AB D5 mab10733 3M LG4
84.3 AB D5 mab13586 3M LG4
84.3 AB D5 mab8571 3M LG4
84.3 A D5 mab15318 3M LG4
84.3 A D5 mab10020 3M LG4
84.3 AB Cod mab4602 3M LG4
84.3 AB Cod mab4420 3M LG4
84.3 A Cod mab1286 3M LG4
84.3 A Cod mab158 3M LG4
85.42 B D4 mab24809 3M LG4
85.42 B Cod mab4072 3M LG4
85.42 S Cod mab4595 3M LG4
85.42 AB D5 mab6976 3M LG4
85.42 AB D5 mab13733 3M LG4
85.42 AB D5 mab10925 3M LG4
85.42 AB D5 mab10729 3M LG4
85.42 AB D5 mab7939 3M LG4
85.42 AB D5 mab10753 3M LG4
85.42 AB D5 mab16034 3M LG4
85.42 A D5 mab8004 3M LG4
85.42 A D4 mab21688 3M LG4
85.42 A Cod mab4287 3M LG4
85.42 A D4 mab18110 3M LG4
85.42 A Cod mab639 3M LG4
85.42 A D4 mab27246 3M LG4
85.42 A D4 mab25834 3M LG4
86.99 B D4 mab22012 3M LG4
86.99 B D4 mab26766 3M LG4
86.99 B D4 mab18625 3M LG4
86.99 B D4 mab17331 3M LG4
86.99 B D4 mab19123 3M LG4
86.99 B D4 mab19553 3M LG4
86.99 B D4 mab16636 3M LG4
86.99 B D4 mab24804 3M LG4
86.99 B D4 mab20601 3M LG4
86.99 B Cod mab3866 3M LG4
86.99 S Cod mab2937 3M LG4
88.11 B D4 mab19138 3M LG4
88.11 S Cod mab4032 3M LG4
88.11 A D4 mab18976 3M LG4
88.11 A D4 mab28147 3M LG4
88.11 A Cod mab2190 3M LG4
88.11 A D4 mab17615 3M LG4
88.11 A D4 mab16927 3M LG4
88.11 A Cod mab3568 3M LG4
88.11 A D4 mab22706 3M LG4
88.11 A D4 mab25245 3M LG4
88.11 A D4 mab18862 3M LG4
88.11 A D4 mab24396 3M LG4
88.11 A D4 mab21315 3M LG4
88.11 A D4 mab17554 3M LG4
88.11 A D4 mab24648 3M LG4
88.11 A D4 mab26826 3M LG4
92.46 B D4 mab19917 3M LG4
92.46 S Cod mab1207 3M LG4
92.46 A D5 mab10072 3M LG4
92.46 A Cod mab526 3M LG4
92.46 A D5 mab7471 3M LG4
92.46 A D4 mab26836 3M LG4
92.46 A Cod mab3512 3M LG4
92.46 A D5 mab8101 3M LG4
92.46 A D4 mab25135 3M LG4
92.46 A Cod mab5613 3M LG4
92.46 A D4 mab24378 3M LG4
92.46 A D5 mab15978 3M LG4
92.46 A D4 mab20198 3M LG4
92.46 A Cod mab4240 3M LG4
92.46 A D4 mab21438 3M LG4
92.46 A D4 mab24853 3M LG4
92.46 A D4 mab23336 3M LG4
92.46 A D4 mab18230 3M LG4
92.46 A D5 mab6968 3M LG4
92.46 A Cod mab159 3M LG4
92.46 A D4 mab16994 3M LG4
92.46 AB Cod mab3448 3M LG4
92.46 AB Cod mab161 3M LG4
92.46 A Cod mab815 3M LG4
92.46 A D4 mab17060 3M LG4
92.46 A D5 mab10668 3M LG4
92.46 A D5 mab12973 3M LG4
92.46 A Cod mab3342 3M LG4
92.46 A D4 mab27565 3M LG4
92.46 A D4 mab19199 3M LG4
92.46 A D4 mab17003 3M LG4
98.98 B D5 mab8042 3M LG4
98.98 B D5 mab8353 3M LG4
98.98 B D5 mab7122 3M LG4
98.98 B D5 mab10171 3M LG4
98.98 S Cod mab3387 3M LG4
99.65 S Cod mab5737 3M LG4
99.65 A D5 mab10005 3M LG4
99.65 AB D5 mab11671 3M LG4
99.65 A D5 mab6401 3M LG4
99.65 A D4 mab24745 3M LG4
105.43 S Cod mab1803 3M LG4
105.43 A D4 mab26846 3M LG4
105.43 A D4 mab27660 3M LG4
105.43 A D4 mab18853 3M LG4
105.43 A D4 mab20801 3M LG4
105.43 A D4 mab20790 3M LG4
105.43 A D4 mab27395 3M LG4
106.33 S Cod mab3982 3M LG4
106.33 A D4 mab20326 3M LG4
106.33 A D5 mab8370 3M LG4
106.33 A D5 mab7272 3M LG4
106.33 A Cod mab598 3M LG4
108.38 B D4 mab20813 3M LG4
108.38 B D4 mab22042 3M LG4
108.38 B D4 mab18326 3M LG4
108.38 B D4 mab23073 3M LG4
108.38 B D4 mab20782 3M LG4
108.38 B D4 mab21148 3M LG4
108.38 B D4 mab24536 3M LG4
108.38 B D4 mab22625 3M LG4
108.38 B D4 mab20963 3M LG4
108.38 S Cod mab3389 3M LG4
108.38 A D4 mab18929 3M LG4
108.82 S Cod mab3264 3M LG4
108.82 A D4 mab18657 3M LG4
108.82 A D4 mab21842 3M LG4
108.82 A Cod mab5404 3M LG4
108.82 A D4 mab23713 3M LG4
108.82 A D4 mab21987 3M LG4
108.82 A D4 mab18897 3M LG4
110.18 B D5 mab7961 3M LG4
110.18 B Cod mab3464 3M LG4
110.18 S Cod mab5196 3M LG4
110.63 B D5 mab7458 3M LG4
110.63 B D4 mab18219 3M LG4
110.63 S Cod mab3780 3M LG4
110.63 A D4 mab16824 3M LG4
110.63 A D4 mab19623 3M LG4
110.63 A D4 mab27755 3M LG4
110.63 A D4 mab17000 3M LG4
110.63 A D4 mab22512 3M LG4
110.63 A D5 mab6284 3M LG4
110.63 AB Cod mab26662 3M LG4
110.63 AB Cod mab17064 3M LG4
110.63 AB Cod mab8328 3M LG4
110.63 AB Cod mab19172 3M LG4
110.63 AB Cod mab16177 3M LG4
110.63 A Cod mab4186 3M LG4
110.63 A D4 mab19114 3M LG4
110.63 A D4 mab24165 3M LG4
110.63 A D4 mab23987 3M LG4
110.63 A D5 mab13724 3M LG4
110.63 A D5 mab5925 3M LG4
110.63 A D5 mab10240 3M LG4
110.63 A D4 mab18462 3M LG4
110.63 A Cod mab5332 3M LG4
110.63 A D4 mab20563 3M LG4
110.63 A D4 mab20612 3M LG4
117.13 B D5 mab16368 3M LG4
117.13 B D5 mab7217 3M LG4
117.13 B D5 mab8223 3M LG4
117.13 B D5 mab15764 3M LG4
117.13 S Cod mab370 3M LG4
117.13 AB D5 mab9368 3M LG4
117.13 AB D5 mab8640 3M LG4
117.13 AB D5 mab13777 3M LG4
117.13 A D5 mab8000 3M LG4
117.13 AB Cod mab15389 3M LG4
117.13 A Cod mab3465 3M LG4
117.13 A D4 mab27161 3M LG4
117.13 A D4 mab22402 3M LG4
117.13 A D5 mab12060 3M LG4
117.13 A D4 mab20656 3M LG4
117.13 A D4 mab18795 3M LG4
117.13 A Cod mab1602 3M LG4
117.13 A D5 mab12473 3M LG4
121.24 B D4 mab19511 3M LG4
121.24 S Cod mab1691 3M LG4
121.24 A Cod mab1669 3M LG4
121.24 AB D5 mab6900 3M LG4
121.24 AB D5 mab8928 3M LG4
121.24 AB D5 mab6287 3M LG4
121.24 AB D5 mab10875 3M LG4
121.24 AB D5 mab7477 3M LG4
121.24 AB D5 mab9058 3M LG4
121.24 AB D5 mab6351 3M LG4
121.24 AB D5 mab15699 3M LG4
121.24 AB D5 mab8340 3M LG4
121.24 AB D5 mab8582 3M LG4
121.24 A D5 mab7453 3M LG4
121.24 A D4 mab20401 3M LG4
121.24 A D4 mab24012 3M LG4
121.24 A Cod mab4388 3M LG4
121.24 A D4 mab17693 3M LG4
121.24 A D4 mab22489 3M LG4
121.24 A D4 mab20552 3M LG4
121.24 A D4 mab18237 3M LG4
121.24 A D4 mab18743 3M LG4
121.24 A D4 mab25453 3M LG4
121.24 A D4 mab19651 3M LG4
122.36 B Cod mab3956 3M LG4
122.36 B Cod mab3377 3M LG4
122.36 B Cod mab1050 3M LG4
122.36 B Cod mab377 3M LG4
122.36 S Cod mab2345 3M LG4
124.39 S Cod mab409 3M LG4
125.73 S Cod mab409 3M LG4
125.73 A D4 mab18830 3M LG4
125.73 A D4 mab17004 3M LG4
125.73 A D4 mab24130 3M LG4
125.73 A D4 mab20706 3M LG4
125.73 A D4 mab22591 3M LG4
127.07 S Cod mab1074 3M LG4
127.07 A D4 mab19432 3M LG4
127.07 A D5 mab15317 3M LG4
127.07 A D4 mab27318 3M LG4
131.23 B D4 mab20156 3M LG4
131.23 S Cod mab3420 3M LG4
131.23 A D5 mab7377 3M LG4
132.13 S Cod mab646 3M LG4
132.13 A D4 mab24114 3M LG4
132.13 A D4 mab24033 3M LG4
132.13 A Cod mab4942 3M LG4
132.13 A D4 mab27889 3M LG4
132.13 A D4 mab17022 3M LG4
132.13 A D4 mab24024 3M LG4
132.13 A D4 mab22365 3M LG4
132.13 A D4 mab22547 3M LG4
132.13 A D5 mab14797 3M LG4
132.13 A D4 mab17005 3M LG4
132.13 AB Cod mab8531 3M LG4
132.13 A Cod mab3916 3M LG4
132.13 A D4 mab24078 3M LG4
132.13 A D4 mab24068 3M LG4
132.13 A D4 mab17979 3M LG4
132.13 A D4 mab20578 3M LG4
132.13 A D4 mab20627 3M LG4
132.13 A D4 mab21536 3M LG4
132.13 A D4 mab18739 3M LG4
132.13 A D4 mab27531 3M LG4
136.7 B Cod mab3182 3M LG4
136.7 B D5 mab9896 3M LG4
136.7 B D5 mab8415 3M LG4
136.7 S Cod mab675 3M LG4
144.17 B D4 mab20257 3M LG4
144.17 B D5 mab9351 3M LG4
144.17 S Cod mab1248 3M LG4
144.17 A D5 mab11843 3M LG4
144.17 A D5 mab9877 3M LG4
144.17 A D4 mab20594 3M LG4
144.17 AB D5 mab11802 3M LG4
144.17 AB D5 mab8131 3M LG4
144.17 AB D5 mab8020 3M LG4
144.17 A D5 mab12466 3M LG4
146.65 S Cod mab2280 3M LG4
146.65 AB D5 mab13628 3M LG4
146.65 A D5 mab8599 3M LG4
146.65 A D5 mab7290 3M LG4
148.22 S Cod mab2005 3M LG4
148.22 AB D5 mab7316 3M LG4
148.22 AB D5 mab15141 3M LG4
148.22 AB D5 mab10070 3M LG4
148.22 A D5 mab14998 3M LG4
148.22 A D5 mab10993 3M LG4
148.22 A D4 mab27569 3M LG4
148.22 A D4 mab27207 3M LG4
148.22 A Cod mab3280 3M LG4
148.22 A D4 mab20171 3M LG4
148.22 A D4 mab17066 3M LG4
148.22 A D5 mab6405 3M LG4
148.22 A D4 mab26631 3M LG4
148.22 A D5 mab13227 3M LG4
148.22 A Cod mab5526 3M LG4
152.09 S Cod mab5185 3M LG4
152.09 A D4 mab22566 3M LG4
152.09 A Cod mab5058 3M LG4
152.09 A Cod mab931 3M LG4
153.43 B D4 mab24100 3M LG4
153.43 S Cod mab1409 3M LG4
153.43 A Cod mab1073 3M LG4
153.43 A D4 mab17068 3M LG4
153.43 A Cod mab3694 3M LG4
153.43 AB Cod mab13939 3M LG4
153.43 A Cod mab5215 3M LG4
153.43 A D4 mab21546 3M LG4
153.43 AB D5 mab14551 3M LG4
153.43 A D5 mab6353 3M LG4
153.43 A D5 mab7311 3M LG4
153.43 A D4 mab17010 3M LG4
156.83 B D5 mab16297 3M LG4
156.83 S Cod mab4385 3M LG4
156.83 A D5 mab16290 3M LG4
156.83 A D4 mab21620 3M LG4
156.83 A D4 mab24069 3M LG4
156.83 A D4 mab24184 3M LG4
156.83 A D5 mab13742 3M LG4
156.83 A D5 mab13318 3M LG4
156.83 A D4 mab22325 3M LG4
156.83 A D4 mab22442 3M LG4
156.83 A D4 mab23968 3M LG4
156.83 A D4 mab18200 3M LG4
156.83 A D4 mab20705 3M LG4
156.83 A D5 mab11565 3M LG4
156.83 A D5 mab13561 3M LG4
156.83 A D4 mab20179 3M LG4
156.83 A D4 mab17012 3M LG4
156.83 A D5 mab6357 3M LG4
156.83 A D5 mab13100 3M LG4
156.83 A D4 mab23965 3M LG4
156.83 A D4 mab17698 3M LG4
156.83 A D4 mab16930 3M LG4
156.83 A D4 mab22604 3M LG4
156.83 A D4 mab25581 3M LG4
156.83 A D5 mab15415 3M LG4
156.83 A D5 mab16028 3M LG4
156.83 A Cod mab3562 3M LG4
156.83 A D4 mab27234 3M LG4
156.83 A D5 mab12317 3M LG4
163.31 B D4 mab19179 3M LG4
163.31 S Cod mab4552 3M LG4
163.31 A D5 mab13246 3M LG4
163.31 A D5 mab8320 3M LG4
163.31 A D4 mab24108 3M LG4
163.31 A D4 mab21569 3M LG4
163.31 A D4 mab24121 3M LG4
163.31 A D4 mab22350 3M LG4
163.31 A D4 mab22397 3M LG4
163.31 A D5 mab10999 3M LG4
163.31 A Cod mab4736 3M LG4
163.31 A D4 mab24179 3M LG4
163.31 A D4 mab17017 3M LG4
168.59 B D5 mab7664 3M LG4
168.59 S Cod mab3958 3M LG4
168.59 A D4 mab21554 3M LG4
168.59 A D4 mab24065 3M LG4
168.59 A D4 mab19611 3M LG4
170.86 B D4 mab19686 3M LG4
170.86 B D4 mab24040 3M LG4
170.86 B D4 mab25442 3M LG4
170.86 S Cod mab4796 3M LG4
170.86 A D4 mab27884 3M LG4
170.86 A D4 mab21593 3M LG4
184.4 S Cod mab1988 3M LG4
184.4 A D5 mab6362 3M LG4
184.4 A D5 mab12557 3M LG4
184.4 A D4 mab19031 3M LG4
184.4 AB Cod mab21576 3M LG4
184.4 A Cod mab1762 3M LG4
189.21 B D5 mab11680 3M LG4
189.21 B D5 mab8677 3M LG4
189.21 B D5 mab12558 3M LG4
189.21 B D5 mab9416 3M LG4
189.21 S Cod mab3446 3M LG4
189.21 A D4 mab27068 3M LG4
189.21 A D4 mab25495 3M LG4
189.21 A D4 mab26443 3M LG4
189.21 A D4 mab19879 3M LG4
189.21 A D4 mab21627 3M LG4
189.21 A D4 mab17162 3M LG4
189.21 A Cod mab5417 3M LG4
189.21 A D5 mab6293 3M LG4
191.24 S Cod mab1171 3M LG4
191.24 A D4 mab21613 3M LG4
191.24 A D5 mab8947 3M LG4
191.24 A D4 mab20162 3M LG4
191.24 A D5 mab12273 3M LG4
191.24 A D4 mab20605 3M LG4
191.24 A D4 mab27662 3M LG4
191.24 A D5 mab8927 3M LG4
197.51 S Cod mab416 3M LG4
197.51 A D4 mab18003 3M LG4
200.45 S Cod mab3366 3M LG4
200.45 A D4 mab17018 3M LG4
200.45 A D5 mab6296 3M LG4
200.45 A D4 mab24062 3M LG4
200.45 A D4 mab22562 3M LG4
200.45 A D4 mab19677 3M LG4
200.45 A D4 mab24025 3M LG4
200.45 A D4 mab27081 3M LG4
203.17 S Cod mab1856 3M LG4
203.17 A Cod mab185 3M LG4
203.17 A D4 mab22586 3M LG4
203.17 A D4 mab22583 3M LG4
203.17 A D5 mab8003 3M LG4
203.17 A Cod mab167 3M LG4
203.17 A D5 mab9962 3M LG4
203.17 A D4 mab19446 3M LG4
203.17 A D4 mab21483 3M LG4
203.17 A D4 mab18737 3M LG4
203.17 AB D5 mab10917 3M LG4
203.17 A D5 mab6600 3M LG4
203.17 A D5 mab12169 3M LG4
208.69 B D5 mab13036 3M LG4
208.69 B D5 mab8578 3M LG4
208.69 S Cod mab4539 3M LG4
209.13 B D4 mab17019 3M LG4
209.13 B D4 mab28039 3M LG4































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































0 S Cod mab1329 3U LG5 TGCAGAAAAGATTCTGAGGGAAATCCG
0 B D5 mab160633U LG5 TGCAGGGCCACGCCCACAAGAACACTTTGGATCCGCATCTACAGCTGCCACTCAAAGTGATGATCAGAA
0 B D5 mab9172 3U LG5 TGCAGTGCAAAAGCCAAGAAACAAGTAGCGCAGAGACTATGGGTGGCATGAGCGAGCGCCTCGTGATCG
0 B D5 mab9516 3U LG5 TGCAGGTGGACCGAGCGGCTTCTTTGGCGTGCTTTGCTGCATGTCGTCGTCGTCGTCGCCGTCAGTTTC
0 B D5 mab110973U LG5 TGCAGGCCCATTAGTCCAGCTTTCTGCACTAATTGATCACCTAACCG
0.44 S Cod mab635 3U LG5 TGCAGCTGGGACTACATCCAGGAGGGCAGCCAGGTGGCCAAGGACATGGACCG
0.44 B Cod mab1740 3U LG5 TGCAGCTGCATCAGGTCGTCGTCCACGGAAAGAAGATTCATCAGGCAGAATAAACTGACCCAGAGTGAT
1.11 S Cod mab688 3U LG5 TGCAGCAGCAGCTGGCCAAGTACGGTGGCGGGAACGGCAACGGCAACGGCGCGGCCACCG
1.11 B Cod mab150 3U LG5 TGCAGCTGTCAAGCGCCTTGCCAGGCTGCTCAGGGCCTCGATTGATCTTGGTGCCAATAGAAAGAAGAA
1.11 B D4 mab278903U LG5 TGCAGGAGATGGACACCCTCCACCGCAGCGTCAAGGAGGCTCTGCGGCTCCACCCGCCG
1.11 B D4 mab274913U LG5 TGCAGCGCGTCTCCAGGCAGACCATGCAGGAGGTCATCCGCTGTGTCTTTGCCCGCCTTGCTGACATTG
1.11 B D5 mab119343U LG5 TGCAGGGGATTACCCTCTCCAACGACCCG
1.11 B D5 mab124633U LG5 TGCAGCTGCCGCAGCTGTAGGATCCTCATGTCCG
1.11 B D5 mab118873U LG5 TGCAGTTGTGAACGGATGAGCAAAGACGCCG
1.11 B D5 mab7799 3U LG5 TGCAGCCTTGCACTTCTGCCACGGCTACCTGACGCCTTGCATGTTACGTCACGCCGCCAACCTCTTTGG
1.11 B D5 mab8872 3U LG5 TGCAGCCAGGCTCCCCGCACTGTTGTAACTGCGGCGCCCGCGGCCGCGCCG
1.11 A Cod mab1293 3U LG5 TGCAGCCAGCTCGCAAGAACACGAAAAGATCCATCCATCGCAGGCGGTTGGACCGCCG
1.11 A Cod mab4132 3U LG5 TGCAGGGCACAGTGGTACAGTAAGATCGTTAGCTAGCTAGCACTCCAAATGAACCCAGGACTGGTCGAT
1.55 S Cod mab620 3U LG5 TGCAGGTTTCGAGAGGTGCTGATCCTTGATTGTATGGATCAAGAGAAGAGCCG
1.55 B D4 mab279713U LG5 TGCAGATTCTCTTCGTCTTTTCATTCGTTTTGGGCAGACAGATGAGAAAGAAAGCGATGGAGCCGTGCA
1.77 S Cod mab692 3U LG5 TGCAGAACAACATCACGGGGCGGCTGCCGCCG
1.77 B D4 mab255793U LG5 TGCAGCCGAGACGAGCTCCAGCTCGACGCTCGAGCTCCG
1.77 B D4 mab186343U LG5 TGCAGGACCTCACCTGGCTCGCCCCGCGAGTGGCCCG
1.77 B D4 mab237303U LG5 TGCAGGAGGCGCAGGACCTGGTAGTCGCCTGCCAGACGAGGAGCGCCG
1.77 A Cod mab2379 3U LG5 TGCAGGCATGGGCCAATCTTGGGCGGGGCGGAGGAAGGTGGTGCGGTCGAAGGTCAGGGCGTGGTCGGC
1.77 A Cod mab4769 3U LG5 TGCAGAATCAATTCCCATATCGAAGTTTTGTACGTAGCTCCAAATCAACGGCAAATGTACTCCACTCTT
1.77 AB Cod mab262933U LG5 TGCAGCTTTGGCAGGAGCTGCTGGAGCTCCG
1.77 A Cod mab2426 3U LG5 TGCAGTAGCAGTAGTACGTTGCAAGGAAGCAACGCGGGTAAGCGAGCGGCCAAGTTGGTCTAACGCGGC
1.77 A Cod mab1169 3U LG5 TGCAGGCGCAGACGCAGGCGCACCCGCCGTCGCTGAGGTACCGCGGCGTCGTCGACTGCTTCCG
1.77 A Cod mab149 3U LG5 TGCAGCAAGTGATTAACCCACCACGGCGTCCGTATGGTGGTAGGACTGCCG
3.57 S Cod mab488 3U LG5 TGCAGGGGCCACTTCGAGTCACCG
3.57 A Cod mab2527 3U LG5 TGCAGCCTATCGTGACGCGCGCTGGAGACCCGCTGCCGTGCAAAAGGGCCCGCCGTTTCGAGCAGCCAC
3.57 A D4 mab260073U LG5 TGCAGCGTTGGAACGGAACCGCTTGACCG
3.57 A Cod mab5612 3U LG5 TGCAGCGGGGACTAGCTGTTTGCACTCGTCGTGCGGTTCGGCAACAGCAGCAGCGTCATTGAGCGCTTC
3.57 A D4 mab252113U LG5 TGCAGAACTGCTGCTGCTCGGGGCGAGGAGGAAATTGCCG
3.57 A Cod mab2010 3U LG5 TGCAGTTCTAGCTTCACGAGAGACGTCTCCGCAGGATCACCGAACAACTAGTGCCAGTTCTACCGACTA
3.57 A D4 mab259043U LG5 TGCAGTTGGCAGATCGATGTATAATCCCG
3.57 A D4 mab243243U LG5 TGCAGTGCTCGGGAGACAGTGTAGCCCACCCCAGGCGGGCTCCAAATGTCAAACTCAAACCAGCCGCAG
3.57 A D4 mab262843U LG5 TGCAGCAAGGACAAGAGCAAGGAGGATAAACCG
3.57 A Cod mab5418 3U LG5 TGCAGCGCCACGTAGGCGTCGCGGAGGCGCGGGTTGGCGAAGGCGTAGGACGGGTCGACGAAGACGTCG
3.57 A D4 mab221873U LG5 TGCAGCCAGCAGCATCTCTTCAGGAATTGGCATGGCATTCTCGACGGCTAGGGTACGGAATGTGGTAGC
3.57 A D4 mab257283U LG5 TGCAGCGCCCAGCCGTACTGGATCCCGCCG
3.57 A D4 mab279353U LG5 TGCAGGCAAAAGCAGATGGGTCAAACATATCGTCTGACAGCTTGATTCCTACGCGTCCG





3.57 A D4 mab235093U LG5 TGCAGTCTGCCTTCGTCTCACAACAGCAGCAATGCGTGGCCGAGCAGCCG
3.57 A Cod mab883 3U LG5 TGCAGCCGCATTGTTAAACCGCTGAGGCCGTGATCTGTCTTCCTCCG
3.57 A D4 mab261733U LG5 TGCAGCACCTGCGCGTGCGGCTGCCCCGCCTCCACCCCG
3.57 A D4 mab266573U LG5 TGCAGCACGAAAAGCATAAGGCAAAGAAGGACCTGGAGAATGCCCG
3.57 A Cod mab1881 3U LG5 TGCAGAAGGAGAAGGTCGTCGCTTGTTATAAGGCCGTTCGGAAAAGTGCTTATGGTCCG
3.57 A D4 mab266413U LG5 TGCAGTGCTCGGCTCCGTCTGTCTGCCCGCTGGCCCTGGCTGCCG
3.57 A D4 mab207373U LG5 TGCAGTTGGCCGAAGTGGTTACCATGACCAACACCGATGCCAAAGCTCCTCACCGTAGACAGAGATCCC
3.57 A D4 mab249883U LG5 TGCAGGTGAGGTGGACGCAGCGGAAGGGGCCCG
3.57 A Cod mab4969 3U LG5 TGCAGCAATGCGTGCAACATTGAGAATTGAGAGCACTGTCTGAACACTCTGGGGCATTCTGATGGCTTC
3.57 A D4 mab204213U LG5 TGCAGCTTTCAGCATCACCGCTCGCACCATTGGAGGACCCCCCACTGTTGGAAGGCCACCTCCG
3.57 A D4 mab204943U LG5 TGCAGCGGCAGCGATGGATCCAGCTAGAACGGAGAATATCCAACGGCAGCGTGTTGAATCTGTCCGAGA
3.57 A D4 mab172303U LG5 TGCAGGCGGGGCGCCCTTGAACTGCGACAGCAACTCGTTCGCGTGGCTTGCCG
3.57 A D4 mab188943U LG5 TGCAGCGTTGGCTCGGTTCAGGTTGGTCGGCACGCCTGCCG
3.57 A Cod mab4997 3U LG5 TGCAGCGTAGAGCAGCACCAATACACGGCAGCAGAGAGTAGCAGCGGACAACTACAGAGCGGCAGCGAC
3.57 AB Cod mab1182 3U LG5 TGCAGTTGCTGTGATTACTGCTACCTAACCAAGCCTGGCCGAGTCGCCCGAGGTTGCGGACCG
3.57 AB Cod mab4486 3U LG5 TGCAGCAGTTGGTGAGAGGGATGGACTAGCGCCTATGATGCGCTGGTCGACGCCGCGGCCGCCGCGGTC
3.57 AB Cod mab304 3U LG5 TGCAGGTGGCCGCGCCCGTGCTGGAGTCTGTTGCCTACCACGGCGACGTCCTCATCTGGAGAGAGGACG
3.57 AB Cod mab4060 3U LG5 TGCAGCCCCCCTGCGTACAAGCTTTCCTTTCCTGGGGATACTCGCCGCGCACAATCTCCGCTACTAATC
3.57 A Cod mab1363 3U LG5 TGCAGATGAACGGCAGTCGGCAACCGAACAAATCTCGTTTCACCG
3.57 A D4 mab213533U LG5 TGCAGGCGGCGGGGCTGCCGTCCTTGGGTGATTATGCGCGACGCGGGCGTGCGTGTCGACCG
3.57 A D4 mab207293U LG5 TGCAGTTTAATTAGCCGAGGTGTCGCCTGATGCGACCTTGGACTTCTCGCCACGGAGGTTTGACACCTG
3.57 A Cod mab5298 3U LG5 TGCAGATGCGCTTCGGCCTGGCTCATCATGTTGCTTTGTCTCAACTTGCTCGCTACGAGATCACCGAGA
3.57 A D4 mab203923U LG5 TGCAGGAGCTCGCTGCAACGAACATACCTTTGTCATATCTTGGTCACAGCTCTTGCGGCACCAGATTCT
3.57 A D4 mab220313U LG5 TGCAGCGACGCGATCAAGATGGCCTTGGGTTTCGAGGAGCCGTCGTGGCTGCCGCTGCTCGCCGCGGCG
3.57 A D4 mab221063U LG5 TGCAGCCGCGACCACCACACGCCGTGGCCGCTGCCCCCGCCCCTGGTCGTACTCCGCCGCCCTCCCACG
3.57 A D4 mab230483U LG5 TGCAGCTGGCCCGCGCCTCCTCGTAGAGCTCGTCGGAGATGAGCCCCATGCCGTGCATGAAAGGCACCT
3.57 A D5 mab147713U LG5 TGCAGCTCCTTCGCGTCCGCCCGCGTCTGCTCCGCTAGCCG
3.57 A D4 mab180843U LG5 TGCAGGTGGCGTCGTGGAAGGCGCCGCCGCCG
3.57 A Cod mab2309 3U LG5 TGCAGCCGCATTGTTAAACCGCTGAGGCCGTGATCTGTCTTCCTCCGGCCAGCGCCG
3.57 A Cod mab2102 3U LG5 TGCAGCGCCACCGCCTCCCGCCCGCACCTGCGCATCACCGCCCCGCTTGCGGCTGCAACGCCGCCGCCC
3.57 A Cod mab1604 3U LG5 TGCAGCGAACAACGTTGGGGCCCCTTCGCCTCCTGGCTCACCG
3.57 A Cod mab2468 3U LG5 TGCAGCTTATTTCCACGGAGCAGCTCAAACCGAGCTCCTGAAGCTCCGCGGAGTGGTACGGACGGGAGA
3.57 A D4 mab169723U LG5 TGCAGTTCATGGCGTGACGACGTACACGCCTCCGCCG
3.57 A Cod mab2436 3U LG5 TGCAGCAGGGGAGGCGCAAAGCCGTGCGCGAGGCGGACGGGCGCGCGTATGCGCGGGCACGGCCGAGAT
3.57 A Cod mab4115 3U LG5 TGCAGGTCGATTGCGCCGCCGCACGAAGTTCGCCG
3.57 A D5 mab154893U LG5 TGCAGAAATGACAGCGTGGCTTAGTCCATCCCCTTTGTAAATCCG
3.57 AB D5 mab109133U LG5 TGCAGCGCCGACCATCGCAATGCTGTTCATGTCCGAGAACCTTGAGCTCAGGGAAGTCCCG
3.57 AB D5 mab121873U LG5 TGCAGTAAAAATTTGTAGGCAGGAATACTCAAGGGTGCAACCG
3.57 AB D5 mab7963 3U LG5 TGCAGATTCCAGTGCGCATCCAGCGGGTGGCACGCCCTCATCTCCG
3.57 AB D5 mab103443U LG5 TGCAGGAGCACCATGGGATGGCGGCCG
3.57 AB D5 mab103263U LG5 TGCAGGCCTGTCCTCAGGAGGCGGCCGAAGAAGGCAAGCCCTAGGTCCG
3.57 AB D5 mab109273U LG5 TGCAGATCCTCCAGCGCCGCCTCAAGCACCCGCTCGCTCGCCTCCGAATCTCGCTCTCCG
3.57 AB D5 mab119273U LG5 TGCAGGGTCAGGCTCAGGCAGCCG
3.57 AB D5 mab124173U LG5 TGCAGGAACGGGAGCAGCGTGGCGGGGTTGAGCCCG
3.57 AB D5 mab9517 3U LG5 TGCAGGTGGTGGGGCTGATCCACTCGCACGTTCTGCCGCTGGGCCCAGAGGAAGCACGGCGACTACCGC
3.57 AB D5 mab8572 3U LG5 TGCAGCCGCTACGGCTGGTGCGGCTCTACCCCG
3.57 AB D5 mab146823U LG5 TGCAGCTTCACGCCACCCTGCGACCTCACGCTCAGCCG
3.57 AB D5 mab134413U LG5 TGCAGCCAGCGCCCGCAAGGCTAGCTGGTTGATGGCGGAGTCGCGGAGCTTTGGGATCCAGCAGGGATC
3.57 AB D5 mab101893U LG5 TGCAGCAGATCCTGCCTTGATCCATGCGTTCCG
3.57 AB D5 mab134773U LG5 TGCAGCAGGCGCTGGGCTCGAAGCTGGCGCGGCGGATCCTGGGAGAGGAGGCGGAGGACTCGGCGGCCG
3.57 AB D5 mab108843U LG5 TGCAGCTCCGTGTGGATGCCAACAGTGTCATCCG
3.57 AB D5 mab162853U LG5 TGCAGCTGCTCACCATGCGAGCAAGTAAGATCAAGAATTGTTTGGGTTTGCAGAGGAAGCTGGAGGAGG
3.57 A D4 mab237963U LG5 TGCAGCTGTCTGTCAACCGCCCGATCGCGCCG
3.57 A Cod mab2373 3U LG5 TGCAGCTTCTCGTCGTTCCAAGACACGCTCCTCGACGACAACGGGCGCCATTACTACTGCGGGTGCTAC
3.57 A D4 mab195003U LG5 TGCAGCAGCGCCACCATCTCCACCCCCAACTCCTCCTGCTCCG
6.75 S Cod mab5502 3U LG5 TGCAGGTGGGCAAGGCGCTGGCCAAGGAGCGTGTATTCGTGGAGTGCCACGTGTTCAACCCGCCGTCCG
6.75 B Cod mab5310 3U LG5 TGCAGCGAGGTCGGCGACGCACATCGGCGCGCCATCAGTGCGGCTGGCGTGTGGTGTCTTCCGCCCGCC
6.75 B D5 mab138823U LG5 TGCAGCCATAGCCAACGAAACCGAAGCATGATACCG
6.75 A D4 mab187093U LG5 TGCAGCTTCCCATTCTTATCCATGACACCCGTGATCACACCG
6.75 A D4 mab259393U LG5 TGCAGTCTGCACACGTCGAAGACAGACCG
6.75 A D4 mab257343U LG5 TGCAGAAAGTCCATTGGTTAAAAAGGTTCTACATGACTGAACTCCG
6.75 A D4 mab254513U LG5 TGCAGACATAGACGATCTTGCAGGCGGGGTTGTCGGCGACGGAGGCCG
6.75 A D4 mab178763U LG5 TGCAGTCTGCGGATACGGAGGGAATAATCCCG
6.75 A D4 mab224223U LG5 TGCAGCAAAAACATCAAGGATGGGAGGGGCAAAAAGGGAGCGGCCATGGCTGGCTGCCAGCAGCGGCCG
8.32 S Cod mab1008 3U LG5 TGCAGGAAGAAGGCATTAAATACTTGAGACTTGAGATCGAGCTAGTCCACTACCACACAGTAGCCGAGA
8.76 S Cod mab4098 3U LG5 TGCAGGCCATGTCATTAATATGTTTGATCTTCATTCGCTATTGTAGGTGTAGTGGCCG
8.76 B Cod mab1142 3U LG5 TGCAGCAGCTGGATGATTCGATTTCCCAGGCCGTCTCGCCCGTGAGCTGCTTCGCGTTCGTCGGCCGAG
9.2 S Cod mab768 3U LG5 TGCAGACGAAGGGCTCGTCGAGGGCGGCACCAGGGGGGGCCG
9.2 B Cod mab155 3U LG5 TGCAGTACGCGCCGCGGCCACACGCACGTACCTGCTTTCTGCGGGAGCGCGATCCAGTTGCCGACGGCG
9.2 B Cod mab1768 3U LG5 TGCAGGGCTCTCCCTTCCTCTCGCATGGCACAGTGACGCTGGTCTCACTGGTCGTTCCCCTCAGCCCTA
9.2 B D5 mab161683U LG5 TGCAGGAGGCAGATGGAAGAGGCTCGGCGGCACAGGCGCGGGGCGTCCAGAGCCAGCAGCAGGAGATGG
9.2 B D5 mab8204 3U LG5 TGCAGCTCGAAGAAGCCATATTGGATGCCG
9.2 B D5 mab120323U LG5 TGCAGATCGCAGATTGCAGACCAACCAACAACCCG
9.2 B D5 mab6334 3U LG5 TGCAGTCGCACCTAAACCGCCTCCGCGTCAAATCGCTGTTACCG
9.2 B D5 mab151453U LG5 TGCAGCAGCAGCAGCAGCAGCAGCCGCACGATGCCATCGGAGGCCG
9.2 B D5 mab6389 3U LG5 TGCAGTCAGCGGCAGCCAGCGACTCAGCATGAGGTACGAGGCGAGCAGCGGTTCCG
9.2 A Cod mab3508 3U LG5 TGCAGCAGCCGCTTCTCCTGGAGCTCCTGGGGCAGGACGGCCG
9.2 A D4 mab257473U LG5 TGCAGAACTGCTTCTTCCCCGACGCCG
9.2 A Cod mab1222 3U LG5 TGCAGAACGTGCGGCAGCTCGAGGTTCCCTTGCAGCGCTATATGTTCCTCATGGACCTTCAGGTCAGCT
9.2 A D4 mab169773U LG5 TGCAGTAACTTCGGGTCGATTAAGTGTCACGTACGGATCCGTCAGGTACATGGGCGTCCG
9.64 S Cod mab3769 3U LG5 TGCAGTCACTGGAAGGAGCAGTGCTGGAACACATGGAGAGTAGGCCAGGAGGAGAGGCCATCATCACCC
9.64 A D4 mab196983U LG5 TGCAGATGGGGCAGGGGAAGCCCG
9.64 A D4 mab224143U LG5 TGCAGCAACACGTTCCACGACACTTCGAGCTCAGAAGCGAAAAATCTCGCTGAGATGCCAGCAGTAGAC
9.64 A D4 mab223783U LG5 TGCAGCACCACGGAAAACTCTGATTTCTTCAAGAAGAGTGCCCAGATGCCTACAGCTACCTCACGGATG
9.64 A D4 mab271763U LG5 TGCAGCCCCCATCCAATGTTTCTCAAGGACAGCAAATCCCACCATGTAAACCAGCTCACGTACACATAA
9.64 A D4 mab224503U LG5 TGCAGATGTACGATGCGGACAAATATATTCTAAAGCAGCACTGCTACTTCAAGGATGAGTTTGTGGCAC
9.64 A D4 mab206653U LG5 TGCAGACTCAGCCTAATGGCGCACCAAGCCCTTTCCTTCCAGCGGCGGCCGCCACGGTGCCGTCACCAC
9.64 A D4 mab205813U LG5 TGCAGCAGCAGGACATCGTTGTTGCCTGCAATAATTCAGTGTTCTCGTCAGCCATTCGGTCAGAAGGAT
10.08 S Cod mab4461 3U LG5 TGCAGCTGGCCCGCGCCTCCTCGTAGAGCTCGTCGGAGATGAGCCCCATGCCGTGCATGAAAGGCACCT
10.08 B Cod mab547 3U LG5 TGCAGCGCCACCAGCGATTGCCTCCGCCG
10.08 B Cod mab134 3U LG5 TGCAGGACGTTGCCGAGCACGCTGAGCCCGTCGCCCGTCGCCTCCAGCGCCAGGCAGTGGTACTTGCCG
10.08 B D4 mab266193U LG5 TGCAGCAGGTGGAGGAGGTCAAGTGCCTGGCGCGCATCATTCCG
10.08 B D4 mab169043U LG5 TGCAGAAACAAATAACATTACGCCCTCACCTTTTCGGCAGAGCTTGGTTGCAAAAAAGGGGACATCCAT
10.08 A D5 mab146753U LG5 TGCAGCTTCGACGCCTAGCTCGAGCAAACGCACGAGGTGGACGTGGCTAATTAACCG
10.08 A D5 mab6276 3U LG5 TGCAGCAACCTGGTGAGCACACCACAATCAGAGCCATAGTCACCACACCACAAGTTTGGAGGAGCGGAG
10.08 A D5 mab6278 3U LG5 TGCAGCCTGAGCAACACATCCAGCAGGTCCTCCTCGCCG
10.08 A D5 mab142753U LG5 TGCAGTAAATCCACAGCCACAAGGTCAGGTAAGATGAGCAGGTGAGGCGAGGCGAGGCCG
10.08 AB D5 mab140513U LG5 TGCAGTTCAGAATTCCAGTTCCATCAGCTAGAATACTAACCG
10.08 AB D5 mab151343U LG5 TGCAGCAGCCGCAACAACAAGGGCAGCAGCACCGCCCTCAGGCCGCAGAAGTTCCG
10.08 AB D5 mab142403U LG5 TGCAGTAGCGCATGGCTGCGGGGATTCATCTCTGACAGTGATGCTCCTCCG
10.08 AB D5 mab140543U LG5 TGCAGTTAGATGCACTTCTGAAGTCTTTGGCTCATCGCCCG
10.08 AB D5 mab147133U LG5 TGCAGCTGGAGCAGAGCCACCAGCAGTAGCTAGTGCAGCTTGGCTTTTGGTCTTGGTGCCG
10.08 AB D5 mab152493U LG5 TGCAGATGGTCTTGCTTGCATTTGCTGTGGTATTTGTTTCAACTCCG
10.08 AB D5 mab140573U LG5 TGCAGTTAAGAAGCGGTGGTTCTTTTAGTGCGTTAGCGCATTTTTTTTCCG
10.08 AB D5 mab157373U LG5 TGCAGATTGATCTCAGGAACGAGGAGAAAAAGGAGGAACAGAAGATGAGCACCGCCAAGACGTCGTGGC
10.08 AB D5 mab140353U LG5 TGCAGTTGAACGGAGCGCCGGGATGCAGATTTTATAGCCTCCG
10.08 A D5 mab6272 3U LG5 TGCAGCGAAGCCATGATGTTAGCTTATAACTTAGCTAAACCGTGGCAGTGGCACCG
10.08 A D5 mab151353U LG5 TGCAGCAGCCACTAGCGAGACGCCGTGGTTTCAGTTGCTGTTCTCCTTGCTTTGAGCCG
10.08 A Cod mab445 3U LG5 TGCAGCGTCATCCTGGGCACGTCCGTCTGCGCCG
10.08 A Cod mab547 3U LG5 TGCAGCGCCACCAGCGATTGCCTCCGCCG
10.08 A D5 mab131363U LG5 TGCAGGGTTCGCGTCAGCGAGCATGCACGCAAGACGACTCGATGTCGACGGGAGCCGTAGCGGAGCCGA
10.08 A Cod mab543 3U LG5 TGCAGCAGGAGCGGGAGCACTGTGTCACGGAGGTGCCG
10.75 S Cod mab4780 3U LG5 TGCAGTGGTTAGGACATTCATCCCCTCCAAGCTTCATCGGCAAATCTGTGGATCCACCTGCTCTCTGCC
10.75 A Cod mab935 3U LG5 TGCAGGGACGAGCACAGGGAACGGCACGGGGACAGGCTCCG
10.75 AB Cod mab102533U LG5 TGCAGTCATAGAACGGCGGCGCGTGGAAGCACGGCTCCATGGACACGTCCCG
10.75 A Cod mab1736 3U LG5 TGCAGGTGTTTTTCGAATGATCTGCTACCTCATTTCCAGGCAGCTTTATTTAATTGCTTCCG
10.75 AB Cod mab194093U LG5 TGCAGCATCTTGACAGTCCAAAGTAGCCACCAGCATCATCTTACCG
16.05 S Cod mab5633 3U LG5 TGCAGCAAGTAATGCCGAGCCGATGCAGCAATCAGCGAGCTGATGGTCCAGACGACGCGGAGCTTAAGG
16.05 A D5 mab143533U LG5 TGCAGGTATTTGCGTCTGTGGCGATCCAACCCCAAACCCG
16.05 AB D5 mab9472 3U LG5 TGCAGAGCCCGCTCCTCCGCGGCGTCGGCGTGTCGCCG
17.62 S Cod mab4054 3U LG5 TGCAGAACACCAACGCCGAGATCTCCCTCTCGTCGGGGCACCGTCCAAAGCCTGATGCGTTCGAGCTCT
17.62 B D5 mab8197 3U LG5 TGCAGGCACCGCGCCAGCACCCGCTTGGCCTCCTCCTGGAGGTGCTCCG
17.62 A D4 mab225583U LG5 TGCAGAGGCCAGCAACGTCTTGACTGTAGAACAAGGCGACGACAATTTTAGCTGCGGGGGAGCCGAGAT
17.62 A D4 mab206973U LG5 TGCAGAAGCACAGCGACGGAAGGCATGCATGCATGCAGCCACAAGAAATTTTACATCTGCGGCCAGGGA
17.62 A Cod mab2619 3U LG5 TGCAGGAGCGCGCGGGTGATCTCGTTGAGGCACTCGCCGAGGACCCTCTCGTCGACGACCGTGGCGCTC
17.62 AB Cod mab225403U LG5 TGCAGAGTAAAAACGACAAGGGAAACAAGCTTTCCTGTGCTAATATACACTTGGAAAATGTCCG
17.62 AB Cod mab187193U LG5 TGCAGCTTAACCCTCTGGCTTCTCCGATAGCCTAGCTTATGATTCCG
17.62 AB Cod mab196443U LG5 TGCAGCAACCTCGCACATCCACGCCG
17.62 AB Cod mab194173U LG5 TGCAGCATCCACTTCCATTCCAGCAATTGCTTCTTGGATATCTCTCATTAGAGCCTTCCG
17.62 A D4 mab184533U LG5 TGCAGGCCCATCATACCTGATAGGACTTGAAGTGCTCCG
17.62 A D5 mab153643U LG5 TGCAGAGCAGGGAAATCGCACACGTAGTAGACCGCACGCCGCGTCGGAAGAGACCGACCG
17.62 A Cod mab5180 3U LG5 TGCAGGAGCTCACGATGCCCAAACCAACTGCCTCTCTTGTAGATGAAGTCGTTTGCCAGTCTGGTTTCC
17.62 AB Cod mab134173U LG5 TGCAGCCTACGGGATGTCGGCTTGGTACGGCAAGGCTTGATGGCGTCGATCATCGCTACCTCTAGCTCA
17.62 A D4 mab253873U LG5 TGCAGCAGCTCAGCGATTACCACCAGGACCG
17.62 A D4 mab224263U LG5 TGCAGATTGTCGTAGCAGCAGCGGCTCATAACTGCTGAACCCGCAGTGGCGGCAAGGGAGGCAGGCGCG
17.62 A D4 mab206413U LG5 TGCAGAGGCGGGGTACTGCTCCAGAGTGGAGCTCGCGGTGAAGATCGACATGAGCGTGCTTCACTGCCC
18.96 S Cod mab4522 3U LG5 TGCAGAGCCTTCTCCGCCGCGAACGTGAGCGGCGGGACCAATCGCGGGTGCGTCATTTGGGGCGTTGAT
18.96 B D4 mab180203U LG5 TGCAGTAAGAGAGTGGTCAGCCG
19.63 S Cod mab4176 3U LG5 TGCAGCCTGGATCGATCGCTGTGACGGGAGCGGTGGCCAAGGAGATGCAGACCG
19.63 B Cod mab2159 3U LG5 TGCAGCCATGGATTGAGACGCCCGAAACCCTAGCTACCCGTGGAGGTCCGACGCCTCAACCTCCAAGGA
19.63 B D4 mab263463U LG5 TGCAGAGTCGTCCTAAACTAAACGGCTCTGTATCAATGGCGGATCCG
19.63 B D4 mab169873U LG5 TGCAGGGAGATACTGTATATAAACGACGACACGAGTGGAGTGGTGTGGCCCG
19.63 B D4 mab196413U LG5 TGCAGCAACGACGTGCTGCGCTTCATCCCGCTGCCGTCGCCACCG
19.63 A D5 mab143303U LG5 TGCAGGTCTCACATACATCATGACTGATGCAGTCAATTGGATTATTACAATGATTCCG
19.63 AB D5 mab147493U LG5 TGCAGCTCTGGGACAACAATCTCTCCGGTCATCTCCCAGCCG
19.63 A Cod mab961 3U LG5 TGCAGGCACGTGTCGGCCACGATGGCGTCTGGCCTCTGCCCCAGCTCCAGCGCCAGCCG
19.63 AB Cod mab143573U LG5 TGCAGGTAGGAGAATGGGAAAGAGAAGTAGAAGAGTTAGAGCCG
19.63 AB Cod mab143513U LG5 TGCAGGTCAAATGACACTGTCATAGCCTGGATGTGCCG
19.63 A D5 mab145703U LG5 TGCAGGCAAGGCGGGGGCACTCTGTTCTGACCAGGCCGCGGATGGAACGAGCGCCG
19.63 A D5 mab159323U LG5 TGCAGTATTGTACTGTACGGGGGTACGCCCCGCGTATAGCTACGTACGTGTCACGTCAAACTTTTCCGA
19.63 A D5 mab6097 3U LG5 TGCAGGTTCCGAATGCATCGTGTGTTGCTTGCACAGGTCGCCCTCCTCATCAGAGTCGCCGACGAGCGA
20.98 S Cod mab522 3U LG5 TGCAGAGGAGGATTTGGTTGGTGGGGCGTAGATTCGCCG
20.98 A D5 mab7522 3U LG5 TGCAGGCGACCCCTGGCTGGGCGTGGGAGCGCCCTTAGCGGCGGCGGCGGCGACCATGACGATGAGCTT
20.98 A Cod mab417 3U LG5 TGCAGGTACATAACGTGGTCATGCTCATGCATCGATCGACCG
22.79 S Cod mab176 3U LG5 TGCAGCACTGGGATTCCTTTTTCTCGCTTGGTTTTCTTGGCAATGTATGGCAGGCCGCGTGTTTCCGAG
22.79 B Cod mab1555 3U LG5 TGCAGCGCGGCTTGCCGCACTTGCGCGCGTGGTGGCCCAGCAGCGCCCACCCCAGCGCGGCCCCGAGAT
22.79 B D5 mab118423U LG5 TGCAGACCGCATCATCAAACAACACGTCCACATCGATGGACACCTCGACGACCTGGCCGAGCCACGGCC
22.79 B D5 mab154563U LG5 TGCAGAAGGTGGCCGTCTTCTTTGCGATGGTTGGTCGACGTTGCCCG
22.79 A D4 mab180123U LG5 TGCAGTAATGCGCTAGAGGCGGATTTTAACGGCCG
22.79 A Cod mab3849 3U LG5 TGCAGGTTTGCATGCAAAGTTACAAGATGACCGCCGACCTCATGCACTGTCGCCCG
22.79 A Cod mab2320 3U LG5 TGCAGCAGCATGTCTTCACGGACATGGCGCAGCAGCAGCCGAGGGCCGGCATGGTGACGGTGAAGGAGG
22.79 A Cod mab1306 3U LG5 TGCAGCGCGGCCAATCAGCCACGACGCCCAACGCTGTCGCCG
22.79 A D4 mab196693U LG5 TGCAGATTTTATTTTATTTTTGGCCGATGCCACAAATCAACCG
22.79 A D4 mab201493U LG5 TGCAGGTTCGTGTGGTGGACGAAGGCCTGCACGAGGCTCTGAAGCGGCAGCTGCTGCTGCGCCCGAGAT
22.79 A Cod mab5344 3U LG5 TGCAGGTGGCGGCGGAGCACCACCCCCTCGGTGGCGGCCTTGGGGTCGGCGCGGACGTTGTCGACGACG
22.79 A D5 mab8133 3U LG5 TGCAGGTAGCGTGTTCGATTCCTGCCG
22.79 AB D5 mab151233U LG5 TGCAGCAGCTGCTGAGCGTGCACCTCATCAACGGCCG
22.79 A D4 mab264523U LG5 TGCAGCCGTGGCAGGTTTATCCTGTGCTATTTCGAAACCCG
22.79 A D4 mab170503U LG5 TGCAGTTTGTCATTTAGACTTGGCGCCACACATTTTCAACAACCATTGGTCAGTTCGACCG
22.79 A D4 mab265263U LG5 TGCAGGAGAAGATCAAGGCCCTGGAGGCAGCCGCCG
23.91 S Cod mab3723 3U LG5 TGCAGAACTGAACATGTGTTTTCTTCCG
23.91 B Cod mab156 3U LG5 TGCAGCTCAAGGAGTTCGCGCCGCCGTTCCTGGACAGAAGCATGTCCGACAAGGAAATCGTGACGGGGG
23.91 B D5 mab148183U LG5 TGCAGCGTGTCGCGACGCACAGGGGTAAGTCCCGACTGGGCCG
23.91 B D5 mab6340 3U LG5 TGCAGGGTGGAGACGAGCGCGCCAACCAGCGCCGCGCCATCCCTGTCGACGGCGCGCGCCAGGCACCGC
23.91 A D4 mab169853U LG5 TGCAGGGGGGAGGGGACAGGAGCCG
23.91 A D4 mab265103U LG5 TGCAGGAGGAGCGAGTCGTCGAGGTCGAGGCCCGCGCCG
23.91 A D4 mab225683U LG5 TGCAGAGGAGCCGAACCTCCTTCTACACCACCAGCAGTCTTGATCGTCTTCGACTTGCCACTCCGAGAT
23.91 A D5 mab8010 3U LG5 TGCAGGCGCTGGTTAGGTAAATTGCCTTTAACCG
25.71 S Cod mab1351 3U LG5 TGCAGAATCTGCTAGCGTTGCCTAGTCCGCGGCGCAGCGCAGCGACGCGGAAAGTGGGTGGCCCGAGAT
25.71 B D5 mab9137 3U LG5 TGCAGACGCGACGATGCTGAGACATTCATGGCCTCCCG
25.71 A Cod  mab1351-3U LG5 TGCAGAATCTGCTAGCGTTGCCTAGTCCGCGGCGCAGCGCAGCGACGCGGAAAGTGGGTGGCCCGAGAT
25.71 A D4 mab259813U LG5 TGCAGACAAAGGAGAGCGTGCGTGGCCG
25.71 A D4 mab257323U LG5 TGCAGACGCGTCGTTCAGGGGGTACCTGCCGCGGCAGGTGCGCGCGCCG
25.71 A D5 mab9236 3U LG5 TGCAGCAACCAGGGCGCCTTGACGCCTCCTCCTCCTTGCCCTGCTCCACCTTGTGCTCGAACAAAGGCT
28.19 S Cod mab1945 3U LG5 TGCAGCACCCGCAGCTGCACGCGGTTGGCAACGCCGACGACGGTGCGGCGCTCTGCCTCGGCCGCCAGG
28.19 B Cod mab4585 3U LG5 TGCAGACCACGGTGCCTGACATCTTCTTGATGGCCACAAATATCACTGTCTTTTCCGCGCGAGTCTCGG
28.19 A Cod mab451 3U LG5 TGCAGCTCCCAAGCACTGACACCCG
28.19 A Cod mab1534 3U LG5 TGCAGCTTGGGGCGCTTGTGGCTGGTGCGGTGGCCCCCGAGCGCCTGGAACGTGGGGAACTGCCGAGAT
29.76 S Cod mab1609 3U LG5 TGCAGAACAATGTCCGCTGCCCGAACTCCCCGAAGATCTGCACTGATGGCACTGCCCG
29.76 B D5 mab7488 3U LG5 TGCAGTGCAGACTATCATTTTGTCCAGAGAAGTATTGGTAGTACGTCCGTACGTGTCCG
30.2 S Cod mab3602 3U LG5 TGCAGAGAAGGCCATCCACGGTGCCGTCGCCCCACAACAGAGAAGGTCGAGAAGGATTCCG
30.2 A D4 mab196893U LG5 TGCAGATGTTGCGTCGGAGAGCTCACCG
30.2 A D4 mab253343U LG5 TGCAGCGGCAGCGCCCTCCGCCTCGTCAGGAGAGAGAGAGGGGGGGAAGGTGTCTGGTCAAGCAAGGGA
30.2 A D4 mab191153U LG5 TGCAGCGACCGACGCCGTTCGCTGCACCG
30.2 A D4 mab255213U LG5 TGCAGCACTTGGCCATGATGGCTGAAGTTCCTCGGCTGACCTGATCCCG
30.2 A D4 mab186013U LG5 TGCAGGAGAGGAAAGCGCGGGGTGCTCCTGTCGTCGCACCCG
30.2 A D4 mab184523U LG5 TGCAGGCCCATCCGAGCAGCAGCCACACATTACCG
30.2 A D4 mab205863U LG5 TGCAGCAGACACAAGCGGCCGACGCCAGCTGCATTGGGTTTGGAACTTTGGATGCAGGCTCCG
30.2 A D5 mab9859 3U LG5 TGCAGCCCGTTGTGGTGCGGTGTCTCGTCATGGCCGATCCCG
30.2 AB D5 mab149603U LG5 TGCAGCCTCGAACCCAACCAACCTAGTCAATCTCAGTGGTAGCCG
30.2 A Cod mab1330 3U LG5 TGCAGGTACGCGGCGAGCAGCAGCCACACCACCGCGTGGCGGCATCCG
30.2 A Cod mab4269 3U LG5 TGCAGGTCGTCCCTGTCGTCGTCGTCGGGCGCGGCGCCCCCGCCG
30.2 AB Cod mab272123U LG5 TGCAGCCGCTGCTGACTGCTGCCTCGGCCACCATGGCCACGGCCTCCTCCTTGCCTCGCCTGCCTTTAT
30.2 AB Cod mab196643U LG5 TGCAGCAAAATGTCGTCGCCGCCGCCG
30.2 AB Cod mab259053U LG5 TGCAGATCGTCCTAACCGAGAGTCATGTCGGCCGCCG
30.2 AB Cod mab214273U LG5 TGCAGGCCACGACACAGGCGTTGCTGCTGCTTCCAATGGTGGTCTGGTTGTGCAGGTGGTGCGCGAGGA
30.2 A D4 mab164923U LG5 TGCAGCCGCTGCTCCTCGCCGCTCCCCGCATGGAGCGCCCTGACGGCGCCGCGAACGCCGACGAGCACA
30.2 A D5 mab145923U LG5 TGCAGGAGTCGCGGGGTCGAGGACCTCCAACTCAACAGTCCAACTGCTTCCTCTATGGCCG
32 S Cod mab3946 3U LG5 TGCAGCCGACCAACGAGGTGCTGGAGGGCCTCCTGTCGGACCCCAAGGCCG
32 A D4 mab193013U LG5 TGCAGCCCCTCTCTTATTCCACCG
32 A Cod mab138 3U LG5 TGCAGGTACACGGTGGCCGTCGCCGACAGCTGCACCAGGGTGAAGAGCTCCGCCATGAGCAGCAGCCAC
32 A D4 mab169143U LG5 TGCAGCGAAGGAGGAGGAGGAGGAGGTGGTGGTGCTGCCCCGCTCGTCCCTGAAGCCGCCGTTGACCTC
32 A Cod mab539 3U LG5 TGCAGCAGCGTTGTCAAGCACAGCCAGTTTGTTTACAAGAATCACCG
32 AB Cod mab8345 3U LG5 TGCAGCGGCGAGCAGGCGGCCACGGGCGGAGTCGGCCCG
35.91 S Cod mab1793 3U LG5 TGCAGTCCCCCGAAGCATATCCCGAAGGGGAACCCCTTCTCGTCGTACCCCGCCG
35.91 A D5 mab114923U LG5 TGCAGCCAGTGCGGCTTCCGCTTCCGCTTCTTGTTCTGCTTCTGCTCGGCCTCCTCCTCTTCCG
35.91 A Cod mab4543 3U LG5 TGCAGTGGACTGACTATCTCGTCAGCATCCAAAAAATCGGCAAGCACCAGCACACCTTCCTGTGGTTCC
35.91 A D5 mab7266 3U LG5 TGCAGCAGGGGATCATGCAGACGCGCGTGAAATCGCGTCATCGGACAACGCTATATTGGACGAACCACG
35.91 A D5 mab159823U LG5 TGCAGGTGGTGGCCGACAGGCCGAGTTCGTCGGGGGCGTACTCGCTTGGCAGCGAGCGGCGTGCCGTGG
35.91 A Cod mab485 3U LG5 TGCAGCGAGATCGGGCAGAGGAAGTAGGAGGGCACCTCGGCCG
35.91 AB Cod mab258453U LG5 TGCAGGCCACCCGAGCCGTCGCCCCGCCCTCGCCG
35.91 A D5 mab160583U LG5 TGCAGGGCGAATTGGTAGGGCGCGGGAAGGGATCTGTTCCCGTGAGCGGCATCCCAGGGAAGGCGCCAG
35.91 A Cod mab2178 3U LG5 TGCAGGCCTCCAGCGTCAGAGGAGCAGCGTCTGTTACGTCAAACTTTGTGAGAAAGGCAATTATTGGGC
35.91 A D5 mab157503U LG5 TGCAGAGGGCCGCCGAGTCCGCCATACGGTCCATCGGCCTCGGCTACGACATCAGCGCCGACATCCGAG
35.91 A D4 mab221383U LG5 TGCAGCCCTGTGGGCACATGGTCTTGCATGGCTGGTGTGTGGTGGATGAACGCGCAGATCCATGGGCGT
35.91 A D4 mab206303U LG5 TGCAGATACCACTGCCAGTACCAGCTAGCTAGCTTGCAGCTACTGCTTGCGCTTAGACAGTTAGACCTC
35.91 A Cod mab1616 3U LG5 TGCAGCACAATGAATGTTGCGTACAATGTGCGCAACTGCCG
42.22 S Cod mab3270 3U LG5 TGCAGCATCTGCATGGCTCCGCTGCCGAGCCG
42.22 A D4 mab255413U LG5 TGCAGTTGGCCGTCGCTACCTCATCTACTCGCTGGCTTCCGTACGTGAGCACAACCG
42.22 A Cod mab1312 3U LG5 TGCAGCCTCTACTTAAAGGGAGGCCACCCAGCCGCTGACCTAAAAGCGAGATCTCAGCTACAGATCGGA
42.22 AB Cod mab250583U LG5 TGCAGCAACCCATGGAAGCGGGGCCG
42.22 A D5 mab148063U LG5 TGCAGCTACGTTTGGGCTACCATGTACTATCTTCCAGATCGGCCATGTATACCG
42.89 S Cod mab2106 3U LG5 TGCAGCATTGGCAGCACCAACTAGGCACCCGTGAGCTAAGATAACTAAATCACGAGACCATGCCTTAGC
42.89 B D4 mab214413U LG5 TGCAGGCAGTGCCCAATCTGCACGTGGAAGGAGGGGGAGGCTGGCGCCATGGTGGAAGGAGGGGGAGGC
42.89 A D4 mab181393U LG5 TGCAGGTCGCCCCGCCTCACTACCAACCTCCGCGCCTTTCCACCG
42.89 A Cod mab1992 3U LG5 TGCAGGACGAGACGGATCGCCCCTTCGAGCCACGGCAGCAGCCGCCGGCCGATAAACCCG
42.89 A Cod mab4279 3U LG5 TGCAGGACGAAACGGATCGCCCCTTCGAGCCACGGCAGCAGCCGCCG
42.89 AB Cod mab270323U LG5 TGCAGTGGCGAGATTCGGGATCGATGGATCCGACGCTGCGAGCCCATGTCGGCCAGATCCTGACGGTGG
51.33 S Cod mab5401 3U LG5 TGCAGTATTTGTTGTACAGTCGAGTCTTATATGCTGTTGATTGGGGAAGTATATGGTGTTGACTGGAGA
51.33 B D5 mab119793U LG5 TGCAGCGTGTTCCTCGTGTCCCTCCGCCTGGTCGGTCCG
51.33 A D4 mab250113U LG5 TGCAGCCCCAGCCCACTGGAGCAGCCG
54.51 S Cod mab1957 3U LG5 TGCAGAGCCTGCGTGGTCACACCTACCTGATCCCGCTGGGGCACCGCCTGTACGCGCTCAGCCAATTCA
54.51 B D4 mab251833U LG5 TGCAGCACGCTCAAGGCAGCGGCTGCGCCACCCG
54.51 A D5 mab140753U LG5 TGCAGTGTAGCGCGTTCTTCTTCATCTCCAAGATTGACACGGGAGACACCG
54.51 A D5 mab8210 3U LG5 TGCAGATCGAATCCAGCGCCGCCGCCGTTGTCGGGAAGCTCGCCTCCGCACCCG
54.51 A Cod mab2249 3U LG5 TGCAGTAATGATTATCTTAATTCACATGATATGTATGCCTAGCACCTAGCAATTGCCG
54.51 A Cod mab5506 3U LG5 TGCAGCGTTGGTTACGGTATCCTCGAACCCTGAGCTGGACATTCTTTCAGCAAGCGCCGCCAAATTGCT
54.51 A D5 mab164313U LG5 TGCAGCGCATCCTCACGGACGCAACTCTCTCCCAAGAGGGCAGCACGCACCTCTGCCTCCACCCTCCGA
54.51 A D5 mab136003U LG5 TGCAGAATTCAGTCGAACAAGAGGGTGCCAGGCGCAAATGGGACCAGACCACCAACGTTCTCCCGAGCC
54.51 A D5 mab144323U LG5 TGCAGGGATGGCGGGACGAGCACGGTAGTGCGAGGCAGGAGCATGTGGCTAGCCCG
54.51 A D5 mab147953U LG5 TGCAGCTCACCATGCATGCCTAAAGCTTCGCTTCCCG
57.68 S Cod mab1097 3U LG5 TGCAGCCTCCAAGCGCGCGGCAGGGGAGGTGGTGGCCG
57.68 B Cod mab1086 3U LG5 TGCAGGGGTCGGTGAGGGACGAGGCGGCGGAGCCGAGGTTGGTGAGCACGCGGCGGAAGTCGGCGGCGA
57.68 B D5 mab162243U LG5 TGCAGGAAGGAGTTGTCGACCCCGCTGTTCCCGAGCCGCTGCACGAGATCGGCGGTGTCCCCGGCGAGG
57.68 B D5 mab130503U LG5 TGCAGTGCAATTAGACACTGGTGGGTGCTTAAATGATAATTGTGTTATTCTACTGCTGGCGCAGCTTTG
57.68 B D5 mab122173U LG5 TGCAGGTCATAGATGGGATCATAGCATACCCCAGAGTGTACCTTCTCTCCATCTTCCG
57.68 B D5 mab7613 3U LG5 TGCAGCCGCCTCCTCTCCGACCCCGCCTTCCGCCGCCGCTTCCGCATCGACCACCGCCGCAGCGCTCTC
57.68 A D4 mab191273U LG5 TGCAGCGAACCAAACACCCCCTTGATGCTTGGCGAGTTCAACTCCACCG
57.68 A D4 mab238803U LG5 TGCAGCGGGCCTTCTGGACGTACTCCCGCACGCCAGAGATGCCG
57.68 A Cod mab177 3U LG5 TGCAGAACGAACGACATTTCTGGGAGGCCTGATGACCCGACGCTGCCATCTCTCTCTCTCTCTCTCTCT
57.68 A D4 mab236363U LG5 TGCAGGGCGTGGAGGCAAAACTAGGTCGCGGGATCCG
57.68 A D5 mab101503U LG5 TGCAGAGGGCGCGACCCCGAAGCCCCGCGGCGGCGACGGCACGGCCAATCAGCGAACTTCTCCCCCTCA
57.68 A D4 mab280373U LG5 TGCAGGGCTGCCACATGGTGCACTGCGCCTACAACTCCCTCTGGATGGGCAGCTTCATCCACCCGAGAT
59.7 S Cod mab1289 3U LG5 TGCAGGCGGGCAGGACCATGACCTACGACACTCATGGCGACGGCGGCCAGCTGACATTCGAGCCGAGAT
59.7 B D4 mab190793U LG5 TGCAGCGCACGTGTATGGGCTGGCCCAATAGCGTGTTATATGTTTGTTCATTCGCCG
59.7 A D5 mab114813U LG5 TGCAGGCGGAGGATATCTTTTACAAGAAACATTGTGCTTCGCTGGAGCGGGAGATACTGTCAGCGTCGC
62.41 S Cod mab771 3U LG5 TGCAGCCACACCCACGCCTGCGACCG
62.41 A D5 mab8623 3U LG5 TGCAGCGCCGTGGCCAACGGCATGGCCGTGCAGTACAACAAGGCTGCCAAGGGCGTCCTCAGCGGCATG
63.3 S Cod mab903 3U LG5 TGCAGCATGGCTGGTTCTCACGTCGGCGTTCTAGAGCGCCGCATGTCGCCG
63.3 A Cod mab2586 3U LG5 TGCAGCGTCGCCAGCGCGCGCTCGCCTGCGGCCATGGACACCAGCCATGCGACTCCCCTGCTCCTCCAG
63.3 A D4 mab277993U LG5 TGCAGGCGGCGCTGGACTACGCCTGCGGCCGCGGCGGCGCGGACTGCACAGACATCCAGCCCG
63.97 S Cod mab1481 3U LG5 TGCAGAGAGCGAGTAAATGTCTACTGCGAGTGGTGGTGGGTGCCTGGCCTCCCTCTGGGTACCCAGGGT
63.97 A D5 mab115623U LG5 TGCAGGGTGCACAAAACGACGAGGACGGCGGCGGATGACGACGAGGTGGAGCACGGGAAGAGCAGCAAG
63.97 A D4 mab195613U LG5 TGCAGCACGGCGGCGGCGCCGTTGGCGCCAGGGGGGCAGTCACCGTCACCCAGGCGCCCG
63.97 A Cod mab2523 3U LG5 TGCAGCACACAGCTGCCATTTCTACGTACCTAGCTAGCTTGCAGATTGACTGGTCTCACATGGTCACAT
63.97 A Cod mab1797 3U LG5 TGCAGCACACCGCAGATCTGCACCTTGATGCCGCTCAGGTTGGCGTTGACGGCGTCCATGTATGTGTAG
63.97 A Cod mab3126 3U LG5 TGCAGCACCCCGCAGATCTGGACCTTGACGCCGCTGAGGTTGGCGTTGACGGCGTCCATGTAGGTATAG
66.73 S Cod mab3823 3U LG5 TGCAGCAGTGTCATCGCCGACACAAGTCACATACGTTCTAGTCAAATGAATGACCG
66.73 B D4 mab213523U LG5 TGCAGGCGGCGTCGCTGCCAGCATAGGGCAACCATGCGTGGATTTCGTCCCCGTCGTTGACCAAAGTCT
66.73 B D4 mab169173U LG5 TGCAGATTCATGCCCCTCCGCTGCTTGTTCCGCTTGCAGTACAACAGTGGATCCTTGGACGACGTCAAC
66.73 A D5 mab123493U LG5 TGCAGGCCACCAGCCATGCGTACTGAGGATGCGTGCGCTCTTGGTTCCG
66.73 AB D5 mab122663U LG5 TGCAGGGGTTGTATTTAAATGTGTATTGTAAAGGAAGGCGAGAGGCTACCG
66.73 AB D5 mab8719 3U LG5 TGCAGGGCACGGGGCGGCCACAGAGCGCGGGCGGGCACGGCCAGAGGCTTCGCGGCGCGGAGGCCGAGA
68.09 S Cod mab1625 3U LG5 TGCAGACGACGCCGTGCTCCCGCATCCAGCTCTCGAAGGCGCGGAGGCGGCTGCACGGACAAGGGGGGC
68.09 B D4 mab254343U LG5 TGCAGCAGCTGGTGCTGAACAACGTGACCG
68.09 A Cod mab1514 3U LG5 TGCAGGTGTTTGATTGCAAGGAACCAGACCTCCTGCATGCCTAACGTACGTCTGGCCACGCCTGGAAGG
68.09 AB Cod mab253273U LG5 TGCAGTGGATCTGAACTGTCTGCAATTGTAGCGACGACGCTAACAAGAGTGACTGAACATTTTCCAGCT
68.09 A Cod mab1697 3U LG5 TGCAGTCCACGACGCTACCGCGGTCCTCCGCAGCACTGTGGCGGCTGCTGGTAGACGTACGTCTGGGGT
69.21 S Cod mab1645 3U LG5 TGCAGAACTAATGCTACGTCAAGCGGCCAAATAAGCATATGAAAGAATTGATGCACTGGAGAAATAATC
71.23 S Cod mab424 3U LG5 TGCAGAGTGGGGGCGGGCGGGGGTTAAGTAACCG
71.23 B D5 mab100083U LG5 TGCAGGGCGTCCGCGCCATCGCGCGGGAGGAGGGCGTGCGGCGGCTGTACGTCGGGCTCGGGATCGCGT
71.23 B D5 mab110203U LG5 TGCAGGTGAGCAGCAAAAGACTGATCCG
71.23 B D5 mab6395 3U LG5 TGCAGACACGAGAGGACGCAATGAGAAAGACCG
71.23 B D5 mab7683 3U LG5 TGCAGCGCTGCTGTTTGCATTCTAGCTTTGCTGCACCTGCGGTAGGTGGCGCCATGTACACCG
71.23 A D5 mab114013U LG5 TGCAGAGGAGGAGCAACAAGCAGCAGTAGTTGCATCCG
71.23 A D5 mab123393U LG5 TGCAGGCCTAGGCCGAATCGTTTTGGTCCTCCACCCAGTCGAACATGCCG
71.23 A D5 mab6720 3U LG5 TGCAGCACTGCCGCATACAAAACCTGAGGTTTAATAATCTTCATTAGCCCATCCAGCCGTCCGTCATTC
71.23 A Cod mab2047 3U LG5 TGCAGGCGGCATCTAGAGGCATAGGTTTTCTGAGTGGCGGCCTACAGGTTGTGTCGACTACGGTTATTG
71.23 A D5 mab9867 3U LG5 TGCAGCCATTGCTCGGCTTGTAGAACCG
71.23 A D5 mab142723U LG5 TGCAGTAACTTGATGCTTACGCTGTAATAATTCTGGTAAAAATGTGGTGCCG
71.23 A Cod mab2598 3U LG5 TGCAGCCATCGGCCTGCATCGTCATGCCGCCGCCGTGCCACATGGCCAGTTGGAGGATGTCGGCGCCGC
71.23 A D5 mab162873U LG5 TGCAGCTGCGGGGCCACCGCATCCAGCGGCGCGGGCGCGGGCGCGTCGACGGCGAGGGCAGGGAAGGCC
75.1 S Cod mab3392 3U LG5 TGCAGCTGGCAAGGCCGTGCGCGCTTGTCCTATCCACACCACATGTAGTACCG
76.9 S Cod mab2919 3U LG5 TGCAGACTTGCGGGATGATACTGCAACGGGGATCACGGGAAAGGGGCCG
76.9 B D4 mab170573U LG5 TGCAGTTTACACGCGCGCGAGGTAGCATGGAATGTAGCGCAGGCTGGAGGGCCATGCCG
76.9 B D5 mab140763U LG5 TGCAGTGTAGACTAATCAGGCACAATACCG
76.9 B Cod mab575 3U LG5 TGCAGTTGGCCGCCAGCTTCCGCGAGAAGGTGTCGTCCGCACGCTCGGACCG
76.9 B Cod mab1066 3U LG5 TGCAGATCAGTCCTACGCCGCGCGAGGGGACGAGGAGATGTCGACGCCCG
76.9 B D5 mab129513U LG5 TGCAGGAGCGCTTCTGGAGGCTGCGCACAGTGCCACCACACAGCAACGGTGGTTCACTGGTACGAGCGA
76.9 B D4 mab279093U LG5 TGCAGCGGAGGATCTTCACGGGCTTACCTAAAGACCAAACTTGCTGCTATATCTTTTCGTTGGGCTCCG
76.9 B D5 mab119513U LG5 TGCAGGCCCCCCTTTTCATCTCCAGCCAACTTGTATCAGCCGCCG
76.9 A D4 mab261003U LG5 TGCAGGAGCAGCAACAGCGTGCTCCG
76.9 A Cod mab2536 3U LG5 TGCAGCACCCTTTGAATGGCGCCCTCGATCCAGGCTGCTTCTGCCGTGAACGGCCACGAGATGGTGACC
76.9 A D4 mab259763U LG5 TGCAGCGGGATGGCTGCCTGCTCCG
76.9 A Cod mab5570 3U LG5 TGCAGCCGTGCCAGGTCGAACCCGCCGTCCTGCTAGCGTTCCATTGGCCCGCGCCCGCCCAACTCCACT
76.9 A D4 mab221283U LG5 TGCAGCCGCAAACGGCAGGCGATTCAGCAAGGTGGAGTGGGATTAAAATTAGCAGCTGGAGGCTGACCG
76.9 A Cod mab3824 3U LG5 TGCAGCCTGACTCCTGGCCATGACCTTGCACGGGTTGGGCACTTGCCG
78.47 S Cod mab2934 3U LG5 TGCAGGCGTAGAGGCATCAATGCTGGCTGGGCTGGGCTTTATCTTTGGAGGAAAATGAATGCCG
78.47 B D5 mab140833U LG5 TGCAGTGGTGATCATCATTGCAAGAAGAGCGAAGTTGTGATCCGATAAGTTGCGTCACCG
78.47 A Cod mab2936 3U LG5 TGCAGCCTGCTCCTCACACGCCATCAAGACTATACTCTACCACTGGCGGGCATGCACTGGCAGGGCAGT
78.47 AB Cod mab259433U LG5 TGCAGCGGGCGATGTGGGTGGCGCGGAAAGGGCCCG
78.47 A Cod mab879 3U LG5 TGCAGCCACAGCCGCGGCCGCCGTGGCCTCCGCCACCG
78.47 A Cod mab2543 3U LG5 TGCAGAGATCGATCGACCAAATCACCAGGCCAGGACTGGCAGGTGTATATGGGTAGAGATATCTAGTGT
80.5 S Cod mab3967 3U LG5 TGCAGCTGCTGCGCCACCTCCGCCACGGCGGCCACGAACTCCCGCAGCGGCCTGCCG
80.5 B D4 mab218643U LG5 TGCAGCGTGACACCGATCCTCTCTGCCTGGAGCTACAGCCAGATCCACTTATCCAGGCGCGGTAACTGC
80.5 B D4 mab253933U LG5 TGCAGACCTTTGTTCATTTAAGAGTCCG
80.5 B D4 mab276043U LG5 TGCAGCTGCTTCCTGAGGCTGCTAGATTCTCCATTGCTTGCTTCAGGGTGTCGGACCACCG
80.5 A Cod mab1354 3U LG5 TGCAGCACCGGCGGCTTGTCCAGGTCGAACTCGTGCGTGCATCCG
80.5 A D4 mab199053U LG5 TGCAGACTGACCAAGGCAATGCACCG
80.5 A Cod mab1901 3U LG5 TGCAGGTAGTTACCCACGTTCACCACCAGCGCCCCCGCCACTGCCG
80.5 AB Cod mab178503U LG5 TGCAGTGCACGTGGTTGTATGCGTGGAGGCGGCAAGAAAAATGGGAGGCGACCG
85.55 S Cod mab4470 3U LG5 TGCAGGATGGAGGATGGGGACGGCGAGGCGGCGCGGGAGGCAATCGCGGCGAGGATGCGGGGCGGGGAC
85.55 A D4 mab188153U LG5 TGCAGCTCGGAGTGGAAATGGCCGCGGGACCCTTCTTGCCGCGGGCACCG
86.68 S Cod mab4463 3U LG5 TGCAGTGCTCCGAGTCCTTCAAGAGGGTCGCGCCGTCGCCGTTGCCTTCCTCCAAGCATCTCGACGCCG
86.68 B D5 mab163303U LG5 TGCAGCTCACGGCAGAGGTGAAGCGAGGCGTAGGAAGCTCGGTGCTGCGGGGGAGAGGTCGTACTGCGA
86.68 B D5 mab150613U LG5 TGCAGCCACCGCAGACGGGACCTAGCGCGTGCGCGGCGGCTCGCTGGTTCCG
86.68 B D4 mab255063U LG5 TGCAGCACCAGCAGCGAACCCGTCTGCACCGTCACCAGCACCAGCAGCAGTGAAATGCTTTGAATCGCT
86.68 B D4 mab194543U LG5 TGCAGCAGGGGGAGGGTGAGAGAGAGCCAAGCCAAGGCGCCG
86.68 B D4 mab275793U LG5 TGCAGGAAACTCCGTGGCGACCTGTTTTTGCAAAGGAAGAGACGCCCACCG
86.68 B D4 mab250143U LG5 TGCAGTCAGCCGCGGCTGCCGCGGCGGCGACCGTCCTAGCACCCCGCGAGGGCTGGGCGGCGGAGTGGA
86.68 A Cod mab2066 3U LG5 TGCAGCCTTCTTCTTCTTGCTGGTGAGTCGTTTGAGCACGGACGCCGCGTCGTTGCCG
88.27 S Cod mab2938 3U LG5 TGCAGCCAGGCTCTGCTCAAGTCTCCTCATTTCCTCTACTTCCTCTGTTGGCTGTTGCTAGGGCTTGAT
88.27 B D5 mab138533U LG5 TGCAGCGCGAGAGCCGCGTCCCCTGTCTCGCCTCCG
88.27 B Cod mab4587 3U LG5 TGCAGTGCCCTGACCTTGGGTCAATGACTGGTCGGCCCCACATACTGTGGGCTCGTAGGGTCGCTGACA
88.27 B D4 mab210283U LG5 TGCAGTACCATTCTCCACTTCGGCCAAAGGAAACAAAGCACTCCATGATGGATCAGCCACTGCCCGAGA
88.27 A D4 mab212653U LG5 TGCAGGGCATGGGCCGTGACGGGTCTGCCCACAGCTGGTAGCTGGTGCAAGTTGCACGACCAGTGGGTG
88.27 A D5 mab137613U LG5 TGCAGGGGCTCACGATCCCAGCCATGACATCCCAGCGGACGGTAGGGCCAGGGTGCCG
91.9 S Cod mab4004 3U LG5 TGCAGCTAGCGGGGCGCAGCTGCAACGTGGAGCAGGTCCTCCG
91.9 B D4 mab269973U LG5 TGCAGTGGCACCGATGTATGTGTCGCAGCTTACATGCTCGAGGAGCAGTTCACCAGAGGCAAGCCGAGA
91.9 B D5 mab9028 3U LG5 TGCAGGGCGAGGTGAGGGGCAAGGTGCAGCTGGCGACCAAGTTAGGCATCCTCGCCG
93.47 S Cod mab525 3U LG5 TGCAGGTGGTCTGACGCCGTGACAATGGCATAGCCG
93.47 B D4 mab255103U LG5 TGCAGGCAAGCGCGCGCATCCGACGCATCCG
93.47 A D5 mab7555 3U LG5 TGCAGGTCAAACGCGTCATCGTCAGCGTACATGCCATAGCTACCG
93.47 A Cod mab4091 3U LG5 TGCAGATGGCCGCCGCAGCCGCCTGCTGCGCGCCCACGGAGCACGTGCGCGAGCCGCGGGAGCACGCCG
93.47 A D5 mab155673U LG5 TGCAGTTGAAGCACTTGACGAAGTCGGAGAGGCGGTCATCAAGGAGTACCGCGGTCGAGGTGGAAGCCG
93.47 A D4 mab184913U LG5 TGCAGGCAGAGGCACTGTTGGGCGACCCG
93.47 A D5 mab115323U LG5 TGCAGTCATCAATGTCAGAAGCATGTAACAGCCGAGGGACGAGCACGATTGGCAAGGGTGGCCGGGAGC
93.47 AB D5 mab8963 3U LG5 TGCAGCCACCCGTCCCTCGTCGCCGTGTACAGCGTCCCGCCCGCCGCAGCGTCCACGTACACGTCCTCC
98.76 S Cod mab1539 3U LG5 TGCAGTTTCAGCATTAATTGTGCACGAACATTATCAAGGTCAGGTCTAAATATTCAGATCTGGTTCATT
98.76 B D5 mab144503U LG5 TGCAGGGACATAGGCCTGAAGTTTTCCG
98.76 A Cod mab4803 3U LG5 TGCAGGGAGAGGCGAGCGCACGGAGCGACTTGCGGCGGCACGGAACGTGGCTGACGGCGCGCGGGTACG
98.76 AB Cod mab140723U LG5 TGCAGTGTCGATCCCTCGCCAGGTCGAGGCATCCG
98.76 A D5 mab9482 3U LG5 TGCAGAGCTTATGCTTTCAAGGCTTTGTCCG
98.76 A D5 mab145623U LG5 TGCAGGCACTCCCCCTGCTGGTCGCAGCCGCCTCCTCGCCACGCGCCG
98.76 AB D5 mab122063U LG5 TGCAGGTGGCTCGGTCGAAGCCG
98.76 A D5 mab159663U LG5 TGCAGTAACAGAGTTTGTCCAGCGTTAACAGCAAGCAGGATTAACAACATGGGATTATATGCTTAAGCT
98.76 A Cod mab3143 3U LG5 TGCAGGACCTCCAGGCCGACGCCGCCCCTGCCG
104.3 S Cod mab907 3U LG5 TGCAGGGGGCAGCGGCGCGAGACGGGGAGCGGCGGGCGCGCGGCCGCCG
107.49 S Cod mab832 3U LG5 TGCAGGCGCTGGTGCGCTGCGAGTCCG
107.49 A D4 mab255803U LG5 TGCAGGACATACCATGGCAGCACGGCCAAGCCGTGAGCCG
107.49 A D4 mab169963U LG5 TGCAGGACAGTATAGAAAGCCAACATCAAGCAAACACATCCG
107.49 A D5 mab7353 3U LG5 TGCAGCAGGTGCCAGAGCGCCTCGAACGGCACCGCCAGAGCGTGGGCCGCGCTCCCGAGAGCGGCGAAG
107.49 AB D5 mab118813U LG5 TGCAGCTTGTCCCGACCGCTCCACTCGCGCCGCTCCTGTTGCCGCCCACTGCCGCCG
107.49 A D4 mab275333U LG5 TGCAGTACTGGCTTAGCTAGGTCGGTGTGTAGTTGTCGTGTGAGTCACCAAGTCTTGCGCCGACGAGAC
107.49 A D4 mab169953U LG5 TGCAGGATGGCCGCCTCAGGTGCGTGCGCGTCTCCAGCCAGGGTGGTCCG
107.49 A D4 mab177783U LG5 TGCAGTGGTTCTTGGGGCCTGGTCTGGTGAATGAAGATCAAGGAGCCTCACGCCCG
107.49 A D4 mab188083U LG5 TGCAGCTCGTTCCGCCGCGCCCGCTTCCGCACAGCTCCACTGCCACCGCCGCCCG
107.49 A D5 mab152683U LG5 TGCAGATGAGACCTTGTCCTCCTCCTCCTCCCCG
107.49 AB D5 mab164533U LG5 TGCAGCGAGAGCGGGACAGAACGGGCGCGGAGAGCAAGAGGGAATTGCCGAGGGACCAAGGAGAGAGCC
107.49 AB D5 mab7466 3U LG5 TGCAGACCACCACCATCGGCGTCAACCTCCACGGGCCAAACGGTGGAGACGGCCGTGAGCATCATCGTG
107.49 AB D5 mab6346 3U LG5 TGCAGGGAATGGACGAGAGCTTGCTGAGCCGAGAATGGCAGCCCTGTCGTGATGCCG
107.49 A Cod mab3476 3U LG5 TGCAGGACCTCACCCTGCGACACCTCCCG
107.49 A Cod mab4316 3U LG5 TGCAGCCGAGGGACGGCAACGCGGCGGCCTCCCTGTCCTTGGGCGGCGCCGCCCTTGCCAAATCGAAGG
107.49 AB Cod mab153223U LG5 TGCAGAGGCGTGGAATGGTGTCCG
107.49 A Cod mab1909 3U LG5 TGCAGCCCAACTTGCGCAGCAGCAGCAGCCCATCCAGCCCGCTAGCGACAGGAGCGTCGTCTCCCCTGT
107.49 A D4 mab169983U LG5 TGCAGCTTTACATCGGAAAACCCCCAAAGAGAAATAAGAGAAGAGGAAGAGAGAACCCCCG
107.49 A Cod mab162 3U LG5 TGCAGTTCTTCAACGTCAGCTACAACAGGCTCTGCGGCCCAGTACCGACCG
107.49 AB Cod mab160 3U LG5 TGCAGCAGATTCATCCACGTTATGCTCGCCGAGGCGCTGGCGACCAGCGAGTACGGCAGCTGGGAGGAT
107.49 A D4 mab186803U LG5 TGCAGGAAACCAATTCAACGCGGGGCGACGGGCAAAGACCCCTCATTGGCCAGGCGCCG
107.49 A D4 mab253793U LG5 TGCAGCCGTACGGGCGACGGTGCCATTGACCG
107.49 A D4 mab178563U LG5 TGCAGTGATGCACAAGGAGGCCCG
108.84 S Cod mab3765 3U LG5 TGCAGCGCCCTCATCCACAACATGCTCGCCGAGGCGCCG
108.84 A D5 mab145663U LG5 TGCAGGCACCGCCCATTGCCCCACCCCCACTGGGTGCTCCG
108.84 AB D5 mab9384 3U LG5 TGCAGCGCCCACCCGAACTGGACCCCGCAGGCTACGGACGCCGCCCG
108.84 AB D5 mab8351 3U LG5 TGCAGCGAGGCAAACCGCCTGGATGGGTCCG
108.84 A D4 mab270373U LG5 TGCAGGTGCCGTGGGCTTACAATGCCTCGCACCGCTCTTCGAGGATCGCCAGGATGCAATCTTGCCATC
108.84 A D5 mab139903U LG5 TGCAGAAGACATTCTCAAGTGGAGCGGCAGGGTTGCACCG
108.84 AB D5 mab102093U LG5 TGCAGCGAGCGCAAGACATCCCATGAACAAGATGACCATCACATGCATCCG
108.84 AB D5 mab160903U LG5 TGCAGGCTCCATGGTGCAAAAAGTAACGACTGGTTGATGATCACCTGGAGGAGTCGCCGCTGCGGCCGT
108.84 AB D5 mab155403U LG5 TGCAGCGGCGCGTGACAAAGGCTGGGCAGCGCCGCCGCACCTGGGGGTCGGAGATGGGGGCGACGCCGA
108.84 AB D5 mab6941 3U LG5 TGCAGCTGCCACGGATCTGGTTCTGCTTCGGGCCACTGTAGCGCGTTGATCGATCGATCTACACGAGCT
108.84 A D4 mab230143U LG5 TGCAGGAGAGGTCGCCTACCCGCAGGGTTTCTTGACCGATTTGGTCCCCG
108.84 A D4 mab279763U LG5 TGCAGAGCGGCCGCCATGCGACGGCAGCTCACCTCCTCGGCGTCAACGTAGTAATCCATCCGTCTCTTT
108.84 A D4 mab183763U LG5 TGCAGGCGGTCGCCGCGCATCTCACCGCCGACGCAGCCG
108.84 A D5 mab133213U LG5 TGCAGCTCCACCACTGCACTCTATGTCGTCGATCACTCCAATCAACAGTATAGGGAATGTACCCTACAG
110.18 S Cod mab2447 3U LG5 TGCAGCGCGCATTAAGAGTGAGGGTCGGCGCCTGAAGCGCGAAATAGGAAATGCCCTTTTTTCTCCTCT
110.18 B D4 mab258443U LG5 TGCAGCTCTGGAGTAGTTGTTGCTGTTGGAGCCG
110.18 A D4 mab177603U LG5 TGCAGTGTTAATTAGTATCATCATTAGCGACTAATGATGTTGTCACGTCAGCTTCGCCG
110.18 A D4 mab275563U LG5 TGCAGAGGGAGCTCATCAGGTACGAATCAGTTACACTAAACGACCAACAAATTAGATATTTCAGTTGTT
110.18 A D5 mab157323U LG5 TGCAGCAAGCCTACGCCGTCGTTGGTTGATTTGGCAAACTACTTGCTAGGAACGAAGCTCAGCAAGGAC
118.17 S Cod mab2242 3U LG5 TGCAGTGCCTGGCGCCGCGCCACCTCCGCCTGTGCCTTCCTCCTCGCCCACCACGCCCGCCAGCCCGCC
119.29 S Cod mab3379 3U LG5 TGCAGCCCCTCCGTTGCAGCAGCACACGGTACTCGCCG
119.29 B D4 mab269203U LG5 TGCAGTGGTGCAAGGACTGAAACGCTTGCATAGCCCG
119.29 B D5 mab121253U LG5 TGCAGTGCAACGGTGTGGTGTTCCGCGCTGGCGGCGGAGCTGCGGTGCAACACGCCG
119.29 A Cod mab884 3U LG5 TGCAGCGGCGGCGAAGGACGGAAAGGCCCCG
119.29 A D4 mab233743U LG5 TGCAGTGGCCACCATCCTGGACTGAGGCGGGGATGGAGCTCGCGTCAATTCGGCAGAGGGAAAAGAAAA
121.54 S Cod mab2960 3U LG5 TGCAGTAAGTTCGAGGAGACTCTTCTCTTACCATGCATGATATCTTTTCTGGTTGTGTGTATGTGGTGT
121.54 B D5 mab116383U LG5 TGCAGGAACGAGTCGACGCCCACGACCCCATCCGATCCGAGTCGTCGTTGCTTTGACGATTTGTTTTTT
121.54 A D4 mab245093U LG5 TGCAGCTCGTTCAGGCGCAAAGTGTCGTTGGACGAACCCTGCTGCCTGTATGGTGGCACGTACTCCTGC
121.54 A D4 mab269633U LG5 TGCAGGTCTCTCCTGCTTCTTCAGCCCAGATGAAGATCCG
121.54 A D5 mab127763U LG5 TGCAGCAAGTGGACAACAGAGTCGTCGTCGTCGTCTTCTTGGACTACCGCCG
121.54 A D4 mab265083U LG5 TGCAGGACACGGTGAAGGCGCCACCG
121.54 A D4 mab233043U LG5 TGCAGCTCCAAATAGGTTTTGCCGTTGGGGCGTTTGGGACCGACGGCGCCCG
121.54 A D4 mab261543U LG5 TGCAGGCGATGGGGCATTGGGGAGAATTCATGCTCGATCCG
121.54 A D4 mab276773U LG5 TGCAGCAGCAGGAAGCAGCATGCGCAGGCGCGGAAGCAGGAAGCAGCAGGGGCGCGTACGCGGACACTG
121.54 A D4 mab238093U LG5 TGCAGCTGCGTAGTTGGGCCGTGAGCCTCTGAAAAACGAAGGCCCAATATTTTTGCCCG
121.54 A D4 mab248343U LG5 TGCAGGTCGCCATCCCAGGCGCCGCCG
121.54 A D4 mab262693U LG5 TGCAGCTGTTAGAGGCGCAGGCGATGCTGGACAGAGTCCG
121.54 A D4 mab237423U LG5 TGCAGGACGAGCTCACCCTGGCCAGCTGACATCTTCGCCGACCG
121.54 A D4 mab189543U LG5 TGCAGCGGCTTCGTCGCGTCGCGGACCCGCGCCGCGCGGCCCG
121.54 A D4 mab170023U LG5 TGCAGCTAGCTAGGGTGCGCGCATGCATACACACTCACCG
121.54 A Cod mab3608 3U LG5 TGCAGCAGCGACGCCTGCATGCGCGCGCACCGCTTCCAGCCGCCTAACTGCCCGCAGACCG
121.54 A D4 mab218373U LG5 TGCAGCTACGGGAGCACCGATACGTGCAAAACCTGTGTATCGCCGTCCTGTACGTTGCCGATACGCCGA
121.54 A D4 mab278563U LG5 TGCAGCGGAGTGGGACGGTGGGTGGAATGCTAGGGTTAGAGGCTCTTAGGAGGCCTGTTCATGGTCCGA
121.54 A D5 mab9699 3U LG5 TGCAGTGAACAAACCGCCGACGAGCCACCTCCTCTATGGCCG
121.54 A D4 mab236313U LG5 TGCAGGGGCTCAATGGGTACGTGAAGGACGTGAGGTTCGAGCCCG
121.54 A Cod mab4536 3U LG5 TGCAGCTCGACAATGGGTACGGCGCGCCGTTGGTTCTGGGGCTGTGCTCCACGATCCCGTACACGGCGC
121.54 AB Cod mab9700 3U LG5 TGCAGTCCTGCACTGCACTGGGCGCCAGGCGGACAGCATACTGGCCG
121.54 A D4 mab258073U LG5 TGCAGCCCCTGCCGCGACCCGTGGGACACCACCTTGACGGCGACCTCGGCGCCG
121.54 A Cod mab5462 3U LG5 TGCAGCTGTCACCGTCATTGCGGGCGTTGGAGGATGCAGCCGATTTGGGCCGCCACCTCCACAAGTGGA
121.54 A D4 mab251003U LG5 TGCAGATTTGGGTTGTGGAAAATCACCG
121.54 A D5 mab134563U LG5 TGCAGCATGCGAGTGCAACATCCTTAATTTCCGTCGTAGTTATTATCCTGCTTCCATTACCCTCCGAGA
121.54 A D5 mab7863 3U LG5 TGCAGGCCACCACACGCTCTCTCGCGCCACTCCCCGCCTCCCGATTATCCG
121.54 AB D5 mab9716 3U LG5 TGCAGGTTGCCGGCACAGTCCGTGGGCGGGTCGACGGCGGGGAGGTGGTGGAACCG
121.54 A D4 mab257183U LG5 TGCAGCTAGCATCGCTGAACAAAGGCACAACCG
121.54 A D4 mab229373U LG5 TGCAGCGGGCGGCGCCAGGGCGAGGAGGGGCCGTGGTGAGCTCCG
121.54 A D4 mab256933U LG5 TGCAGAGCGCGTGGCGGCAGTGGACGGCGGCTCTGCCGTCGGCGACCGTGTACCTCGGCCTGCCGAGAT
136.18 S Cod mab4531 3U LG5 TGCAGCGTCTGCCACCAGCCCGCCTGCATGCGCGCGTCGCCCACATACGTACAGTCAGTCACAGACAGC
136.18 B D5 mab162363U LG5 TGCAGGAAAAGGAGGAGGATGCTTTTGTTTGGGAGGAGGAACTGTCGGACCTGGGAGCACCG
136.18 B D5 mab151733U LG5 TGCAGCACGACGGTGATGCAAGTTCGGCGGAGAAAAACACGGTCATCGCCG
136.18 A D5 mab154433U LG5 TGCAGACAACTCCAGGCGCGCGAGCCAACGTCCGCGGCTCCG
136.18 A D5 mab112843U LG5 TGCAGCCGAGGCAAACTAGGCCACCCG
136.18 A D4 mab268913U LG5 TGCAGGGCCAGGTCCTGGTGCTCCTTGCTGCACACCTGGCCG
136.18 A D4 mab197943U LG5 TGCAGAGGGGACTGCGCTGTGCCGTGCATGTGCGTCGGGCCTTGCCG
136.18 A D5 mab139403U LG5 TGCAGCAAACAAAATTGTACGATTCAGACCAAGCAATTAGCCG
136.18 A D4 mab227473U LG5 TGCAGAAGAAGAAGGTGATTTTGATAGCAAAACGAGTAGAAGCAAGGGAGTTTCCTGCAAAGAACGTAG
136.18 A Cod mab5269 3U LG5 TGCAGGGAAATTGGATCATTTCCCACACTTCACTTCCCCATTTGATAATTTGTCAGGCATATGAGCACA
136.18 A D4 mab264483U LG5 TGCAGCGTAAGGATAAGCAGCACCAGTTTTGCGGCGACCG
136.18 A D4 mab203573U LG5 TGCAGGCGTTCGCGCTCAGGCTCATCCACGGCAACGACTCTGCTGCAAACTCTCGAAACAGGGTACTAG
136.18 A D4 mab258983U LG5 TGCAGATTGTTCCTCGACGTCGCAGCCGCCG
136.18 A D4 mab214473U LG5 TGCAGGCAGGCGGGCCAGCACCAATTTGATCGTGGCGGGATCGATGTAGCGGAAGGTGAGATCGGTGAG
136.18 A D5 mab156773U LG5 TGCAGCTAATATGATTGTGTGTGCGCATGAAGGATTACGTTTTTGGCTCGTCGTAGGCTAGGTACTCCC
136.18 A D4 mab262773U LG5 TGCAGCTGCCTCGTTCACGCCTGCTCCG
140.05 S Cod mab3728 3U LG5 TGCAGCCGCCGCAAGGTCGAATGCGACCTGCTCCCGCTGCTAGCCCGCGTCGCCG
140.05 B Cod mab3169 3U LG5 TGCAGGTGGATACGAAGGCTCGGAACCGTGGCCCG
140.05 A D5 mab159353U LG5 TGCAGTAGTGGTGCTCCACGTCGACGTCCTCACGCACACGGCACAGTTGAATCTCCCCGTTCTTGTACA
140.05 AB D5 mab7116 3U LG5 TGCAGGTCCGACGTCCGTGCCTCCGTGGCACTCCTCCGTCGTCCCTGCATGGCCGCCAGACGCCAATAC
140.05 A D4 mab199633U LG5 TGCAGACATATGCATTACTTTCTTAAGTTTTTCTGTCCG
140.05 A D4 mab255483U LG5 TGCAGCTGCGACGGCGGCGGCCGCCGCCGCTTGGCTGTGTGGCAACACGGCTGAAGAGTCAGCTGCCGC
140.05 A D4 mab236473U LG5 TGCAGGGCCATAATTTTGGTTTAACTGTCATCACCG
145.59 S Cod mab4979 3U LG5 TGCAGGGTCGGAGGCGAGGGAGAGGAGGTCGCCATTGCCCACGTCCATCATGAGGTCGATGCCG
145.59 B D5 mab148643U LG5 TGCAGCGGCGGCGACGGGTGTGGCGGCGCGGCTGGGTGGCTTATTTCGCCG
145.59 B D5 mab145973U LG5 TGCAGGAGGTGCTCGTGGGCGTCGGTTGGGTCCG









































































































































































































































































































































































































































































































































0 S Cod mab4412 4M LG1 TGCAGCGCGCACACCAGCACGGTGAGCGCCACGGCCGGGACCCGCCCG
0 A D5 mab119904M LG1 TGCAGCTGCTGTGCCGCCTCACATATGCTCAGCCTGGGCCCG
1.35 S Cod mab3898 4M LG1 TGCAGCTTGCCGCCGCAGTCCCCCGTCTGGCACCGCCCGTTGCCG
1.35 AB D5 mab151944M LG1 TGCAGCATCCGCATGAGCACGTCCTCCTCCGCGGCGGGCTCGGCGCCG
1.35 A D5 mab164504M LG1 TGCAGCGCTTCTCCCGCCACGTGATGCACGAGCTCGTCCGCCTCGTCTTCGCCCGCCTCCCGCTGATAG
1.35 A D5 mab117994M LG1 TGCAGGCTCAGGCTCTGGCTCAGGCTCAGGCTTGGCGGGAGTGGCCGCCG
1.35 A D4 mab229834M LG1 TGCAGGCTCAGGCTCTGGCTCAGGCTCGGCGGGAGTGGCCGCCG
7.39 B Cod mab4638 4M LG1 TGCAGCGCTTCTCCCGCCACGTCATGCACGAGCTCGTCCGCCTCGTCTTCGCCCGCCTCCCGCTGATAG
7.39 S Cod mab4102 4M LG1 TGCAGCATCCGCATGAGCACGTCCTCCTCGGCGGCGGGCTCGGCGCCG
7.39 A D5 mab125414M LG1 TGCAGAGAGAGAGAGAGCGAGAGAGAGATCCCGTTGGATTATTGCTCTGGCCG
8.73 S Cod mab541 4M LG1 TGCAGCTCCCCCCTCCTCGCCCATGCCCAGACTACGCCG
8.73 A D4 mab268714M LG1 TGCAGATAGATAGATAGATTGATGTACGATGACATCGTGGCCAGCCG
8.73 A D4 mab231954M LG1 TGCAGCTGCGCCTCCGTCGCGCCCGCGCTCGCCACGCACCATCCCCCCTTGCCCG
8.73 A Cod mab5318 4M LG1 TGCAGGTCGGCGCGGAGCACGTTGGCGGCGGCGTCGTGGGACTGCGCGACGTCGCGCCACATCTGAGCC
8.73 AB D5 mab6852 4M LG1 TGCAGCTCAAGGAGTTCGCGCCGCCGTTCCTGGACAGAAGCATGTCCGACAAGGAAATCGTGACGGGGG
8.73 A D5 mab162884M LG1 TGCAGGTCGGCGCGGAGCACGTTGGCGGCGGTGTCGTGGGACTGCGCGACGTCGCGCCACATCTGAGCC
9.4 B D4 mab192404M LG1 TGCAGCTGCGGACAAACGCACACGCACACATCGACCG
9.4 B D4 mab180934M LG1 TGCAGGTCGGCGCGGAGCACGCTGGCCGCGGCGTCGTGGGACTGCGCGACGTCGCGCCACATCTGGGCC
9.4 S Cod mab208 4M LG1 TGCAGCTGACTCGTCGCTAGCTAGGTATAGCTTCTGCCTGACGAGAAATTAATCAGGGCAGGCCGCTAG
9.4 A D4 mab231334M LG1 TGCAGGACAAGGGCATCTCGGGGATCCG
9.4 A D5 mab134104M LG1 TGCAGCTGCCGATGCTGACGACCATGGTGCTGCTGCTGATTTCTACTACAACTTCGCCGAGGCATGGCC
9.4 A D5 mab104054M LG1 TGCAGACGGTGACGGGCAGCAGCCGCCG
9.4 AB Cod mab159214M LG1 TGCAGGACAAGGGCATTGCGGGGATCAGGGGCGTGATAGGGTCGAGGCCGCCGAGCTGCGCGGGGAGGT
9.4 A Cod mab863 4M LG1 TGCAGCGCAAGACCGCCTACGAGGTCGCCGCCACCGTGCGCCTCTCCG
9.4 A D4 mab252014M LG1 TGCAGAGCTATCTGGGCTGGCATGAAGGAACGGCCAAGGGGCACGCGGCGTGTGGTCGTCTCGGCCCTC
12.36 B D5 mab110414M LG1 TGCAGAGCTATCTCGGCTCGCATGAAGGAACGGCCAAGGGGCACGCCGCGTGTGTCTCGGCCCTCGCGC
12.36 B D5 mab115124M LG1 TGCAGTGTGAGAAAGAACGTTGGCTCCG
12.36 S Cod mab1621 4M LG1 TGCAGATTCTTCCGCAGGACATACGCCGATCCTCTGCTACAAACGCACGCACCCG
12.36 A D4 mab212564M LG1 TGCAGCCAATTCCGATCGAGGATGCGGCAGCGGCCTCGTCGCCG
15.54 S Cod mab3245 4M LG1 TGCAGTGTAACCTAGCGCCGAGGTCGTGATAACCG
15.54 A D5 mab8942 4M LG1 TGCAGGCCATACCATAGCGGCATAGCCACCGAGACGAGGAGAAAGGGAGAACCG
15.54 A D5 mab152054M LG1 TGCAGCTCCATCCACCCCTCGATCCGCGCCGTGTAGCCCGCCGCCCGCCACCG
15.54 A Cod mab5592 4M LG1 TGCAGGCGGCCAGAAGAAAAAAGTCACTGGTCTTTCCATAGATTAGGGCAGCTACACAAAGCAGCACAG
15.54 A D4 mab191404M LG1 TGCAGTCGGGCACTTCAAACCCATCTCAGATGGCCAGGCGGTTAGACCG
25.36 S Cod mab3598 4M LG1 TGCAGATGATGAGACGACTCCGAGCCCGTCGGCCG
25.36 A D5 mab109524M LG1 TGCAGCAGCGTGCCCTTAATGGCGATTAGACGTGACGGCGGTGCGAGAACGTGCCCCCGCGCCG
27.62 S Cod mab2973 4M LG1 TGCAGCCGCCACTGCCCACCCAGTCCCAGTCCCAGTCTCTCGTCCCGACTACAACGACCACGGCCGTCG
27.62 AB Cod mab7105 4M LG1 TGCAGACCTCGGCGTGCTGCAAGCACGCCACCGCCTACGACCTGGACGACTGGCGCGGCACCGTCCGAG
27.62 AB Cod mab7104 4M LG1 TGCAGCCATTAACACATCTCGCCCCACCCAACTCCG
27.62 A Cod mab2427 4M LG1 TGCAGCGACGCCCACGGCGACGAGCCCTGGATCCTGGCGCTCGTCGACCTCATCCGCCGCCAGCTCGCC
27.62 A D4 mab209894M LG1 TGCAGGCCAAACTGGACAAAACCTAGCCG
27.62 AB D5 mab119234M LG1 TGCAGGACTGGTGCACCAACGTGGATTGGGGCCG
27.62 A D5 mab119224M LG1 TGCAGGACTGGTGCACCAACGTGGATTGGGGCCGGCAGGACGCCG





27.62 A D4 mab221514M LG1 TGCAGATCGCAAGAGGTAGGTAAGCAGCTCCGCCGTTAGCGTGACGGCGACCTCTGCCCGCCCACATCA
31.26 B D4 mab277054M LG1 TGCAGGCTTGGGCTCGCCGCCATTGACTGCTTGCTCCTCTTGGACGGCGCAGAGGTCCCG
31.26 B Cod mab1337 4M LG1 TGCAGGCTTGGGCTCGCCGCCATTGACTGCTTGCTCCTCTTGGACGGCGCGGAGGTCCCG
31.26 S Cod mab1337 4M LG1 TGCAGGCTTGGGCTCGCCGCCATTGACTGCTTGCTCCTCTTGGACGGCGCGGAGGTCCCG
31.26 A D4 mab199084M LG1 TGCAGCTTGATGGAAAGGTGATGGAGCACCG
31.26 A D4 mab201004M LG1 TGCAGACGTAGACGGACTCGTGTTGGCTTGGTGAAGATGAGGCCCG
31.26 A D4 mab199384M LG1 TGCAGCTCATGTACCACTTCGACTGGAGGCTGCCAGCCG
31.26 A D4 mab237934M LG1 TGCAGACGAGCGCTCCCGCTCCTCGGCCACCAGCCCGCAAACCG
31.26 A D4 mab189384M LG1 TGCAGAGACCAGAACGGGTCCTGCACCCCGCATCCAAGCCACGGCCG
31.26 A D4 mab267214M LG1 TGCAGCAGCGTGAGCTCCATGCCGGCAAGCCCGTAGTTGTACCCG
31.26 A D4 mab204574M LG1 TGCAGCAAAATCAACTTCTCCATCCATCACCACCATGGGCTGGCAGCGGCAGTTGGCCTGTCTAGCGCC
31.26 A Cod mab4605 4M LG1 TGCAGGCCCTTCTGTTCTCGTGTCCTACGCTCCTGCTACCTCACTCTCCACGGCTTCCTCCG
31.26 A D5 mab133404M LG1 TGCAGGACGAGGTTCGGCGAGCATTCCACGGCAAGGAGAGCATCAGCGAGACGGACCTCCGCAACAACA
31.26 A D5 mab8604 4M LG1 TGCAGGCCCTTCTGTTCTCGTGTCCTACGCTCCTGCTACCTCACTCTCCACGGCTTCCTCCG
31.26 A D4 mab247014M LG1 TGCAGCTTAAGCTAATCTGAGAAACAAAGAAGCAGAATCACAAGTCGACCAATGGTATGAGGGCCGAGA
31.26 A D4 mab266334M LG1 TGCAGAGTACACACACGCAGATGGCTAGGAAGCCG
31.26 A D4 mab194644M LG1 TGCAGGCCCTTCTCTTCTTGTGTCCTACGCTCCTACTACCTCACTCTCCACGGCTTCCTCCG
31.26 A D4 mab197424M LG1 TGCAGTGCAACGGTGTGGTGTTCCGCGCTGGCGGCGGAGCTGCGGTGCAACACGCCG
31.26 AB D5 mab139164M LG1 TGCAGCGCCGTGCTGCGGGAACACCCGCCG
31.26 AB D5 mab7681 4M LG1 TGCAGTGCGGGGGCGGCGACGGGTTCTACGCCCTGCGAGGCATGAAGCTGCCG
31.26 AB D5 mab162494M LG1 TGCAGTGCGGGGGCGGCGACGGGTTCTACACCCTGCGCGGCGTGAAACTGCCG
31.26 A D5 mab119594M LG1 TGCAGCTTGTTGATATCGTGATTTAGCACTGGAAGTCTGGAACTGGGCCG
31.26 A D4 mab222024M LG1 TGCAGACGCTCGCGCGAGCCACAACTTCCCCTACTGTGGGCAGGGACCGAGTCCGAGGTTCAGGTGTGG
31.26 A D4 mab277534M LG1 TGCAGTGCAACGGCCATGGTGCCGCGCGCCGTCGGCGGAGCTACAGTGCAGCAGGCGGTGAGCGACGTA
31.26 A D4 mab238584M LG1 TGCAGAACCCTAGCGCGCCGATGCCTCCG
31.26 A D4 mab238614M LG1 TGCAGAACCAGTTTGAGACTGGAAAAAGATACCG
31.26 A D4 mab197454M LG1 TGCAGTGCAACAGCCATGGTGCTGCGCGCCG
35.6 B D5 mab158104M LG1 TGCAGCTCATGTACCACTTCGACTGGACGCTGCCCGCCG
35.6 B Cod mab3620 4M LG1 TGCAGCTCATGTACCACTTCGACTGGACGCTGCCCGCCG
35.6 S Cod mab3707 4M LG1 TGCAGCTTCTTCATCACGCGCGGGGTGCGCATGATCTCGGACATCGCCCACTCCGTCGACGAGCCGAGA
35.6 A D5 mab8900 4M LG1 TGCAGGGGGGCGGATCTAGGGTTCTAGGTGGCGTCGCGCCG
35.6 A D4 mab244344M LG1 TGCAGGTAATCACAGGCATCACCGCCGCCACATGGGGTCTTCAGATTGTGTTTCTGGCCATCTGCTATT
35.6 A D4 mab233764M LG1 TGCAGCGAAGGAGCTGCCGAACACGCTGATCTGACCG
35.6 A D4 mab217674M LG1 TGCAGGTACTGAACATCTCGAGCAACCTATTCGGTGCAGAATTTCCATCACACACATGGAAGGTGATGC
35.6 A D5 mab153054M LG1 TGCAGGCGCCGATTGTTCTAGCTAGCTCTAGCTCCATGGCGGCACGTCACCG
35.6 A D4 mab170854M LG1 TGCAGTTCCTCTTCAGCTTCGCCGCCTCCGTCGTCATGCTCTGGTTCCACTTTGCCG
44.53 B D5 mab6416 4M LG1 TGCAGTTCCTCTTCAGCTTCGCCGCCTCCGTGGTCATGCTCTGGTTCCACTTCGCCG
44.53 S Cod mab187 4M LG1 TGCAGTTCCTCTTCAGCTTCGCCGCCTCCGTCGTCATGCTCTGGTTCCACTTCGCCG
44.53 A Cod mab578 4M LG1 TGCAGGGGGGCATCCCGTTCGGCTACGAGTGCGAGTGCGACCCCG
46.33 B D5 mab9468 4M LG1 TGCAGCGCCGCCGCTGCCTGTCCCAGCCCACGTCTGCACGAGGACGATGCTCGTCCTGCTCGCTCGCAG
46.33 S Cod mab4426 4M LG1 TGCAGCACCCGCAGCCTCTCCTTGTCGATGTACATGGGAGACTTCTCCTCCTGCTCCTCTTCCTCGGCG
46.33 A D4 mab263434M LG1 TGCAGGCACGAGGCGACGAATCCCCG
46.33 A D4 mab264544M LG1 TGCAGGCAAGCGGCCACGAAACTCCG
46.33 A D4 mab246004M LG1 TGCAGGATGCAGGATGCAGGATGAGGGGGAAATCAAATACCCAAAGGGGGAAAAGGCAGGGCCAAGAAA
46.33 A D4 mab183214M LG1 TGCAGCAGGCGATGGGTTCGAAGCTGGCACGCCG
46.33 A D4 mab217044M LG1 TGCAGTCTTCAAGGTTAAAAAAACCGTCGGTCTGTTCATAGAGCACCTGCTTGAGAGGAGTAGAAGCCG
46.33 A D4 mab183224M LG1 TGCAGTAGGCGCTGGGTTCGAAGCTGGCACGCCG
46.55 B D5 mab9593 4M LG1 TGCAGATTGGGGACGGAGTCGTGGCCG
46.55 B D5 mab6964 4M LG1 TGCAGGAGAATACGGCTTCCTACCATGCCCTGAGCTGCCATCTTCACCAGAATGCACACTGCCAACCCG
46.55 B D5 mab8724 4M LG1 TGCAGAATAACGTCGCAGCTCCAGTCTTCTCCCCGCGGTGGTCCATGGCGCTATCACTGTCGTCCTCAG
46.55 B Cod mab5064 4M LG1 TGCAGCAGGCGCTGGGAAGGGTGCTGGGCTCGAAGCTGGCGCGGCGGGTGCTGGGAGAGGAGGCGGAGG
46.55 S Cod mab2301 4M LG1 TGCAGCTGTGCAAATGTCTAGCAACAGTTTGAGAACGGACAGTTCAATATCTAAACGCGCTGCGCGATC
46.55 A D5 mab8654 4M LG1 TGCAGCCTTGCGAGAAGTTGAAAGATGTTGATCCCACGAGCTATCCACCAGCGATATTCCACCACGGTA
46.55 AB Cod mab8689 4M LG1 TGCAGCACCAGCAGGAGCGGGCGAGGGAGGTGTACAGGGAGTGCCTGCGCAATCACGCGGCGAAGCTGG
46.55 A Cod mab2369 4M LG1 TGCAGTTTGTTTTGTGGAGTAGTAGTGAGTATGGCATGCTAGTGAGTGAGATAATCTGACAATGACATG
48.34 S Cod mab1439 4M LG1 TGCAGCCTTGCAAGAAGTTGAAAGGTGTTGATGCCACGAGCTATCCACCAGCGATATTCCACCACGGTA
48.78 B D5 mab6446 4M LG1 TGCAGGCAAGGTTCGAGGAGGTGGAGCTGCCGCTGCTGGCGGTGCACGGCGGCGATGACACCGTGTGCG
48.78 B D4 mab195284M LG1 TGCAGCCTTGCAAGAAGTTGAAAGGTGTTGATGCCACGAGCTATCCACCAGCGATATTCCACCACGGTA
48.78 S Cod mab1712 4M LG1 TGCAGCAGCAACACGAACCTTCAGAGCCCCAACCAAAACAAACAGCACGGAACAAGCTGAGCTGAGGGA
48.78 A D5 mab131674M LG1 TGCAGGTAAGGAAGCCCTACCTTTCCTCTGATAATCGTACGTTTCCCCGTCAATTCTGCCCTCAACAAT
49.9 S Cod mab197 4M LG1 TGCAGGCAAGGTTCGAGGAGGTGGAGCTGCCGCTGCTGGCGGTGCACGGCGGCGACGACACGGTGTGCG
50.57 B D4 mab230524M LG1 TGCAGGCAGCAAGCAGCCAGACACGTCCCGAGTCCG
50.57 B D4 mab204294M LG1 TGCAGCAGCACCTGCGCAGGGTCAAGGTGCCGCTGCTCGTGCTGCACGGCGCCGACGACATGGTGACCG
50.57 B D4 mab171294M LG1 TGCAGGCAAGGTTCGAGGAGGTGGAGCTGCCGCTGCTGGCCGTGCACGGCGGCGACGACACGGTGTGCG
50.57 S Cod mab1227 4M LG1 TGCAGCAGCACCTGCGCAGGGTCAAGGTGCCGCTGCTCGTGCTGCACGGCGCCGACGACATGGTGACCG
51.94 B D4 mab171274M LG1 TGCAGGTGGAGCAGCGAGCCGTGCGGCTCGCACTCGTCGGTGAGGTCGGCGCGCACGCATCCCACCTCG
51.94 B D4 mab208994M LG1 TGCAGGTGGCGGGTTCGCGCGGGGGAGGATCCGCGTGGCCG
51.94 S Cod mab199 4M LG1 TGCAGGTGGAGCAGCGAGCCGTGCGGCTCGCACTCGTCGGTGAGGTCGGCGCGCACGCATCCCACCTCG
53.54 S Cod mab4675 4M LG1 TGCAGGACAGTGACAGCGTCTGGGAAGAAGAAGCGCCCGAGGAGGAGCCCCGCGGCTGGTCGCCGAGAT
53.54 A D4 mab209404M LG1 TGCAGGGAGGCGTACAAACACGAGGGACAAGGGGCCG
53.54 A D4 mab190124M LG1 TGCAGGCACCCGCACTTGGCGTACATGCTCACCAGCGCCGACCCGACGAACGCGTCCGCGAGCAGTCCA
53.54 A D4 mab246764M LG1 TGCAGCTTTCGTCGTCGTGCAGGAGATTGCTAGCTCTATATATATGTGCTGTTATGAACTTGGGATTTG
53.54 A D4 mab213054M LG1 TGCAGCAGAGAGGACTTGGGAGCGAACAACGCCG
53.76 B D5 mab8521 4M LG1 TGCAGAAGTTATTAGCGGACCAACAGCAAGAAGCGTGCTGCCG
53.76 B D5 mab102314M LG1 TGCAGCCGAAGAATCTTGGGGCGCCCATCGTGGAGGGCATCGCAGCGCGGCGGGCCG
53.76 B D5 mab121794M LG1 TGCAGCCTGTACAAGCACGCTCTAGAGCTTGTCCG
53.76 S Cod mab706 4M LG1 TGCAGCAGGGGACTGGAGGCAACCTGCAAAATTTGTTTCCG
53.76 A D4 mab280684M LG1 TGCAGTAATCATCCGTACATGCATCTAGCTGCTTGCCCTCAGTTGATAAGCATGCATCCAGCTAATCGT
53.76 A D4 mab218554M LG1 TGCAGGAGCGCCCCGTTGGGGAGAAACGCTACAGATGAGAACCACGGGTTGGTGGCAATCGGGTACCGA
53.76 A D4 mab247244M LG1 TGCAGCTGCTTGATACGCATCCATGATCCATCATCGTCTTGCCCCGCAGGTCCAGCAAAGTATGTGCTG
53.76 A D4 mab235964M LG1 TGCAGCACGGCGCGGGCTCTGTCGCAACCCCTCCATCCGATTCGCGTGTCCG
53.76 A D4 mab166934M LG1 TGCAGGTGCTCTCCCCGTCGGAGTGGAAAAAGATGCATCGCCTCGCCCGCAGATCGTGCTCCTCTCTGG
53.76 A D4 mab275064M LG1 TGCAGTCCGCGAGGCAGCAGCAGCAGCAGCAGCGGTCGAAGTCGCCACGCCCAATCTTCCCGATGCGTA
53.76 A D4 mab274734M LG1 TGCAGAGATATATACTTGCAGTGGAAAACAGGACCAGCCG
54.21 B Cod mab1297 4M LG1 TGCAGCGTGGGGCGCGGGCAGACGATCAAGGGAGGCGGGCGCGGCGCCG
54.21 S Cod mab1045 4M LG1 TGCAGGAGCGCCCCGTTGGGGAGAAACGCTACAGATGAGAACCACGGGTTGGTGGCAATCGGGTACCGA
54.21 AB D5 mab7252 4M LG1 TGCAGCTCGAGCAGGTTGAGCCGCGGGAGGTAGAGGAAGCCG
54.21 AB D5 mab9436 4M LG1 TGCAGCTCAATGCAATGGCTCGGTGACAGTTTAATGCATCGGGCGGTTTGTGTTTCCGCTGGAAACAGC
54.21 AB D5 mab9449 4M LG1 TGCAGCGTGAGAATTGCTGCTTTGTGTGCAGTGGCTACCTCGCTGATTGTCGTACGCTTAGCCG
54.21 AB D5 mab9128 4M LG1 TGCAGCCACTTTTCTTCTATATTCCAAGAACAGTAGAAAGTGAACAGTACAAACCCG
54.21 AB D5 mab6857 4M LG1 TGCAGCTTTAAAAAATGTCTATCAAAATGAGGCCGTCCAAGTCAAATTACCTCCACCCACCG
54.21 AB D5 mab6723 4M LG1 TGCAGCCCTCCACCAGTCAGCTGCGTGCTACGTTGACTGCTCCCTGCCCTGCTGCTTCGCCCGTCATCA
54.21 AB D5 mab131084M LG1 TGCAGGTTGTTGCCGTTGAGGGACAGGTACTCAAGCGCGACCATCCCGCCGTACGACGCGGGTATCACC
54.21 AB D5 mab159604M LG1 TGCAGCTTGAGAGGGGCGATACCCGACTCCGTCTTCGAGCTGACCCTGCTGGAGACGCTGGATTTGTCC
54.21 AB D5 mab7735 4M LG1 TGCAGCTGCGGGCACGCGGCGACCGCTGCCTCGTATGCGGCCG
54.21 AB D5 mab8049 4M LG1 TGCAGCGCAGAGAGGTTGGCTAGCGCGGCAGGCAGTGGCCCG
54.21 AB D5 mab7748 4M LG1 TGCAGCGGGTCATAGCCGCCGATGACGAGCAGGACCG
54.21 AB D5 mab9345 4M LG1 TGCAGGTAGAGACGCCGTGCTGCAAAAAACCAGCAAGCGGACCCACATCGGTTGAGAACACGGCCTGGA
54.21 AB D5 mab8816 4M LG1 TGCAGTTTGCCGCTTTGACTCTTAGAAGATCAATCAATAGGCTAATAATACTCCG
54.21 AB D5 mab154374M LG1 TGCAGTCTCCGTCTCTACTGACTCACCGCGCCG
54.21 AB D5 mab158134M LG1 TGCAGCGGGATCAGGCTCAAGAACATTAGGCTGACGTACCG
54.21 AB D5 mab8588 4M LG1 TGCAGGGAGCATGATGAGGAGGACAAGGAGGAGGTGGCCGCCGTCGTCGTCGACGCGGACTCGTCGAGG
54.21 AB D5 mab9080 4M LG1 TGCAGCGACGAAGATAGGCACGACGGCGTTCCATCACAGCACCGATGCCGCCG
54.21 AB D5 mab7983 4M LG1 TGCAGGCGGTCTGGAACGGCGCCGCGTACCACGGCGTGCACCACACGCCGCGCGGCGTCCG
54.21 AB D5 mab103094M LG1 TGCAGCACCCCCCGCCATCGCCCCCGTGCTGCGCCGCCCTCGTCCCCG
54.21 AB D5 mab9895 4M LG1 TGCAGGTGCTGCACCTCCTGTCATGCAAGCTCAAGGTAAGAACCG
54.21 AB D5 mab121624M LG1 TGCAGCGACGTTCGTACATGTCCCG
54.21 A D5 mab164614M LG1 TGCAGGTGGTTGATTCTGTGAGCGTCCGCTGCTGGTTCGTCCAAACCGTTCGGCCG
54.21 A D5 mab8681 4M LG1 TGCAGCACGGCGGCATGCCAATGCCATGCATGGCTTGGCACCTACTCCACTGAGACGATCAAGCCATAC
54.21 AB D5 mab164554M LG1 TGCAGCAGTACCTGGCGGCCTCTGGTGGGCACAGGCTCCTCGCCTCTGTGCGCAACTCCTACGCCATGG
54.21 A D5 mab7521 4M LG1 TGCAGGAGATGCGTCCGTTCTGCGAGGAGGAGCTGAGGAGGCGCCG
54.21 A D5 mab130404M LG1 TGCAGTCCCTCGCAAACACTAGGAAGGGGGAATGGTCACCACACCTAACTCGCATCTGCACCACCGAGA
54.21 A D4 mab181124M LG1 TGCAGCAGCACGTTGCACACGTCCCTGTGCGCCTTCTCGATCTCGTCCAACAGCACCACCGCGTGCGGC
54.21 A D4 mab281104M LG1 TGCAGGTGCTGGAGGACGGCAGGCTGACGGACGGCAAGGGGAGGACGGTGGACTTCCG
54.21 AB Cod mab192634M LG1 TGCAGCGTGTCCAGCGCTTCCTACTCCG
54.21 AB Cod mab194564M LG1 TGCAGGGAGCATGATGAGGAGGACAGGGAGGAGGCGGCCGCCGTCGTCGTCGACGCGGACTCGTCGAGG
54.21 AB Cod mab193084M LG1 TGCAGCCATTACGAACTCTAAGGCCG
54.21 A Cod mab1303 4M LG1 TGCAGGGAGCATGATGAGGAGGACAGGGAGGAGGCGGCCGCCGTCGTCGTCGACGCGGACTCGTCGAGG
54.21 A D5 mab161834M LG1 TGCAGCGTTGCTGCGCTGGCAGCCACACTCTCGTCGTCCTCAGCTGCTCGCACAATCGCCAGCAGCGCC
55.58 B D5 mab7142 4M LG1 TGCAGAACATAATCTCTTTGAGTGAAGGAATTGATGAGATCACTGAGGGGTGTGCTGTGGACTTGCCGG
55.58 B D5 mab8451 4M LG1 TGCAGCCATTACGAACTCCGAGGCCG
55.58 B D5 mab8434 4M LG1 TGCAGCGACTCCGATCAGCGACAGCTTGTAGCAAAGCGAGTTGGAGACCG
55.58 S Cod mab898 4M LG1 TGCAGCCATTACGAACTCTAAGGCCG
55.58 A D4 mab214024M LG1 TGCAGAGGAGAAAGGAGACGGACGCGCGTCTGCGGCCG
55.58 A D4 mab183714M LG1 TGCAGTCAGTACTATTCCCGAGACCGTGCCCAGCTTCTACGCGGCTCACCTCACTGCACACGGTCAAAC
55.58 A D4 mab181644M LG1 TGCAGCTCCGCGCCGCCTCCACCGCCCGCGGCCG
55.58 A D4 mab218724M LG1 TGCAGGACACAAGCAAGATGTGAGGAAGAGGTGAGGAAGTAGGAAAGGAGAGAGAGGAGGGCGCTCACC
55.58 A D5 mab8894 4M LG1 TGCAGGGTTAAGATCAGAATAGCCCAGGGCTGGTTGACGGAGACTCGCCG
55.58 A D4 mab236074M LG1 TGCAGCACCCCCCGCCATCGCCCCCGTGCTGCGCCGCCCTCGTCCCCAGTGCGCCTCCCG
55.58 A D4 mab180434M LG1 TGCAGCTCCAGCAGGTTGAGCCGCGGGAGGTAGAGGAAACCG
55.58 A D4 mab191544M LG1 TGCAGGTGGTTGATTCTGTGAGCGCCCGCTGCTGGTTCGTCCAATCCGTTCGGCCG
55.58 A D4 mab259414M LG1 TGCAGCACGCGGGTCCCGACGTTTTCCG
55.58 A Cod mab4323 4M LG1 TGCAGTAGGTCGACGGCGTCGCATGGTTCGACCG
55.58 A D4 mab273054M LG1 TGCAGTCAGCCAAGCGCTGTGCCG
55.58 AB Cod mab1735 4M LG1 TGCAGCTTCGAGACACGCGAGTTTCACGGGAAACATGGATGGACGACGTTCCCACCTGCGTTTATGTAG
55.58 A Cod mab3371 4M LG1 TGCAGCGACCTCTGGGACCTCGACGCCTACCG
55.58 A D4 mab180524M LG1 TGCAGCGACTCGGGCATAGGACACAGCAACGGCACCG
55.58 A D4 mab186464M LG1 TGCAGCTTGAGAGGTGGGATACCCGACTCCGTCTTCGAGCTGACCCTGCTGGAGACGCTGGATTTGTCC
55.58 A D4 mab212264M LG1 TGCAGCCGCAGCACCTCGCTGGGAATCGCCG
55.58 AB Cod mab159834M LG1 TGCAGACCGCGCCCCATCACGCTGATGTCGTCCCAGGCTTCATTCCCCAGCAACCCG
55.58 A Cod mab734 4M LG1 TGCAGGCGGTCTGGAACGGCGCCGCGTACCACGGCGTGCACCACATGCCGCGCGGCGTCCG
55.58 A D5 mab162534M LG1 TGCAGGAAGCAGCGCTGTACGTGCTGACCACGCGCTCCTCGCAGGACGCAGCCCG
55.58 A D4 mab193174M LG1 TGCAGCATTACGACGGCGCTAAATCAACCG
55.58 A D4 mab179824M LG1 TGCAGTAGCGCGAGGAAAGAGACCG
55.58 A D4 mab271344M LG1 TGCAGACTCTGCAAAGGCTTTTCCTCCG
57.18 B D4 mab182904M LG1 TGCAGGAAGCAGCGCTGTACGTGCTAACCACGCGCTCCTCGCAGGACGCGGCCCG
57.18 B D4 mab233374M LG1 TGCAGCGCTGGCAGCGAAGATCGGATCAGCGCTCTACCG
57.18 B D4 mab271844M LG1 TGCAGCGACCTCTGGGGCCTCGACGCCTACCG
57.18 B D4 mab193534M LG1 TGCAGATCAGGGGCGCGGGGATTCCATCTCCAGGCATCGCCTCCGCCG
57.18 B D4 mab197664M LG1 TGCAGTCACCCAAGAACCAAACCAAACCAATTAGCACTGACGAAATTCCG
57.18 S Cod mab716 4M LG1 TGCAGGAAGCAGCGCTGTACGTGCTAACCACGCGCTCCTCGCAGGACGCGGCCCG
57.18 A Cod mab1135 4M LG1 TGCAGCCCAGGTGTGCTTCAGTTGACCGATTGACCTTTTCACTCGGCCG
57.18 A D4 mab218144M LG1 TGCAGGCGCGAGGGCAGCAAAGGCAGGGGGCGCGCGGAGGCTGAGCAGGGGTTGCCGAGGCAGCACCGA
57.18 A D4 mab218994M LG1 TGCAGCTTCATTTCAAAAACAGTGTAAAAACAGAACTTGAACTGAAAGGAGTTCCAAGGACAAAATCTA
57.18 A D5 mab152304M LG1 TGCAGCAGGTCGTCGCAGAGCGCGGCGTCCACGTCGCCGCATGCCCCGCCGCCGCCGCCG
57.18 A Cod mab1742 4M LG1 TGCAGCGCGGGGGCTCGACAGATCCG
57.18 A Cod mab1853 4M LG1 TGCAGCTGCTCAACACCGAGCTGGAGTGCGACAAGAGCGACCTGACGCACCAGCTCGCCCTTGCGCGCT
57.18 A D5 mab106334M LG1 TGCAGTCATCCTCGCTCCAAGTCAACGTCTATGACTGTACTAAGCCAACCCAGCGCAAGCGGTTTGACC
57.18 A D4 mab221704M LG1 TGCAGAGGCCGGCCGAGGGCGCGCGCGGGTGGAGCGGACGGTGGGCGGGTTGCGGAAGACGGCCGAGAT
57.18 A Cod mab751 4M LG1 TGCAGGCATCGTGCGGGACATCGTCGCCGCTGGCGTCAGGGCTGATGCCG
57.18 A Cod mab753 4M LG1 TGCAGATGGGGCGCAGCGGCGCCGTCGTGGCGCTGTCTGTCAAGGAGGTCCG
57.18 A D4 mab277084M LG1 TGCAGAAAACGGCGTTAAAATCATCGGTGACCATCTACACCGCCCGATCCCGTCCGATGCTCCGAGCGC
57.18 A D4 mab227654M LG1 TGCAGTCCAGCCGACTGCTCTGGTCGATCGCCCGCATTTGCAGCTCGGCCG
57.18 A D4 mab171604M LG1 TGCAGGTACCTCAGATGAGTCGGCCTCGGGTCGAGCGCCGAGCAAGCGCTGAGCAACTCCACCG
57.18 A D4 mab230584M LG1 TGCAGGCACGCACAAAAACCAGCACTGAATCGAACAGACATCTTGGATCTTCTTGCCCCG
57.18 A D4 mab230924M LG1 TGCAGGAGGCACGCGGGCGCGGGCGCGCGCGCGCGCGCAGGTAGCGGCCG
57.18 A Cod mab1884 4M LG1 TGCAGAGCAGTACACGTCTCCACGACACGCGACACCGAGAGTCGATCGCATAGAAAACAATTAGCCTTT
57.18 A Cod mab2587 4M LG1 TGCAGCTCCTAAGCCTCCCAACAGCCTCTGTGTGCCTCTGCGGTGAGCTCCTCAACTGATTCCCCTCGT
57.18 A D4 mab187164M LG1 TGCAGAAGGAGGGGAAACCAAACAAACGGTGAGAAATCGCTAGGAATCGGAGCTTGGCGAAGGCGATCT
57.18 AB Cod mab188324M LG1 TGCAGCTGACACATGCATGCTACTGGCACCG
57.18 AB Cod mab220344M LG1 TGCAGCCGCACAGTCTCATGGGCAGCAGCTCTTCATGTGCTCTCGTCCCCGTCCTACTCTGCCTCGCCA
57.18 A Cod mab2258 4M LG1 TGCAGGAGGGCAGAGCAGCTGTCAGAAAGCGCCTTCCGAGCCATTGGTAACTGCTTTGATCATTCTTTT
57.18 A D4 mab226544M LG1 TGCAGTTCTCTTGTGTGGCCGTGGACGTGCAGTTCGTGTGCCG
57.18 AB Cod mab3931 4M LG1 TGCAGCGCCTCACCTCGCACGAAGGCGGGGCGCGGCCGCCG
57.18 A Cod mab2979 4M LG1 TGCAGCTGCGGGCTTGCGACGGCATCGGAGATGGCCCCTCCTCGGCTGCCTTCTCAGGATGCCTAGCCG
57.18 A Cod mab2015 4M LG1 TGCAGCTCCCCCCTCGTCCGCACAGATCTACTCGTCAACGCTACCAGTCGCCATGGGTGATAGCTGCTC
57.18 A Cod mab1809 4M LG1 TGCAGCTACGGCCAGGGCGAGTTCCGTGAACCCTAAGCCTCGGCAGAGGTGTGGAAACCCTAGCAGCCC
57.18 AB Cod mab203214M LG1 TGCAGGAACAACTGTGAGTCGCCGCTACGATCTCCCCCCGCAGGCGTCGCTTCCAAGTTTCCTCGCCGA
57.18 AB Cod mab247174M LG1 TGCAGCTGGCGGTGGATAGCTCGATGCCCTGCAACTCTCCGTCGTCCTCACCGACTCACCGTGCCCCTC
57.18 A Cod mab2031 4M LG1 TGCAGGAACAACTGTGAGTCGCCGCTACGATCTCCCCCCGCAGGCGTCGCTTCCAAGTTTCCTCGCCGA
57.18 A Cod mab2056 4M LG1 TGCAGCAGTCGTCGACGCTGACCAAGCGGCTGGTGGGCCGCTCCACCTCGTGTACTCGTCTCCG
57.18 A D4 mab210884M LG1 TGCAGCTGCAAGAGGATCAGATTTCAAGAGGATCGATCACTTACCG
57.18 A D4 mab212404M LG1 TGCAGCCGTCGCCTGCATCACCACCGAGCCACCG
57.18 A D4 mab204564M LG1 TGCAGCAAAGAGACGGATCGGAAGGGAAGGCAAGGTGAGGAGGAGAGGGTGGACCTGAGCAAGGAAGGA
57.18 AB Cod mab9410 4M LG1 TGCAGGAACAGCTATGAGTCGCCGCTACGATCTCCCCCCGCAGGCGTCGCTTCCAAGTTTCCTCGCCGA
57.18 AB Cod mab7382 4M LG1 TGCAGCGCCGCGCCGCCTCCACCGCCCACGGCCG
57.18 AB Cod mab550 4M LG1 TGCAGCCGCACGCCGTAGCCACCGCTATAGGATGCCCG
57.18 AB Cod mab1195 4M LG1 TGCAGGGCCTCGTGCGCGAGCTCGAGGACGGTGGCAATGCATCTGCGAGCTTCGTGTTCGCTGACGCCG
57.18 AB Cod mab643 4M LG1 TGCAGAAGGCCGTGTCCAAGCCAGATGTGCTAGCTGAAATGACCG
57.18 A Cod mab653 4M LG1 TGCAGCTGACACATGCATGCTACTGGCACCG
57.18 A Cod mab2124 4M LG1 TGCAGCTTCGGCGGCAACATCTTCAAAGGCTTTTGCGGGGGCGGGGGCGGGGGCGACAGCTTTGAATGC
57.18 A D4 mab212274M LG1 TGCAGCCGCAATACGACTGGCACCCATCATCCCG
57.18 A D4 mab203704M LG1 TGCAGCGGCAGCACTCGGTGGCTGATGAAGGCCGCGATGAGATCCGTGGCGACAAGCCCCTCCCTGACA
57.18 A Cod mab30 4M LG1 TGCAGAAGAAACGGCGGCTCACAAGAACGAGGGTCAAACGAGGCAGCAGCAGTGGAAGTGTCCG
57.18 A Cod mab1911 4M LG1 TGCAGAACCGCCGCCGCCGTCAGCAGGAGCCCCGCGGCCGCGGCGAGGCTCATCCACGGCGGCGCCGAG
57.18 A Cod mab1903 4M LG1 TGCAGGCAGCCATAGGATTAGGAAATCCACCGTCGGGACTAGGGCATGAGTTGGGCAGGTCGTGCGCAG
57.18 A D4 mab279994M LG1 TGCAGATCACCTTGAGTGCGAGAGGAAAGATTTCTGAGGCGGATTAGTTGCCG
57.18 A Cod mab4930 4M LG1 TGCAGCCATTCCCGGAACGGCTGAAGGCCATCCCACCGAGGATAAGTTCCG
57.18 A Cod mab399 4M LG1 TGCAGGCTTCGTTGGAATCGACGACGACGCCG
57.18 AB Cod mab230634M LG1 TGCAGGCAATTAACTGGCTTGAGATGCGCCACAACCAGGACGGCGGACGGGCCG
57.18 A Cod mab4008 4M LG1 TGCAGGAGTTGAACGGCGTGGAGGGGCTGCATTGAACTGCTGAATCTCCCGCCG
57.18 A Cod mab1835 4M LG1 TGCAGCCCGTCGCCCCGCTGCTTCGGCTGCTGCCTCTGCGGCGGGAACGGTGCCCACGCCGAGTCCGTA
57.18 A D4 mab260404M LG1 TGCAGGTCCGATGGCGCGCTCGAGGAGGCCG
57.18 AB Cod mab4069 4M LG1 TGCAGCCGCCCGTCTGCCTCCCAGATCCG
57.18 AB Cod mab3711 4M LG1 TGCAGTGTCACCACCTCCGACTGCGACACGCTCGCGCCGCCGCCG
57.18 A Cod mab1224 4M LG1 TGCAGTAGGGGATTTGAGCCGTCGTCGACCACGGAGGTCCAGAGAGGCGTACGGCCCAGGCTTCATGCC
57.18 A D4 mab264924M LG1 TGCAGCCCACTTCCCAAGTGCGTCCATCGTCAGGCCACTCCTTGGGTGTCCCG
57.18 AB D5 mab102344M LG1 TGCAGCCCGTGGGCTGTGGGCGAGCCTGCCG
57.18 AB D5 mab6498 4M LG1 TGCAGGGTGGCCTTGCCAGAAAAAAGCGTCGATGGCGTGGACGCCGCGGAGGATGACCAGATGGGCCCA
57.18 AB D5 mab8728 4M LG1 TGCAGAACCGCCGCCACCGTCAGCAGGAGCCCCGCGGCCGCGGCGAGGCTCATCCACGGCGGCGCCGAG
57.18 AB D5 mab7467 4M LG1 TGCAGCACCGCGACCTATCGCGGCCTCGCGCTGTCGCTAAATCACCTCGCCGACCGCCTTGGGCCATTC
57.18 AB D5 mab107884M LG1 TGCAGCTTCGAGACACGCGAGTTTCACGGGAAACATGGATGGACGACGTTCCCACCTGCAATTATGTAG
57.18 AB D5 mab101104M LG1 TGCAGCTCTCCGTCGTCCTCACCGACTCACCGTGCCCCTCTTGGCCTTTGGCCGCCG
57.18 AB D5 mab122594M LG1 TGCAGCCCCACGCGTCAGGGACCCAAGCCCCG
57.18 AB D5 mab8088 4M LG1 TGCAGATTGGTTCGCTCAAGGATGACAAGGAGATGGCCG
57.18 AB D5 mab163784M LG1 TGCAGTACGCTGGGAGAGAGCTAGTGGTCACTCACCGACGCCACGCAACTTGTTCCACGCGGACTCGAG
57.18 AB D5 mab7234 4M LG1 TGCAGGTGACCGTCGGCGGCCTTAGCCCCG
57.18 A D5 mab6464 4M LG1 TGCAGCTGCGGGCTTGCGACGGCATCGGAGATGGCCCCTCCTCGGCTGCCTTCTCAGGATGCCTAGCCG
57.18 A D4 mab221174M LG1 TGCAGCACCTCGAACTGGTCGTCCAGGAAGGCCGCCGCCCCGCGGAGACCGTGAACATAGCCGCAGCCA
57.18 AB Cod mab162324M LG1 TGCAGCACGCACGCATCCATGATGCAACACACATCAGCCAGAAACCATGCAAGACCAACACCATTTCCA
57.18 AB Cod mab159184M LG1 TGCAGACGGTAGATTATGTGTGTCAGGCACACAGATCGACTACCAAGATATAGAAGCAGAACCTACAGA
57.18 A Cod mab1155 4M LG1 TGCAGCGGCATCCAGTGAGTGTTTTTCGATTCCTTCCCCG
57.18 A Cod mab472 4M LG1 TGCAGCTCCGCGCCGCCTCCACCGCCCGCGGCCG
57.18 A Cod mab4765 4M LG1 TGCAGCATGGCCCCGAGGAATGCCTTCTCAACACGGTGGAGGCTTGCGCCATCGATGCCTGGCCGAGAT
57.18 A Cod mab1365 4M LG1 TGCAGGCCCTGATTTGTATTGTTTTTCACTAACCG
57.18 A Cod mab3584 4M LG1 TGCAGGTGACCGTCGGCGGCCTTAGCCCCG
57.18 A D5 mab158374M LG1 TGCAGCCTGTAGTACTCTGGGTCCATGTACCCCACCGTGCCGCCG
57.18 A Cod mab3173 4M LG1 TGCAGCCGTGAAGATCCTGAGGCGCCG
57.18 A D5 mab6163 4M LG1 TGCAGGCACCGCCGTCGTCTTCTTCCCTGGGCAACCAAATTCCACATATCGCCGTTGTAGCAAAACAGC
57.18 A D4 mab176914M LG1 TGCAGTTGCTTTGGTAGTACAACAATGTTGCTTGCCATTCGAGGTACAACCCG
57.18 A D4 mab219544M LG1 TGCAGCTACGGCCAGGGCGAGTTCCGTGAACCCTAAGCCTCGGCAGAGGTGTGGAAACCCTAGCAGCCC
57.18 A Cod mab5089 4M LG1 TGCAGCACGCAGCAAGCTCCATAAATACCAGCTAGTTCGACGACCACAGAACTGAGAGACAGAAACCGA
57.18 A Cod mab1429 4M LG1 TGCAGCACGCCGTCGCCTGAGGACGCCCCATCGTCACCGATCACACAACCTTGATCGTCGTCTCTCGTC
57.18 A D4 mab192744M LG1 TGCAGCGGCATCCAGTGAGTGTTTTTCGATTCCTTCCCCG
57.18 A D4 mab195074M LG1 TGCAGCTCCCCCCTCGTCCGCACAGATCTACTCGTCAACGCTACCAGTCGCCATGGGTGATAGCTGCTC
58.52 B Cod mab4036 4M LG1 TGCAGGAGCTAGTGGTAGTGGCAGAAGAAGGTTCAAAGGTGGCGGAGTGGAAAACAATCCACGGCCGAG
58.52 B Cod mab947 4M LG1 TGCAGGTTCGATCTCGACGGCGATGGCAAACTCTCGTTCGACGAGTTCCG
58.52 B Cod mab3507 4M LG1 TGCAGCTGAGGCTGCGCTTCGAGCCGCCCAGATTCGCCTTTGCCGTGGACCCACCG
58.52 B Cod mab2001 4M LG1 TGCAGCACGCACTCATCCATGATGCAACGCACATCAGCCAGAAACCATGCAAGACCAACACCATTTCCA
58.52 B Cod mab4600 4M LG1 TGCAGGGGCCAATCCACAGCCACAGAAGCGCAGTGGTGATATCTTGAAACAAAGATCGTCTCCCTGACC
58.52 B Cod mab770 4M LG1 TGCAGCGGCAGTGCGTTGAGAGAGCGGAGGTAGGCGGGTCAGAGGCGTTTCAGAGCCG
58.52 S Cod mab825 4M LG1 TGCAGAGGTAGCAAGTGTTTGCTTTCCGCTTTCCG
58.52 A D4 mab187694M LG1 TGCAGGTTAACAACTCTTGCAGCAGTAGGTCGAGGCCG
58.52 A D4 mab181434M LG1 TGCAGGCTTCGTTGGAATCGACGACGACGCCG
58.52 A D4 mab238574M LG1 TGCAGAACCGCGAGAAGCAGGAGATCCG
58.52 A D4 mab178044M LG1 TGCAGTGGCCGCTCAGTCCGCCG
58.52 A D4 mab177944M LG1 TGCAGTGGCTGGACGAGACCGCCCTCAACGGCGACCTGGTCACCG
58.52 A D4 mab245714M LG1 TGCAGGCATGCCACCATGGATCAGCTGCAACCTAGCACGCCATAGGATCTCGGGTGGAGGGCAGCACCG
58.52 A D4 mab203274M LG1 TGCAGCTTCGGCGGCAACATCTTCAAAGGCTTTTGCGGGGGCGGGGGCGGGGGCGACAGCTTTGAATGC
58.52 A D4 mab201234M LG1 TGCAGAAGGCCGTGTCCAAGCCAGATGTGCTAGCTGAAATGACCG
58.52 A D4 mab247344M LG1 TGCAGCTGCGTGAGGTGGAGTGTGACAACCGAGGCCGTCGCGCCGTCGACACGGACGACCCCGTGGCGC
58.52 A D4 mab250934M LG1 TGCAGCAATTAAGTGGTGTTAGTAATCCTCATCAATTAGCCGCTTAATGAGGCAACCAATTAATCCGAG
58.52 A D4 mab251874M LG1 TGCAGAGGAGGCGCTGGCGACTCGGCGAGGCGGGCTACAACGACGATTGCTCAGTGCAGCTGCGGCTTT
58.52 A D4 mab176704M LG1 TGCAGTTTAGCTGGCACAGGCCGAAAGAGAGGCCCAAAAAGGGGCCG
58.52 A D4 mab254144M LG1 TGCAGCTGCGGGCCGACGTGCTCAGGCAGCTGGACGGCGCGCCGGAGCCG
58.52 A D4 mab263334M LG1 TGCAGTGGGCGAGCGACGACGTCAAGTCCTGCTTCGTTCCG
58.52 A D4 mab263414M LG1 TGCAGGTGACCGTCGGCGGCCTCGGCCCCG
58.52 A D4 mab263974M LG1 TGCAGTCTTCGCCGTCGTTTGGCAGCGAATCCGTGTACAAGAAGTGTATGAGCAGTTCAAAGATCGCCG
58.52 A D4 mab199104M LG1 TGCAGCTTCGAGGCGTCGGCCATGGGAGCTCCG
58.52 A D4 mab267874M LG1 TGCAGGGGAAGTGACTCGAAGGCCG
58.52 A D4 mab164884M LG1 TGCAGTCGTGTCCAGAAAATCCGCCGTCGTTCGCTTCTTCACCTTCGTCCATTGGATCCAGCCG
58.52 A D4 mab269434M LG1 TGCAGTTTGGAGCATGCAAAGGACACAAGGCCG
58.52 A D4 mab171584M LG1 TGCAGCACCGCGGTGACACAACATCTGCTTGTTGCCGCGGACCG
58.52 A D4 mab178404M LG1 TGCAGTGCCACTCGCAACGTGCCTTCGAGCCACCG
58.52 A D4 mab164724M LG1 TGCAGCCTCGACACGCTCGACCTCGGCGTCCTCTTCAAGAGCGACTGCCACCACCGCCAGGTTACCCAG
58.52 A D4 mab235844M LG1 TGCAGCAGCAATCACAACCTTCCCCTGTCCCGATCGTCGGCCGTGCCCAAGTTCCTCACCG
58.52 A D4 mab235074M LG1 TGCAGCCACTTTCGTCACGCTCCGACTCTCACCCGCGTCCACCG
58.52 A D4 mab207664M LG1 TGCAGTGGCGGGACAAAGGCCAGTGGAAACGCAAGGACGGACCG
58.52 A D4 mab207954M LG1 TGCAGTGATTTGCGACGAGGCATGGTACGACTCCGTCAGCTTGCTGGGAGACTCGTCCG
58.52 A D4 mab209164M LG1 TGCAGGGGGAGGGCGGAGTGGAGCCAGCGTGCCGCTGGGTAGCGGGGAGCCG
58.52 A D4 mab210874M LG1 TGCAGCTGCACCCAAGTCGCCGTTGTTTTCAGCCGCCGCTCCG
58.52 A D4 mab197644M LG1 TGCAGTCACGTGCTGAGTCGACGGACCG
58.52 A D4 mab195364M LG1 TGCAGCCCACGGGCCACCGACAGGGTACCAACTCCTCAAAAGTAGCAGCAAATCGGCCCCTGACGCCGA
58.52 A D4 mab193464M LG1 TGCAGATTTTTGGCAAAATTTTGTCTTCCCGTGCCTGTTTCGTCCG
58.52 A D4 mab193324M LG1 TGCAGCACTGGCCTCATCGAATCTGTGACATGAGCGGCCG
58.52 A D4 mab218134M LG1 TGCAGGCGCGCAGGTTTGGGCGCGCAGGGGAGCAACGCAGAGGTGGCTCAGAGTGGAAGGTGAAAACAC
58.52 A D4 mab190734M LG1 TGCAGAGGCCGACCAGGCGTGCTACGGTGGCCTAGGTGTCTGAGTTCCATGCGATTGCATACATCTCCG
58.52 A D4 mab189334M LG1 TGCAGAGAGACAAAATTCTCGGGCCACCG
58.52 A D4 mab226904M LG1 TGCAGTGGCTCCGTTGCTCGCCAGATGTGACGGCCG
58.52 A D4 mab188694M LG1 TGCAGCCTCCCCTCCTCCTCGACACCG
58.52 A D4 mab187014M LG1 TGCAGATGAAGTAGTTCGTCCCAGGGACGAGCGTCACGCGATCGCTACCCGAGGTGTAGGTGTGCGTCG
58.52 A D4 mab184754M LG1 TGCAGTGCAAGCTCGTCTTCCACGCGCAGCCACCGCTCCAGTCCCCCG
58.52 A D4 mab230744M LG1 TGCAGGATGGATCTCGCCATATGGAGCCGCCGCCACGCCATCTCCAAGCGCCG
58.52 A D4 mab233154M LG1 TGCAGCGGCGCGAGGCGCCAGGATCCAGCGTGCGGCCACGCGAGGCGGCAAGATCCG
58.52 A D4 mab233804M LG1 TGCAGCGAACCAAAACACCCTTGATGCTTGGCGAGTTCAACTCCACCG
58.52 A D4 mab234404M LG1 TGCAGCCGCCGTTCGTCCAGCCCCGCGCCG
58.52 A D4 mab171544M LG1 TGCAGCAAGAACCAATTTAAGGGCGGTGATCATGTGGACCG
58.52 A D4 mab274024M LG1 TGCAGCGACCCGTTGGGCATGAGCTCGTACACGAGCATCATCCG
58.52 A D4 mab246794M LG1 TGCAGCTTGGCGGCAGCAGCAGGTCCAGGAGGGGTCGTCAGGGCTCGTGACGCAGGAGAGGCGAGGGAG
58.52 A D4 mab277844M LG1 TGCAGCTCCTTCTCCTCTCCTCAGCCAAGCTCGCCGCCTCCAGCTTCACCTCCTCGCCG
58.52 A D4 mab281134M LG1 TGCAGGAGTTCCCCAGCGAGTCTCTGGAGGTGCTGCGGGCGGCGGTGCGGAGCATGGTTGATGCTCCGA
58.52 A D4 mab193234M LG1 TGCAGCAGTAACCCGCCACACCACGGGCTTCGACTCACCTCGCCGCTTTCAAGCAGAGCCG
58.52 A D4 mab191164M LG1 TGCAGTTTTTGAGCCGCCGCCATGGTGATGCCTCTGTTTCGCTATTGTGTTGAGACGCCG
58.52 A D4 mab192694M LG1 TGCAGCGGCGCTTTGTAACAGCACAAATTGGCGGGTTGCAACAGAGGATGGACCGCTCCG
58.52 A D4 mab194694M LG1 TGCAGGCACGCAGCGGCGCCGTCCAGGCGTGGTGTGGTAGCGCGACATCGATCTCCAACTTGTGGTGAC
58.52 A D4 mab217764M LG1 TGCAGGGGTGAGGAGTGGTCGAGACCTGATGTATGATCCTTCACAATCAGGCTCAAAGTTTCTGTGCTG
58.52 A D4 mab218974M LG1 TGCAGCTTCCTCTGAATTCCCTCCATTAGGATGCCCCTGAAACCGCTTCTCCTGGAAATACCACCGCCG
58.52 A D4 mab221884M LG1 TGCAGAGCAGTACACGTCTCCACGACACGCGACACCGAGAGTCGATCGCATAGAAAACAATTAGCCTTT
58.52 A D4 mab268884M LG1 TGCAGCAACACCACATGGCGCGCGCCG
58.52 A D4 mab274744M LG1 TGCAGTGCGCCTCCCTCGTGGTATACAGACTAATTCTGTATCCG
58.52 A D4 mab247114M LG1 TGCAGCTGGGTGGCCACACCTGGCAGAGAGGATAGAGGCGGCTGGGTGATGGATCTTACACGCCGCCCT
58.52 A D4 mab234434M LG1 TGCAGCCGCCGCATCGCTACTGCCCGCGCTACTCCCCGCCGTAGCCTCCTTCGCCG
58.52 A D4 mab166034M LG1 TGCAGCGCCACCTGCGCTTGTTCACGCGACTGCACTGGGACACTTCCATCAGCACCACCG
58.52 A D4 mab280724M LG1 TGCAGAACCGCCGCCGCCGTCAGCAGGAGCCCCGCGGCTGCGGCGAGGCTCATCCACGGCGGCGCCGAG
58.52 A D4 mab281454M LG1 TGCAGGACGCGCTGCTGGGGAAGAGGTGCCCCGAGCTGGTGTCCGAGTGGCCGCGCCGCCTCGCCGTCG
58.52 A D4 mab167134M LG1 TGCAGCGCCCGCGCCGCGGCCTCGGGGTCCCTGAACGTCACCTGGGAAGGATCGACACGAGCAGCAAAG
58.52 A D4 mab178494M LG1 TGCAGTGCAGACAGGACCAAACCCACCCAGGGCTAGGCCCG
58.52 A D4 mab189354M LG1 TGCAGAGACTGAGCCCCTGCACCTCCCTCACAACCG
58.52 A D4 mab185404M LG1 TGCAGCGAGCAAGGAGTGTACTACAGCCACGCCG
58.52 A D4 mab191564M LG1 TGCAGGTGGATGCAGGTAGGCATGATGGACGTCGGGTGGTGGCCGCCG
58.52 A D4 mab192834M LG1 TGCAGCGCAGCGAGCAATGCGCGGACCCG
58.52 A D4 mab200874M LG1 TGCAGAGGAGAGCTACAGTACATGGGGTGTTTCACCG
58.52 A D4 mab202194M LG1 TGCAGTCGTGGTGAGCTGCTCTACCAATCCCCCCTTGTCTCGACCTCGATTCACGCGTATGTCGCCGTC
58.52 A D4 mab208104M LG1 TGCAGTCTGCATCTGCCATGGAGTAAACGCACTACAACACCCG
58.52 A D4 mab212374M LG1 TGCAGCCCCGCTCCCCTGTCGTGCGGCGCCACCAAGCCG
58.52 A D4 mab212514M LG1 TGCAGCCACCGCCGTGCGCAGCACCGCCCGCCCG
58.52 A D4 mab249794M LG1 TGCAGCCAGCGCGCGAGCAGGCCCTGGAACCCCTCCATGTAGCTGGTGGTGAGGTGCACGCAGCGGAAG
58.52 A D4 mab267274M LG1 TGCAGAGTAGGGGACGACGAGGCCG
58.52 A D4 mab209024M LG1 TGCAGGGTTGAGGCACGGGGCGGCCACCG
58.52 A D4 mab190754M LG1 TGCAGAGCAGCACTCAGTCGGACGCGTCTCCGCGGCGGGAGCCGTTGATCAGCTGACTTGGCGGAGGAA
58.52 A D4 mab208724M LG1 TGCAGGTGGGGCTCACTGCGTCCCATGAGCCGATGAGCGGCGTTGGTTGGATCGCCCG
58.52 A D4 mab242144M LG1 TGCAGTTGCTGATTTGAGCAGCCTCAGCGGCGGTGCTGCTGCATGAGCTGACGACGAGCGAGTTCCGAG
58.74 B Cod mab4454 4M LG1 TGCAGATGAAGTAGTTCGTCCCAGGGACGAGCGTCACGCGGTCGCTCCCCGAGGTGTAGGTGTGCGTCG
58.74 B Cod mab54 4M LG1 TGCAGTGCCCGCGCCGCGGCCTCGGGGTCCCTGAACGTCACCTGGGAAGGATCGACACGAGCAGCAAAG
58.74 S Cod mab1462 4M LG1 TGCAGCAGGCGCCTTCATCGAGTGGGCGGGTCTCGTCTCTTCCGCTTTAGTTTGCCTTTCTCCG
58.96 S Cod mab1566 4M LG1 TGCAGCGGTTCGGCGTCGGCCTGTTCCTCTCCGTGCTGGTCATGGCGGCCGCGGCGGCGGTGGAGACGC
58.96 A D4 mab247504M LG1 TGCAGCTCTCGTCCTTCGTGACGTTTTGCGAAGGCTACATCGACATCTTGCCGTACACCAAGCTCTAGT
58.96 A D4 mab251844M LG1 TGCAGAGGATCACAGGTGCGTTGCGCTCCACGTCCGCGTCACTCTGCTTTGATCTTCACGTGTGAATTT
59.4 S Cod mab4223 4M LG1 TGCAGAAGAGCTCCTCCTCCCCCTCCATGGAGTTCATCTACATCGGCTGCCTCCGCGAGGACGTGCCGA
59.4 A D5 mab151994M LG1 TGCAGCAGGTTCTTCTTTGTTCCTGGCGTCGCCG
59.4 A D5 mab158804M LG1 TGCAGGGAGAATGAACCAAATTCAAGGGTTTAGAAAGTTACCG
59.4 A Cod mab383 4M LG1 TGCAGGGACATGCTGGTCTCCGCGTCCG
59.4 A D5 mab162864M LG1 TGCAGCGCACGCGCGTCTGACTCACGCCGCCGTCGCAGGTCGTGACTAACGGGAGGGTGCCG
59.4 A Cod mab4985 4M LG1 TGCAGTAGGTGTGGTAAAGTCGAGACGACCGACCATCCACGGCGCCCCTGACCG
59.4 AB Cod mab232214M LG1 TGCAGCTCTACGCCTACACTGCACGCGCCAAGCCG
59.4 AB Cod mab227354M LG1 TGCAGTCTGCAAAGTCGGATCCTCCTTTTTTTTACACGTAGCCG
59.4 A Cod mab2429 4M LG1 TGCAGCGCCTCCTGAAGATCACGCCGACGGCCGCGTGCGACGGCGGCCCGCGGCGACATCGGCCAATAA
59.4 A Cod mab3595 4M LG1 TGCAGTAGAAGCAGCCACGTACTTCTTCTATAGCTGAGCTAGCGCGGCGGCGGTAATAAAGACCGAGAT
59.4 A Cod mab2528 4M LG1 TGCAGCACATTTGAATAACAAATCCAGTACCTCAGTACCTTAAACCGAAGCAGGAAAGCGGAGCTGCAC
59.4 A Cod mab433 4M LG1 TGCAGATCCTGAAACCCGATGCCCGCTTGGCCGATCCGCCG
59.4 A Cod mab1878 4M LG1 TGCAGCCAGCCGCAAAACTGAATCTCGCCACACGGCTAAACCGTCCCGCGCTATCGGACGCCGCTCGCC
59.4 A Cod mab1912 4M LG1 TGCAGCGCATCAAGATTCGCCCGCATTACGGCGAGCTCTTCAGCGGCTGCCTGTATCTCCGTGGCGCCT
59.4 AB Cod mab208544M LG1 TGCAGTAATGCGGCGGCGCGCCTGCGCGGGGGGCTGGATGCGAGCGGGGCCG
59.4 A Cod mab599 4M LG1 TGCAGCCGTCGTCTCCGCATAGGTACCG
59.4 A Cod mab66 4M LG1 TGCAGAGGATTGAGAACAGCCCTGATTGAGAAGAGAACAATTGAGCAAATTTGCAAATGCCAAAGGCCC
60.74 B D5 mab6452 4M LG1 TGCAGCAAAGAAAGGAGAGCACGAGGGGGTGGCCCAGGCCCTTACCGTGAACAGCTCGCCG
60.74 B D5 mab9560 4M LG1 TGCAGACGGGAATTGGGAAGACAGAGAGCTTGTCGTCGATTCCGACGCTGGTGGCCGACTTGGGCTTGC
60.74 B D5 mab102584M LG1 TGCAGCCACCACCCGATCGATCTGCTCTTCCG
60.74 B D5 mab8486 4M LG1 TGCAGCACCCCTGAGCGACCACTGCGCTCGCTCGTTGCAGCCG
60.74 S Cod mab1161 4M LG1 TGCAGCGCACGGTGGAGACGATGATCTTGGAGGGCCTCGGCGTCGGGGAGGAGCACATCGGCGCGCATC
60.74 A D4 mab252724M LG1 TGCAGAAGTGTGCGTACTGTAGGAGCTGGCATGGTAAATGAAGGCTAACGCATGTAACCGTGTCCCCGA
60.74 AB Cod mab187144M LG1 TGCAGAAGGCGGCGCAGATGGGCGCCACCTCGTCCAGCTCCTCGTTCCTGCGTGGGCTGGGCCTCGACA
60.74 A Cod mab4190 4M LG1 TGCAGTGCTACTAGAGATCAACGGAGCTCATCTTTTAGTTTCATTTCGTGCCCTGAAACCCGCCGAGAT
60.74 AB Cod mab188514M LG1 TGCAGCGCCAGGGGCTGCGCTGCCGACTACACCGCCGACGACCTCCCTCCG
60.74 A Cod mab3921 4M LG1 TGCAGCGCGAGGGGCTGCGCTGCCGACTACACCGCCGACGACCTCCCTCCG
60.74 A D4 mab184174M LG1 TGCAGCGCAGCGTTTGCGGTGCATGCACCGCGCATGTGCCTGGTCTCTATCTGTTCGCCTGTGCCCTCC
60.74 A Cod mab3175 4M LG1 TGCAGAGCATCGCGGAAGGGCGAGACTGAAGCGGAGTACACGACCG
60.74 A Cod mab2362 4M LG1 TGCAGGCGCAGTACTCCCCTGCCCCTGCCACCAAGCCGATGCCCACAAGACAGGTGACCATTCTCCCGA
60.74 A D5 mab145914M LG1 TGCAGAGCATCGCGGAAGGGCGAGACTGAAGCGGAGTACACGACCG
60.74 A D4 mab217934M LG1 TGCAGGGATTTACTATGATGCATGCATGGTACGCTACGAGTCCCCCTCCAAAAGAAAGATCACGGTAGG
62.31 B D4 mab193674M LG1 TGCAGAGCATCGCGGAAGGGCGCGACTGAAGCGGAGTGCACGGCCG
62.31 B D4 mab229814M LG1 TGCAGGCTCCCGTTGCAGCAGCGTTCGGTGCGTGTATGTATGCCTGCCTGAATGCGCCG
62.31 S Cod mab1318 4M LG1 TGCAGCGCAGCGTTTGCGGTGCATGCACCGCGCATGTGCCTGGTCTCTATCTGTTCGCCTGTGCCCTCC
62.31 AB D5 mab163574M LG1 TGCAGCCATACGCACCGCACTGTTGAGAATACCGCGTTTGCCGATTCAGACTGTAGTTACGGAGTCATC
62.31 AB D5 mab8209 4M LG1 TGCAGCGCCCCACTACTTGCTGGAGCTCAGTTGCAGCACCGACTGCCCTCGCCGAAGCTCCATGGCGGC
62.31 AB D5 mab109314M LG1 TGCAGCATTTCTGCTAGGTAGGACTAGTTGTTGCTGGCCGTGTCTCTAGGACTTGTGTCTGTTCTACGA
62.31 AB D5 mab6467 4M LG1 TGCAGCTATGTGAGATTCCGACTTTAGCAGTCCCAAAGCCATCATCAACGCAGTACCACTGTACTACAA
62.31 AB D5 mab133124M LG1 TGCAGGAGGGACAGCTTCATCACCCACCGCGCCTTCTGCGACGCGCTGGCAGAGGAGAGCGCCAAGGCG
62.31 AB D5 mab132964M LG1 TGCAGGCACGCGCCGCCAATTTGGCAGTCAGACAGTCAGCAAATGGATAGTGGAAGAAGCAAATTGGTG
62.31 A D5 mab130104M LG1 TGCAGTGAAACATCACCAACGACGTCGAGTGCTTCTATGGAGCATCGATGGACCGCCACCGCGCCGAGA
62.31 A Cod mab1313 4M LG1 TGCAGCTGCCATGGAGGTCGACACATCGTCCGCGACGGCCAAGAGCGGCGGGGCGCAGCTGCCGCTGCC
62.98 S Cod mab2441 4M LG1 TGCAGCGTGGCCAGGCAGAAGATGGCGATGCCGATGTTGCGGTGGGTGGTGTAGGTGAGCCCCTTGGAC
62.98 A Cod mab962 4M LG1 TGCAGCCTCTGTTCGTTTCCCACGGCGACCCGCGAGCAGAACCGACCG
62.98 A D4 mab191394M LG1 TGCAGTCGTTCGCCGCCCCGCCGCATGCCGCACCCTTCGCTGCCG
62.98 A D4 mab171334M LG1 TGCAGGGCAGCAGCAACTGTTTTGTTCTTTCTTCTAGAGTGTTTGTACAACGCCG
62.98 A D4 mab242124M LG1 TGCAGTTGGGCCAACGCCGCCAGATATATTTAACGTCCTGTCGGACAGATTTCACCACCACCACCACTG
62.98 A D4 mab248974M LG1 TGCAGCGACGCCGTTCGGAACGACCTGCTCTTCTTCTTCCAGACAGTCTCGACCGAAGATCCG
62.98 A D4 mab184774M LG1 TGCAGTCCTGCACTGCACTGGGCGCCAGGCGGACAGCATACTGGCCG
62.98 A D4 mab253964M LG1 TGCAGCAGGGAAGTTGCATTGCAGAGAGTAATCTCCATTGGAAAAGGAAACCG
62.98 A D4 mab171644M LG1 TGCAGGCGCTGGTGCCGCATCCTCTCCGACGCCGCCTTCGCCCGCGAGTACCGCGCGTTCCG
62.98 A D4 mab170764M LG1 TGCAGAAGATGTCGCTGGAATCGCAGCCCAAGGCGGCGGCAGATGGAACCGAGCTTGCCG
62.98 A D4 mab219964M LG1 TGCAGCGCACCCGCCAGCTGGGCCGGCCCGTTTAACCTTTCTTCTCATTTCTTAAATCACAAAAACTAT
62.98 A D4 mab210344M LG1 TGCAGGACGACGACGTTGCCCGTGCCGATCGGAGGGCCCG
62.98 A D4 mab213674M LG1 TGCAGATCCGTGGCGCACCAGGTGCGGACCG
62.98 A D4 mab200614M LG1 TGCAGCACAAGTACGTACAACATGTTAGCAAAGACGACCTGGATCGGCTCCGTTACCG
62.98 A D4 mab211434M LG1 TGCAGCGTACCAGACCACGACACGCCG
63.42 B D5 mab156524M LG1 TGCAGTGGAGGTGGTGGGGAGGACACGGGCGTCCACGCCG
63.42 B Cod mab3361 4M LG1 TGCAGCCCCAGCGCTCGGGCCAGCTGCATCTTGCGCTCCG
63.42 B Cod mab1017 4M LG1 TGCAGCCTGAGGGTGGAGGCGACGACGATGGCGAGGACGGCGAAGCAGGCTGGGATGAGCCCG
63.42 S Cod mab679 4M LG1 TGCAGTCCTGCACTGCACTGGGCGCCAGGCGGACAGCATACTGGCCG
63.42 A D5 mab103554M LG1 TGCAGATCCGTGTCACGCATACCCTCCTGAAATGCCCAAAAATCAAACCTAGCCG
64.99 B D4 mab204664M LG1 TGCAGATCCGTGTCACGCATACCCTCCTGAAATGCCCAAAAAATCAAACCTGGCCGCGTTCGAAATCAG
64.99 S Cod mab220 4M LG1 TGCAGTTTTTGGCTGCAAGAAGTGTTGTTGTCCTTACTGACGACGCATCCCCG
64.99 A D5 mab138744M LG1 TGCAGAAGAGATCGACATCGGCGACGTAGAAACGACCGAATTCGAGGGTTCGGGTTGGCTTCATGAGGT
64.99 A Cod mab5026 4M LG1 TGCAGCAGCAAGCCACCTGAATTTATGTCATGTCCGCAGATACGACCATATGTAGATCAGATTGATTCC
66.78 B D4 mab191924M LG1 TGCAGGCGTGAGGGGCGTGGCGAGCGCAGGCGTGCCGCAAGCGCGGGAGTGCTCCG
66.78 B D4 mab233074M LG1 TGCAGCGGCTGCGAGGGAGTGGGCTCGAAGGCCCAGATCCG
66.78 S Cod mab1418 4M LG1 TGCAGCAAGGCGTCGGACCTTTGGGTCTGCGCCATCCCCTCTCGATTGGATGTCCCCG
66.78 A D4 mab217464M LG1 TGCAGGTTCTAAGCTGGGTGCAGAGCAGGCTTCGTGGGGCGCAGCAGCACAACACCAAGAAACCGAGAT
66.78 A Cod mab5154 4M LG1 TGCAGTGTGCAGCGGTGGTCGAGTGTCATCAGTTCAAGTGATTTGCAAATCCAAAGACTGCGTCGGTTG
66.78 A Cod mab2283 4M LG1 TGCAGCGGTTCCTCTCCAAGCGCAAGGGCAGGTCCGCCCCCGAGGGCCCGCCTTACGCGCATCGCGAGG
66.78 A Cod mab211 4M LG1 TGCAGCTCGCCCCTGCGGCCTTCGACTGCCCCGAACGTCCCGATCGACAGCATTGCCG
66.78 AB D5 mab121884M LG1 TGCAGCCTCTGGGAGAACACAACGCTTTCTCCCG
66.78 AB D5 mab132224M LG1 TGCAGGGAAGACGGGGTCGGGACGGGCGGCGCGGGGGAGGATCGATGGGGTCAGGGCGGACATGGCGGA
66.78 AB D5 mab6469 4M LG1 TGCAGAAAGAGGAGGCCGCCGAAGCCGAGCCCGTAGGCCGCGCCCATGGACACTCCG
66.78 AB D5 mab138214M LG1 TGCAGAGAGATTCAGCGTGCTACTTACGTCCACTCCAACCCGCGCCGAGCTCTGGTTTCCTGTTGCTGC
66.78 AB D5 mab6471 4M LG1 TGCAGCTCGCCCCTGCGGCCTTCGACTGCCCCGAACGTTCCGATCGACAGCATTGCCG
66.78 AB D5 mab8870 4M LG1 TGCAGTAAAAGAAATCCAGGTAGTCCACGAACCCGCCG
66.78 A D5 mab7057 4M LG1 TGCAGCGGTGCACGAGGCGGCGAGGCCGTGTGATACGGCAAGCACGTGTATGACTGGAGCAAGACCGAG
66.78 A D4 mab208144M LG1 TGCAGTCTCAGGTCCTCCACGAACATCGAACCG
66.78 A D4 mab170454M LG1 TGCAGCCATGACCTGCTGCCGCGCCGCTCCTCTATTGTCGCGGGCCGCCTCCGCCCATTGGCTCCGTCC
66.78 A D4 mab255144M LG1 TGCAGACGGGCAGGAGCATGATCTACGACATTGGTGCCGAACGGCTGACGTTCGAGACCGCGGAGGCGG
68.35 B D5 mab106654M LG1 TGCAGGTTCTGAGCTGGGTGCAGAGCAAGCTTCGTGGGGCGCAGCAGCACAACACCAAGAAACCGAGAT
68.35 B D4 mab266244M LG1 TGCAGCCGTCGCTGTCGAGGATGCAGGTCCG
68.35 B D4 mab174394M LG1 TGCAGTAAACCGCCGAGTTCTAGTTGTTCAAACGCGAGTCGTCTCCATGTTGAACCAAAGGCAAACTAC
68.35 B D4 mab269694M LG1 TGCAGCTCGCCCCTGCGGCCATCGACTGCCCCGAACGTCCCGATCGACAGCATTGCCG
68.35 B D4 mab211744M LG1 TGCAGCGCCGTGAGCACGGTCGACCTCTCCCTTTGCCG
68.35 B D4 mab211274M LG1 TGCAGCTACGTCGCCACGGCACGTACGGCAGCGACGCCACCGCCTACACGTCCG
68.35 B D4 mab250314M LG1 TGCAGCAGGCTTCCCAGCGCCGACCCGCCCCTCGACGGCACTATGGTCAGGCACACAGCACACTAGCCC
68.35 B D4 mab192904M LG1 TGCAGCCTGCGGGAGAGGGATCAGAACGCTTTCTCCCG
68.35 B D4 mab232744M LG1 TGCAGCGTGCTCAGCCATTACGTCAGGGCGTCCG
68.35 B D4 mab198344M LG1 TGCAGGGCCAAGGCGGTCGGGTTAACACTTGCTGGCTGGCGCAGGGTGCCTCACCG
68.35 S Cod mab4160 4M LG1 TGCAGGTTCTGAGCTGGGTGCAGAGCAAGCTTCGTGGGGCGCAGCAGCACAACACCAAGAAACCGAGAT
68.35 A D5 mab130974M LG1 TGCAGTAAACTTGGCCAAGAACTGCTGATCAACAGGAAAGGGATTGGAGCCAGAGAGTTTGTCCGAGAT
68.35 A Cod mab3418 4M LG1 TGCAGGTGAGCATCACGAGCCAGGCCCTGATATTCGTGACCCGCAGCCG
69.47 S Cod mab5291 4M LG1 TGCAGGTGGAGGTCGTCATCGAAGTTCTCGAAGGCGGCCTCGAAGTCGTCGACATCGGCGACGCTGCCG
70.36 B D5 mab132454M LG1 TGCAGGCGGAGGAGGACGGTGGCGACCATGTCGTTTTCGCATCCAAGCAAGCGTTCTCTCCG
70.36 S Cod mab280 4M LG1 TGCAGCTTGGAGAAGCTAAAGAAGCTGGAGGTGAACCAGAGCGGCAACAAGATGGAGGAGGTGCCCGTG
71.03 B D5 mab156334M LG1 TGCAGCCTGAACACGTCGCGGTTCCACCCCCG
71.03 B D5 mab103704M LG1 TGCAGAGGCGAATTTTTGTTTAAAAGGACCG
71.03 S Cod mab1390 4M LG1 TGCAGAGGCAAATTTTTGTCCAAAAGGACCG
71.03 A D5 mab160974M LG1 TGCAGAAGAAGGCCGAGGCCAAGCCAGCGGCGGCGGGAGGCGATCGTCACGGGGACCAGGCGCCGAGAT
71.03 A D4 mab249774M LG1 TGCAGCCAGCTCTGCGGAAGCACCGTGGCGACTACGTTGGCATTGGCCGAGCAGCACGGTTGTGGTGCG
71.03 A D5 mab124184M LG1 TGCAGCAACTGGAGCAGCCCAACAATCGGCCGACACAAGCAGTGGTTCCG
71.03 A D5 mab158324M LG1 TGCAGTGTACTCGTCCGCCGCCAGCTTCGTTGCAGTCGCCG
73.52 S Cod mab3239 4M LG1 TGCAGGTTGGTGAGCTGTGCCAGCTCTGGCGGGATCGCGCCG
73.52 AB D5 mab133244M LG1 TGCAGGAGCCGCTAGAGCTAGCCAGAAAGAGCGGTAGCACATACGATGGCGGCGGGCGGCGTGTGGGTG
73.52 AB D5 mab157054M LG1 TGCAGAAGTGGGGATCGGATCTCCGAACCG
73.52 AB D5 mab6472 4M LG1 TGCAGGTGCCCACACGCGTCCGACGCCTTGCACTGGGCCATGACATGGTCGTGTATGGTCGATGTTGCT
73.52 AB D5 mab9550 4M LG1 TGCAGAGCCCGCGAGAAGGCGCCGCGCGCTACGGCGAGTGCGGTGCTCGGCCGCAGCGGCGTCCGAGAT
73.52 AB D5 mab106774M LG1 TGCAGGTGCGCTAGCTAGACGATCAGACTTCCGCGTCTACGTACTGTGCCGTTTGCAATTGCACAGGAC
73.52 AB D5 mab8670 4M LG1 TGCAGCATCTGAAGTTGCTCCTTCCCCGATCGTCTCACCTCCTCGCCTGAACCCCGTTCTGGGACCTGC
73.52 AB D5 mab144534M LG1 TGCAGCGATCGCGATCAGCAAGGGGCTAATGGCATTTCTAACCGAGATCCCCTATCCG
73.52 AB D5 mab8457 4M LG1 TGCAGCGAATGTGGTCGTCAATCCACCG
73.52 AB D5 mab7092 4M LG1 TGCAGCTCCTGCAAGGGTATAACATAAGCCAAAGTTCACAAATGACTGTATGTATACGTGTTTACACGT
73.52 A D5 mab158034M LG1 TGCAGGGGCAAGCAGAACGCTAGTCCAGCACGCACCATTGCCGTCCG
73.74 S Cod mab4453 4M LG1 TGCAGACACTTCTGTAAAACGCAGCGAATCATAAACTGGGTCATTTGTTGATAACTGACCG
73.74 A D5 mab149424M LG1 TGCAGGTTCTTCTCCTCCCACCGCCG
73.74 A D4 mab271424M LG1 TGCAGCTCCAGCACGGCGTTGTACTTGTACAGCCG
73.74 A D5 mab129434M LG1 TGCAGTTGTGCTGGACTCTTCACTTCAAAATTCAGTTCACAGCTAGTAACTTCAACATCATTTTGTTTT
75.54 B D5 mab101224M LG1 TGCAGCTCCACGGCGTTGTACTTGTACAGCCG
75.54 S Cod mab2105 4M LG1 TGCAGCAATCGACATCAACCAGAAGCAATTCACACCCAAAGCCGAAGCGAAACGGAAACGCGCGCCCAA
75.54 A D4 mab246444M LG1 TGCAGGACCTTGGAGCGGACTACCTCGACGAGCTGCTCGCCTTGTCCGAGCTGTGAGCCACCCAACCGC
76.66 S Cod mab3877 4M LG1 TGCAGGGGAGCACGAATTATACGGTGGATCGGCACCG
76.66 A D5 mab106094M LG1 TGCAGTGCACATGATAAGCTAGTGAATGCGCTCAGCTGGGCAGTGAGTGAGAGAGTCCAGGCTGCCCGA
76.66 A D5 mab130794M LG1 TGCAGTACTGTGCTGCCACACATTGATGATGTGATATTGTCCAATTTGTTGTTTGCATGCACCAGCTCG
76.66 A Cod mab3913 4M LG1 TGCAGCTCTGTGTGGCCGAGGAGGCCGCCGCCG
76.66 AB Cod mab243544M LG1 TGCAGTACTGTGCTGCCACACATCGATGATGTGATGTGATGTTGTCCAATTTGTTGTTTGCATGCACCA
76.66 AB Cod mab229774M LG1 TGCAGGCTGCAATTCATGCAGTGCAACTTGCACGCCG
76.66 AB Cod mab171344M LG1 TGCAGTGCACATGATAAGCTAGTGAATGCGCTCAGCTGGACAGTGAGTGAGAGAGAGTCCG
76.66 A Cod mab4103 4M LG1 TGCAGGGTACACTTTATATAGTGATCTACTTCAGTTGACAGTTGTGAACACCG
76.66 A Cod mab1648 4M LG1 TGCAGTTTATAGTTGGTAAAAAAGCACACAGATCACCTATATGCAGGTGATTGAGCGGTGGGTCCGAGA
76.66 AB Cod mab231064M LG1 TGCAGGAGCGGCGAGCGGCGAGGAGCAGGGCGGCGAGCCCG
76.66 AB Cod mab253394M LG1 TGCAGGCGCAGGGGCGCGACCACGGGCGGCTGGGCGCGGGCACGGCGGCCG
76.66 AB Cod mab214524M LG1 TGCAGACCCAGCTACGTCACGCGCCACCACCCG
76.66 A Cod mab1036 4M LG1 TGCAGCAGCAGAAGTAGGGGCGGGGGAGCGATTCGGACGCCG
76.66 A D5 mab136874M LG1 TGCAGCAGCAGCCTCCTCCCCGCTGCCGCCGCCATCGCCACGGCTCTAGCTGACGACCACGGTGGGGCA
76.66 A Cod mab4863 4M LG1 TGCAGAGGAAGGAGGCGCCGGCCGTCTCGTCGTAGTAGGCGGAGAGGAGGGCGTGGACGTCCG
76.66 A D5 mab121404M LG1 TGCAGCGCCACAGTGACCTCACTGCCCCTGGGTCCACAGTCGTCCG
79.14 B D5 mab9016 4M LG1 TGCAGCTCTGTGTGGCCGAGGAGGCCGCCGCCG
79.14 B D5 mab122784M LG1 TGCAGCCAGCCCGCTGCTGACCGCTGACCGCTGGCTCACCG
79.14 B D5 mab158844M LG1 TGCAGATTCTTTCTTTTCTTTGACCCAGGATGTTCTCCG
79.14 B D5 mab8372 4M LG1 TGCAGGAGCGGCGAGCGGCGAGGAGCAGGGCGGCTCGCCG
79.14 B D5 mab9417 4M LG1 TGCAGCTGGCTCGTCGTCTTCTTGGCGTCATGGTGGCGAGCTCCTGCATGCCATCACCAAGAAACGAAA
79.14 B D5 mab149544M LG1 TGCAGAGCGCGGCGTCGTCGGCGTCGGGCCTGGACTTCCG
79.14 B D5 mab160024M LG1 TGCAGGGTCATGACCTGCTGCTGGAGCGCGAAGATGTGGGCGACGCAGCCGTAGACGGGGTCGCGCAGC
79.14 S Cod mab4559 4M LG1 TGCAGCCACCTGCTCAAGGACATCGAGCAGATCCGCCTCCGCTACCGCCCGCTCAAGGCCGCGCTCCGC
79.14 A Cod mab436 4M LG1 TGCAGTTAACGTGTCAGTGCGTACGTACGTGCAGCTAGCTGATCGCCCG
79.14 A D4 mab236424M LG1 TGCAGCAACCGAACGACATGGGCCATGCTGCCG
79.14 A D4 mab248824M LG1 TGCAGCGCAAGTCTTCCTATGTCGGCCTACTGCCTTGCAGTGGCAGACACCATCTTATCATGCAAGGTC
79.14 A Cod mab603 4M LG1 TGCAGCGTCAATGCAGTGCATGATCGGTCCAGTTGACTCTGCCTCCG
79.14 A D4 mab226674M LG1 TGCAGTTAGCAGCGACAAAGTGCATAGCAGCATCTACCG
79.14 A Cod mab2104 4M LG1 TGCAGGGTCCATGAAACCGTCAAATCAGCAGGTCAGGATCAGGAACAAGAAGAAGAAGGGGGGAAAACG
79.14 A Cod mab894 4M LG1 TGCAGGCGGGCTCGGAGCGGGCGGCGCCGCTCCCG
79.14 A D4 mab200464M LG1 TGCAGCAGCAGAAGTAGGGGCGGGGGAGCGATTCGGACGCCG
80.48 B D4 mab232944M LG1 TGCAGCGGTGACCGCGGCGAGTGGCCGAAGACGGGCGCTGCAACTCCG
80.48 B D4 mab264534M LG1 TGCAGGCGGGCTCGGAGCGTGCGGCGCCGCTCCCG
80.48 B D4 mab199434M LG1 TGCAGCTAGCCATAGCCCTAGCCCCCCG
80.48 B D4 mab251144M LG1 TGCAGATTTGCCGCGCAATACCAGGGAGATCATGGCCGACCAGGGAGGAGACAAAAATCACAGACCGAG
80.48 B D4 mab250534M LG1 TGCAGCAGCAGCCTCCTCCCCGCCGCCGCCGCCATCGCCATCGCCACGGCTCTAGCTGCTGCCG
80.48 B D4 mab219764M LG1 TGCAGCGCTCCATTGCAGCTCAGGATAAAAAAAACCGCAGCTCCGACGCCATGCGCAGATGCTCCCCGA
80.48 B D4 mab247794M LG1 TGCAGCTAGGCGGACGGACAGCCGCGCGCGTGAACCGTGCTGCTGCTGTGCGTGTCTGCCGACGCCGTC
80.48 S Cod mab5606 4M LG1 TGCAGCAGAGCAAACACGCCAGCATCGGCGCGCCACAGTTAGTTTACTGTCCGAAGCAGAGGAAGACAT
80.48 A D4 mab231774M LG1 TGCAGCTGGTGGGCCTCGTCAATGCGCTCCATGCTTACCTGCGCGCTCGCGCCG
80.48 A D5 mab131394M LG1 TGCAGGTGCACCAAGGGAAGCGAAGGAAGCCATCATGGTTCATGAATGAGCTGCTGGTTCTGGTTGTTG
80.48 A D5 mab149494M LG1 TGCAGGGGGCAGCGCTCGGGGGAGGAGCCG
80.48 A D4 mab209324M LG1 TGCAGGGCAAGTTCGCGGGGCTGGTGCCG
80.48 AB D5 mab8622 4M LG1 TGCAGCTGGTGCAGCTGGTGGGCCTCGTCAATGCGCTCCATGCTTACCTGCGCGCTCGCGCCG
80.48 AB D5 mab132784M LG1 TGCAGGCCATGGAGCAGCAGGCGCAGCTCCGCGATGGTACGTTACAACCTCTCGCGCTTGTCGACTTGT
80.48 AB D5 mab8871 4M LG1 TGCAGTAAAAATTTGTAGGCAGGAATACTCAAGGGTGCAACCG
80.48 AB D5 mab103424M LG1 TGCAGATGTGATTTGCCAGCGGCAAAAGCCGATTCTGGTGAATAAACATAGCTTTTTTCCG
80.48 AB D5 mab154654M LG1 TGCAGTTCCGTGGCGCGCTCCATGAGGCGGAGCGCTTGTCCG
80.48 AB D5 mab107874M LG1 TGCAGCTTCGGCCACGGACCAGCACCAGGTCCTCGGCGTCCGCCAGATCGGCGCCGCGCGCCGTGTCCC
80.48 AB D5 mab141064M LG1 TGCAGCTGCGGGAGCTCCACCGTGGGGTCACCGTGCGCGACGAGCGCCTCGTACTCGAGCTCGCCGAGG
80.48 A D5 mab153354M LG1 TGCAGGCTGCGGTGGCTGAACTACCTCCG
80.48 A D4 mab261554M LG1 TGCAGCTTCGGCCACGGACCAGCACCACCAAGTCCTCGGCGTCCGCCAGATCGGCGCCGCGCGCCGTGT
80.48 A D5 mab133474M LG1 TGCAGGAATGTGAGACCCTGACGGCTCAACAAGGGCAAGAACAGGAAAAGTTGTAAAGCAGAAAACGTG
80.48 A Cod mab1071 4M LG1 TGCAGCTGCGGGAGCTCCACCGTGGGGCCACCATGCGCGACGAGCGCCTCGTACTCGAGCTCGCCGAGG
80.48 A D4 mab228544M LG1 TGCAGGTGATTCAGATTATTACTGCTGTCTTGCAAAAGGAGCGCCGTCCGCCG
80.48 A D4 mab244614M LG1 TGCAGGGGAGACGGCGGGAGAAGCGCGCGCTGGTGGTTGGCGCTGGGGACGGGCGCCAGGCGTTGCGTC
80.48 A D5 mab7785 4M LG1 TGCAGCACGGCCAGGGCAAGAAGGGATCGCCGATCCG
80.48 A D5 mab133674M LG1 TGCAGGAAAACACACACCACAACAATCAGGCCAGGCCAGCTAGGAAGGAAACAAGAAGAAGAAACTCCG
80.48 A D4 mab188424M LG1 TGCAGCGTTCCCACGGCAGCAAACAACAACCG
82.05 B D5 mab7297 4M LG1 TGCAGGTCGTCCCGTGGGGCGACCTGGGCTGGGCGTCCTTCAGTGCTTTCGGCGCGCCGACGGCTGACA
82.05 B D5 mab6475 4M LG1 TGCAGTACTCCTGCAACAGCATGAGGCAGTACCCGAAATCCTCCTCGGCCCCG
82.05 B D5 mab6473 4M LG1 TGCAGAAGTTCAAGAAGGAGTTCGCGGCGTGGCAGGCCAGCAAGGTTTGGGAGCAGTCCAGAGCTCTGG
82.05 B D4 mab235614M LG1 TGCAGCAGCGTTTCATTGTGTCAGCCCG
82.05 B D4 mab250694M LG1 TGCAGCACTGCCGCTCCCGCTTCGCCTCCTACGCGCGCTCAGGACACCGACGTCCACCACGGCAGCCCC
82.05 B D4 mab271624M LG1 TGCAGCATTGACTTCGGGACTAGCGTGCGTCCGTCCGTCCGTCCG
82.05 B D4 mab233384M LG1 TGCAGCGCTGGAGCTTGTAGCAGCCCCG
82.05 B D4 mab207554M LG1 TGCAGTGTCAATGACGGTGTGCAAGAGGCCG
82.05 B D4 mab186534M LG1 TGCAGCTGCGGGAGCTCCACCGTGGGGCCACCATGCGCGACGAGCGCCTCGTACTCGAGCTCGCCGAGG
82.05 B D4 mab210184M LG1 TGCAGGAGGCAGCGCACGGCGGGAGCAACGCGCCAACGGCGAGGCCTATTGACCG
82.05 B D4 mab200254M LG1 TGCAGCATGCCGTCCCTCGTGCTCACCG
82.05 B D4 mab186974M LG1 TGCAGCACCGTGGCGTTGCGTGGGAGGAACACCATGTTGGCGAGCCCAGCGCCATGCACGCCCACCATC
82.05 S Cod mab213 4M LG1 TGCAGAAGTTCAAGAAGGAGTTCGCGGCGTGGCAGGCCAGCAAAGTGTGGGAGCAATCGAGGGCTCTGG
82.05 A D5 mab136944M LG1 TGCAGCAGCAACAGCAACAAGATCAAAATCAAATGTAAGTTCTTGTTGTATCCGTAAATGAATTACCTT
84.75 B D5 mab8606 4M LG1 TGCAGGATCTCCACCTGCGGGTACCTGTCCCTGAACCCTTCGATGAGCTCCTTGCTGAGCGGCGCGCCG
84.75 S Cod mab1057 4M LG1 TGCAGGATCTCCACCTGCGGGTACTTGTCCCTGAAGCCTTCGATGAGCTCCTTGCTGAGCGGCGCGCCG
84.75 A D4 mab242344M LG1 TGCAGTTCACTGTCGTTCCGCAAAACGCACTGAGACAACGATCCCAGCAGCCGCCATGAACGCCGAGAT
85.19 B D5 mab9300 4M LG1 TGCAGTGCGGGATGTCGAACAGTGAAGGAAAATGACTCGAAGCGGCGAGGCGACGGGAGGGCGGCCGAC
85.19 B D4 mab238224M LG1 TGCAGAATGTAATTTAGAATGTCTTTGGGTAAACTGCGCACCG
85.19 B D4 mab202034M LG1 TGCAGTGCGGGATGTCGAACAGTGAAGGAGAGTGACTCGAAGCGGCGAGGCGACGGGAGGGCGGCCGAC
85.19 S Cod mab1446 4M LG1 TGCAGTGCGGGATGTCGAACAGTGAAGGAGAGTGACTCGAAGCGGCGAGGCGACGGGAGGGCGGCCGAC
85.19 A D5 mab134034M LG1 TGCAGCTGCTGCGCACCTTTGGTTATCTTCTACAGTATAGTACGTATGTGGACGAAAGAAATCTTGGCG
85.19 A D4 mab255854M LG1 TGCAGCCTCCTCCTCTTGGCCGCCGTCCTGCTCTCCGTCGTCGCCGCTGCTTCCGCCTCCG
85.19 A D4 mab231864M LG1 TGCAGCTGCTGCGCACCTTTGGAAAGAAATCTTGGCGACAATGGTGCTGCGGTCACCG
85.19 A D4 mab217024M LG1 TGCAGTGAAGCACCACGCAGCGGTGAACTACATCACCGTGGGTACTACACACATGCGCTCCACACCGCC
93.61 S Cod mab1886 4M LG1 TGCAGCCTCGCCGTCGGCCTCGCCGACCCCGTCACCAACATCCTGCTCACCACCATCAACGCCTTCGCC
93.61 A D4 mab210824M LG1 TGCAGCTGCTGCATCGTCCCTTGGACTCCGTCGCGCTGCCAGCAGGCTCCTCCG
93.61 A D4 mab217694M LG1 TGCAGGTACCTGGTGATCACATAAATGCAGCCAAGCTGTCTTGTCACGCACCTTCCTGAGGCCG
93.61 A Cod mab1537 4M LG1 TGCAGCAGCAGTTCGTGTCCCTGGCCACCATCGTCCCCG
93.61 A D5 mab8301 4M LG1 TGCAGTGCAACTTCGGTGGCGTCGAGGACCGCTGCATCGTAGCTCCG
93.61 A D5 mab107454M LG1 TGCAGGCAATGTGGGAGTACATAGAGTCATGCTCGAATCTTAATCTCTGGTCCTAGTTCAAGCGCTAAA
93.61 A Cod mab2173 4M LG1 TGCAGACTCACAGGACAATGCGAATGCGACACACCTTGCTAATCTTTGGCACGATGGAGCGAAGCATGG
93.61 A D4 mab208884M LG1 TGCAGGTCGGCAGCTTCGTTGTTGTCCCG
93.61 A D4 mab207934M LG1 TGCAGTGCAACTTCGGTGGCGTCGATCGAGGACCGCTGCATCGTACCTCCG
93.61 A D4 mab271804M LG1 TGCAGCAGCAGTTCGTGTCGCTGGCCACCATCGTCCCCG
93.61 A D4 mab212604M LG1 TGCAGCATTCCAATTTAGTCTCGAGCTTTCGCTTCACGCGCTCCG
93.61 A Cod mab4712 4M LG1 TGCAGCTTACCGCCGCTCGTCTCGTGCCCCGCCATGGCGTGGTGGAGGGGATACTGAGCGAGTGCCTTG
93.61 A D4 mab174884M LG1 TGCAGATTTAATCTGTGTGGCGGACGTGTGTGATTGCTGCTATGTCCTCCCGTCCATATGTGGTTGTCC
93.61 A Cod mab5687 4M LG1 TGCAGAACAGAGCCAAACGTAATTTACCATGCACAAGCGATTTGTGATATGCATACAGGTGCGAGCGAG
97.94 S Cod mab2999 4M LG1 TGCAGGTACCTGGTGATCACATAAATGGAGCCAAGCTGTCTTGTCACGCACCTTCTTGAGGCCG
97.94 A D5 mab9488 4M LG1 TGCAGCCTACGGGATGTCGGCTTGGTACGGCAAGGCTTGATGGCGTCGATCATCGCTACCTCTAGCTCA
97.94 A D5 mab9784 4M LG1 TGCAGTGGCTATGCGCGCACGTCGGTTTCTTCCGACCG
97.94 A D5 mab7364 4M LG1 TGCAGGAGGCGCCGCCGCGATCCCGTTCAGGAGACGCCG
97.94 A D5 mab162174M LG1 TGCAGAGTGAGCCTTGAGGAGGTAGCAGCGATGGCGGCGGCGAACCAGAGCCTGGCCGTAGAGGACGGC
108.14 B D5 mab157074M LG1 TGCAGCCAGAGAGTCCCAAACCCTAGCCTCGCCG
108.14 B D5 mab7163 4M LG1 TGCAGCTATGTGAGATTCCGACTTTAGCAGTCCCAAAGCCATCATCAACGCAGTACCACTGTACTACAA
108.14 S Cod mab3380 4M LG1 TGCAGGGATGCCGAGTGGATGGCGTGGCCGAGCGAGCAGCCG
108.59 B D4 mab184264M LG1 TGCAGCCCACCAAGGCCAATATGAATGGGGTGAAGCGGTAGTCACCGTGCACGTGCCCGTGCCCGTCTT
108.59 B D4 mab179614M LG1 TGCAGGGACCCCGAGCGGATGGCGTGGCCGAGCGAGCAGCCG
108.59 B D4 mab192544M LG1 TGCAGCTAGAGTCCCAAACCCTAGCCTCGCCG
108.59 S Cod mab5389 4M LG1 TGCAGGAGCTCCTTGTGGAGAACAAGCGCAAGTCGACAGGTCGCGTGCACATCGACGTCGCCGCACTCA
108.59 A D5 mab9590 4M LG1 TGCAGCCGGAGGCATCGTCCCCTTCGCTCTCGCCG
108.59 A D5 mab157414M LG1 TGCAGATCGGCCTCCCCGTGGTGCCCTTCGCGCGCGCCATGGACGACGTGCTCGAGACGCTCTTCCTCC
109.73 B D4 mab190064M LG1 TGCAGGCCTCACCTTGTTGGTCTTCACCGTCACGAGGTCGTCGATGGCGAGCTCCTCCTTGGTGACCGA
109.73 B D5 mab6402 4M LG1 TGCAGGACGTGTTCCTCAGGCTCACGTTCGACACGACGACCACGCTGGTGTTCGGCGTTCACCCGAGAT
109.73 B D4 mab170634M LG1 TGCAGGACGTGTTCCTCAGGCTCACGTTCGACACGACGACCACGCTGGTGTTCGGCGTCGACCCGAGAT
109.73 B D5 mab8162 4M LG1 TGCAGGCCTCACCTTGTTGGTCTTCACCGTCACGAGGTCGTCCATGGCGAGGTCGTCCTTGGTGACCGA
109.73 S Cod mab890 4M LG1 TGCAGGCCTCACCTTGTTGGTCTTCACCGTCACGAGGTCGTCGATGGCGAGCTCCTCCTTGGTGACCGA
109.73 A D4 mab169034M LG1 TGCAGACACACCAATTCGCATATGAGGAGCTGGAGGAGCCCACCG
115.25 S Cod mab3599 4M LG1 TGCAGATCCCAGTGGTCGACATGTCCTTGCCG
115.25 A Cod mab1605 4M LG1 TGCAGTTGGTCCTGATGGTGCCTTGGTTGCCG
115.25 A Cod mab1872 4M LG1 TGCAGGGTCGTCGGCTGACCTCATACTCATCCATCAACCGCCTTCTGATTCTGCTTCTTCCG
115.25 A Cod mab1874 4M LG1 TGCAGGCTGGTGTGTGTCCAGTGTACGCCATGGCTGCCCG
115.25 A Cod mab3993 4M LG1 TGCAGCTCATCAACCAGCGCGCCGACTTCTCCTTCGCCCTCTTCACCG
115.25 A D4 mab216684M LG1 TGCAGTGGCGATGGTGAAGGGCTCGAGACGTCCTCGATTCAGACGGTATCCATCCTTTCCCCTCCCGTC
115.25 A D4 mab236014M LG1 TGCAGCACGCAGACGCAGAGGGACGGCGCCG
115.25 A D4 mab217904M LG1 TGCAGGGCCGTAAACTGATAAACATTTGTTTCACTACACGTCACTCATAATCTGTGGTATCCTTTTGGC
115.25 A D4 mab252714M LG1 TGCAGAAGTTGTAGCTTTCTGATTTCTTCTGGTAGCTCCAGACAACCAGCACCGCTTAGCCG
115.25 A D4 mab251154M LG1 TGCAGATTGGTGTCGGGCAATCACCATCCTTTCTGTGGCCCGAGTTCTGAACCTGCTTTCAAAAATAGA
115.25 A D5 mab9591 4M LG1 TGCAGCACGCATGCGCAGAGGGACGGGACGGCACGGCAGCGAGCGCCG
115.25 A D5 mab126494M LG1 TGCAGCTGCGCCCGCGCCGTCGTCGCGGCCATCGCCATCACCAGCACCACCACCGCCGCCACTTCCCGC
115.25 A D5 mab111314M LG1 TGCAGGGAGATACTGTATATAAACGACGACACGAGTGGAGTGGTGTGGCCCG
115.25 A D5 mab111284M LG1 TGCAGGTCATGCTGGCAGCGATGGCGGTGGCGCACGAGTTCTTCCGCCTCTCGCCG
115.25 A D5 mab111464M LG1 TGCAGCGGCACGGCCAACCGTTAAAATGGCCG
115.25 A D5 mab143784M LG1 TGCAGGAAGGTGAGCCCCAGCGTGGTCGACACGCTCACCGACTGCCCCGCCGACCG
126.85 S Cod mab214 4M LG1 TGCAGCAACGTTCATGTATAATGGTTTCAGAAATAAGCACTTGTACTTAAAGGACAAAGTGACTCCGAG
126.85 A Cod mab1378 4M LG1 TGCAGGAGCGGGTGGAGGCCGCCGAACCACAGCTTGAGCAGCTGAAGAAGCCG
126.85 A D4 mab190604M LG1 TGCAGCACAGGCTGGCCCTGCCGCCATTGGAGGTGGAGGACTTCCCGCATGACGTCAGCCTCGACACGA
126.85 A D4 mab187564M LG1 TGCAGTGGAGGCAGGGGCAGCTGTCCGACACAAGCACTGCTGAGCATAGTTGCCG
126.85 A D5 mab111244M LG1 TGCAGGTGGTGTGCGTACGCTGCCGCAGAGGAGCGGTGCTTTATAGAGGCCG
126.85 A D5 mab150404M LG1 TGCAGAGGGGTCGGCGAGCCCG
131.42 B D5 mab126544M LG1 TGCAGCATGCATCCCACACACCATTCAGATTTCAGCAGCTAGCAGCAGCCGCAAGTTGAAAAGCGCCGA
131.42 B D5 mab162714M LG1 TGCAGATCGTGTCACTCCTCCTGGCACCCAAGGAAGCCGTAACCGAGCGAGAAGAAGAGATGGTCAGCA
131.42 S Cod mab4934 4M LG1 TGCAGATCGTGTCACTCCTCCTGGCGCCCAAGGAAGCCGTAACCGAGCGAGAAGAAGAGATGGTCAGCA
131.42 A D4 mab236854M LG1 TGCAGATGCACTCTCCCGCAGACCG
131.42 A D4 mab255644M LG1 TGCAGAATCTTGATCGGACGGTAGAATTTTCTGACCG
131.42 A D4 mab210084M LG1 TGCAGGATGCTCCTCTGGCACACCATTTGGTCGCCGATTACCCCG
131.42 A D4 mab200764M LG1 TGCAGATGCCTGAAGACAGCACCATTCATCCG
131.42 A D4 mab253494M LG1 TGCAGGAGCGGGTGGAGGCCGCCGAACCACAGCTTGAGCAGCTGAAGAAGCCG
131.42 A D4 mab190164M LG1 TGCAGGAGCGGGTGGAGGCTGCTGAACGGCGGGAGTGTCCCCGACTTTATCGGCTGGATGATCACCGAG
132.99 B D4 mab171404M LG1 TGCAGCGGGTGGGACTGGGACCTGGCGCAGGCGGCGCGGAGGACGGCTGCCGTTGCCG
132.99 B D4 mab214954M LG1 TGCAGAAAAGAAGGATCGATCAGACATCCAGACACGGAGACTAGTGAACCG
132.99 S Cod mab2243 4M LG1 TGCAGTGCCGCCGCATGGAGGCAGCGTGGGAAGCAGCTAGAGCTAGCGGGGACGCGAGCTGGTTGGCGG
132.99 A D4 mab249944M LG1 TGCAGCCAAGGCCGTGGCGACGAGGCCGAGAAGAAGAAGCAGCAGAGGCAGCAGCGGCGGCCCTCTCCT
132.99 A Cod mab3139 4M LG1 TGCAGATCGGGCACGCCGACGCCAGGACCCG
132.99 A D5 mab161554M LG1 TGCAGCATCCGCAAGCAGCTGATGGAGCGGTACCCACATCATTGCATCAGCCGTCCCCG
132.99 A D4 mab197174M LG1 TGCAGTTCATGCATGTCATGTTGCTTTCCACCACGAATCCACGATCCG
132.99 A D4 mab188994M LG1 TGCAGCAGCCGCAAGCAGCTGATGGAGCGGTACCCACACCATTGCATCAGCCGCCCCCG
136.63 B D4 mab181544M LG1 TGCAGGAGGAGACCAACAGTACTGCGGCGATGGCCG
136.63 S Cod mab4526 4M LG1 TGCAGCATCCGCAAGCAGCTGATGGAGCGGTGCCCACATCATTGCATCAGCCGTCCCCG
138.01 S Cod mab2303 4M LG1 TGCAGCTTCTGGACAGGGAAGGTGAGGTGGGCGACACCAACAGCATGTCCGTCGATGGTCCGCTCTACG
138.01 A D4 mab200484M LG1 TGCAGCAGCACCAGCGCCGACCGCGGCGCGGCGGCGACGTGGTCACCACGGTGCCG
138.01 A D4 mab207354M LG1 TGCAGTTGCTCGTTTGGGTGTGCGTGTCGTGAGATTCCGCGGACCG
138.01 A D4 mab183544M LG1 TGCAGAGCTTATGCTTTCAAGGCTTTGTCCG

























































































































































































































































































































































































































































































































































































































































































0 B D4 mab25631 4U LG11
0 B D5 mab8878 4U LG11
0 S Cod mab1011 4U LG11
3.41 A Cod mab4194 4U LG11
3.41 A D4 mab24150 4U LG11
3.41 A D4 mab27550 4U LG11
3.41 B D4 mab24175 4U LG11
3.41 B Cod mab5195 4U LG11
3.41 S Cod mab421 4U LG11
3.63 B D5 mab7549 4U LG11
3.63 B D5 mab10200 4U LG11
3.63 B D5 mab15693 4U LG11
3.63 S Cod mab4936 4U LG11
7.03 A D4 mab18308 4U LG11
7.03 A D4 mab25866 4U LG11
7.03 A D4 mab19414 4U LG11
7.03 AB D5 mab7076 4U LG11
7.03 A D5 mab11483 4U LG11
7.03 A D4 mab27811 4U LG11
7.03 A D4 mab26026 4U LG11
7.03 A D4 mab25890 4U LG11
7.03 A D4 mab26078 4U LG11
7.03 A D5 mab9894 4U LG11
7.03 B Cod mab2185 4U LG11
7.03 S Cod mab1430 4U LG11
14.25 A D4 mab21583 4U LG11
14.25 A D4 mab19681 4U LG11
14.25 A D4 mab18092 4U LG11
14.25 A D4 mab22317 4U LG11
14.25 A D5 mab15008 4U LG11
14.25 AB D5 mab14093 4U LG11
14.25 A D5 mab6685 4U LG11
14.25 AB D5 mab7188 4U LG11
14.25 A D5 mab6590 4U LG11
14.25 A D4 mab22528 4U LG11
14.25 A D5 mab7877 4U LG11
14.25 A D4 mab22341 4U LG11
14.25 B D4 mab18176 4U LG11
14.25 S Cod mab473 4U LG11
20.98 A D5 mab9513 4U LG11
20.98 A D4 mab24026 4U LG11
20.98 A D4 mab20173 4U LG11
20.98 A D5 mab10741 4U LG11
20.98 A D4 mab20144 4U LG11
Kapcsoltsági 
csoport (LG)
20.98 A D4 mab25820 4U LG11
20.98 A D4 mab26724 4U LG11
20.98 A D4 mab27317 4U LG11
20.98 A Cod mab5672 4U LG11
20.98 A D4 mab20619 4U LG11
20.98 A D4 mab22334 4U LG11
20.98 A D5 mab10413 4U LG11
20.98 A D5 mab13958 4U LG11
20.98 AB D5 mab7525 4U LG11
20.98 AB D5 mab6883 4U LG11
20.98 AB D5 mab6952 4U LG11
20.98 AB D5 mab14487 4U LG11
20.98 AB D5 mab15385 4U LG11
20.98 AB D5 mab14231 4U LG11
20.98 AB D5 mab6951 4U LG11
20.98 AB D5 mab6882 4U LG11
20.98 AB D5 mab15672 4U LG11
20.98 AB D5 mab14783 4U LG11
20.98 A D5 mab14441 4U LG11
20.98 A D5 mab9390 4U LG11
20.98 A D5 mab12568 4U LG11
20.98 A Cod mab1612 4U LG11
20.98 A D5 mab14827 4U LG11
20.98 A D5 mab14747 4U LG11
20.98 B D4 mab17334 4U LG11
20.98 S Cod mab3042 4U LG11
25.57 A D5 mab12013 4U LG11
25.57 A D5 mab14575 4U LG11
25.57 A D4 mab17428 4U LG11
25.57 A D5 mab12290 4U LG11
25.57 A D5 mab7334 4U LG11
25.57 B D5 mab14077 4U LG11
25.57 S Cod mab958 4U LG11
26.91 B D4 mab26213 4U LG11
26.91 S Cod mab4842 4U LG11
29.69 S Cod mab2307 4U LG11
29.69 A D5 mab16174 4U LG11
32.46 S Cod mab2939 4U LG11
33.83 S Cod mab5005 4U LG11
46.19 A D5 mab9575 4U LG11
46.19 A D4 mab27373 4U LG11
46.19 A D4 mab26264 4U LG11
46.19 A D4 mab24178 4U LG11
46.19 A D5 mab14477 4U LG11
46.19 A D4 mab21281 4U LG11
46.19 A D4 mab21851 4U LG11
46.19 A D4 mab21697 4U LG11
46.19 A D5 mab6607 4U LG11
46.19 A D5 mab7489 4U LG11
46.19 AB Cod mab23214 4U LG11
46.19 AB Cod mab25267 4U LG11
46.19 AB Cod mab19824 4U LG11
46.19 A Cod mab822 4U LG11
46.19 A D4 mab24408 4U LG11
46.19 A D5 mab14426 4U LG11
46.19 A D4 mab23447 4U LG11
46.19 AB Cod mab8846 4U LG11
46.19 AB Cod mab10751 4U LG11
46.19 AB Cod mab6646 4U LG11
46.19 AB Cod mab11864 4U LG11
46.19 AB Cod mab11039 4U LG11
46.19 AB Cod mab14486 4U LG11
46.19 AB Cod mab15105 4U LG11
46.19 AB Cod mab7373 4U LG11
46.19 A Cod mab759 4U LG11
46.19 A Cod mab2048 4U LG11
46.19 S Cod mab3051 4U LG11
48.44 A Cod mab3073 4U LG11
48.44 B D4 mab17333 4U LG11
48.44 S Cod mab4832 4U LG11
49.11 A Cod mab4889 4U LG11
49.11 A D4 mab28088 4U LG11
49.11 A D4 mab24427 4U LG11
49.11 S Cod mab5268 4U LG11
66.4 A D4 mab23935 4U LG11
66.4 A D4 mab19280 4U LG11
66.4 A D4 mab20543 4U LG11
66.4 A D5 mab11996 4U LG11
66.4 A D4 mab23950 4U LG11
66.4 A D5 mab13584 4U LG11
66.4 A D4 mab23955 4U LG11
66.4 B D5 mab13093 4U LG11
66.4 S Cod mab217 4U LG11
69.38 AB D5 mab7579 4U LG11
69.38 A D5 mab14733 4U LG11
69.38 A Cod mab5342 4U LG11
69.38 A Cod mab3040 4U LG11
69.38 A Cod mab3758 4U LG11
69.38 A D4 mab25884 4U LG11
69.38 A D4 mab20540 4U LG11
69.38 AB D5 mab13929 4U LG11
69.38 AB D5 mab9752 4U LG11
69.38 AB D5 mab13854 4U LG11
69.38 A D5 mab14991 4U LG11
69.38 A D4 mab25479 4U LG11
69.38 B D4 mab20382 4U LG11
69.38 B D5 mab9475 4U LG11
69.38 S Cod mab1796 4U LG11
70.28 AB Cod mab22286 4U LG11
70.28 AB Cod mab8157 4U LG11
70.28 AB Cod mab1362 4U LG11
70.28 AB Cod mab20541 4U LG11
70.28 A Cod mab3050 4U LG11
70.28 A Cod mab4328 4U LG11
70.28 A D4 mab23941 4U LG11
70.28 A D4 mab19402 4U LG11
70.28 B D4 mab23939 4U LG11
70.28 S Cod mab2074 4U LG11
71.4 A D5 mab9801 4U LG11
71.4 A D5 mab12474 4U LG11
71.4 A D4 mab18285 4U LG11
71.4 B D5 mab9107 4U LG11
71.4 B D5 mab11722 4U LG11
71.4 B D4 mab25781 4U LG11
71.4 B D5 mab9954 4U LG11
71.4 B D5 mab12983 4U LG11
71.4 B D5 mab11920 4U LG11
71.4 B D4 mab27044 4U LG11
71.4 B D4 mab26159 4U LG11
71.4 S Cod mab776-1 4U LG11
82.69 A D4 mab22475 4U LG11
82.69 AB Cod mab8985 4U LG11
82.69 AB Cod mab14235 4U LG11
82.69 AB Cod mab16451 4U LG11
82.69 AB Cod mab7180 4U LG11
82.69 AB Cod mab9537 4U LG11
82.69 AB Cod mab3496 4U LG11
82.69 AB Cod mab8324 4U LG11
82.69 AB Cod mab16204 4U LG11
82.69 A Cod mab760 4U LG11
82.69 A D4 mab23979 4U LG11
82.69 A Cod mab5363 4U LG11
82.69 A Cod mab5327 4U LG11
82.69 A D4 mab25757 4U LG11
82.69 A Cod mab5032 4U LG11
82.69 A D5 mab6761 4U LG11
82.69 A D4 mab21630 4U LG11
82.69 A Cod mab5241 4U LG11
82.69 A Cod mab5242 4U LG11
82.69 A D5 mab7084 4U LG11
82.69 A D4 mab19656 4U LG11
82.69 A D4 mab28009 4U LG11
82.69 A Cod mab2624 4U LG11
82.69 A D4 mab21548 4U LG11
82.69 A D5 mab8930 4U LG11
82.69 A Cod mab3485 4U LG11
82.69 A Cod mab3623 4U LG11
82.69 A D4 mab19684 4U LG11
82.69 A D4 mab17942 4U LG11
82.69 A D5 mab14467 4U LG11
82.69 A D4 mab24102 4U LG11
82.69 A D4 mab19412 4U LG11
82.69 A Cod mab4242 4U LG11
82.69 A D4 mab22455 4U LG11
82.69 AB Cod mab13301 4U LG11
82.69 A Cod mab5525 4U LG11
82.69 A Cod mab4548 4U LG11
82.69 A D5 mab7950 4U LG11
82.69 A Cod mab551 4U LG11
82.69 A D4 mab21634 4U LG11
82.69 A D5 mab8711 4U LG11
82.69 A Cod mab3099 4U LG11
82.69 A Cod mab1877 4U LG11
82.69 A Cod mab2382 4U LG11
82.69 A Cod mab2346 4U LG11
82.69 A Cod mab2150 4U LG11
82.69 A D5 mab11884 4U LG11
82.69 A D4 mab28023 4U LG11
82.69 A D5 mab14452 4U LG11
82.69 A D5 mab16276 4U LG11
82.69 B Cod mab3899 4U LG11
82.69 B Cod mab4452 4U LG11
82.69 B Cod mab1843 4U LG11
82.69 S Cod mab816 4U LG11
84.71 A D4 mab18083 4U LG11
84.71 A D4 mab25879 4U LG11
84.71 A D4 mab20589 4U LG11
84.71 A D4 mab18247 4U LG11
84.71 A D4 mab25444 4U LG11
84.71 A D4 mab25991 4U LG11
84.71 A D4 mab19646 4U LG11
84.71 A D4 mab27039 4U LG11
84.71 A D5 mab12586 4U LG11
84.71 A Cod mab5503 4U LG11
84.71 A D4 mab21607 4U LG11
84.71 A Cod mab4908 4U LG11
84.71 A D4 mab23958 4U LG11
84.71 A D5 mab13459 4U LG11
84.71 A D4 mab20058 4U LG11
84.71 A D4 mab19145 4U LG11
84.71 A D4 mab22333 4U LG11
84.71 A D4 mab17943 4U LG11
84.71 A D4 mab23986 4U LG11
84.71 A D4 mab24079 4U LG11
84.71 B D5 mab6678 4U LG11
84.71 B D5 mab10269 4U LG11
84.71 B Cod mab3552 4U LG11
84.71 S Cod mab3904 4U LG11
85.15 A Cod mab1245 4U LG11
85.15 B D5 mab11477 4U LG11
85.15 B D5 mab10688 4U LG11
85.15 B D5 mab11482 4U LG11
85.15 B D5 mab12942 4U LG11
85.15 B Cod mab1567 4U LG11
85.15 S Cod mab1081 4U LG11
86.27 A D5 mab16261 4U LG11
86.27 A Cod mab2625 4U LG11
86.27 A D4 mab21589 4U LG11
86.27 B D5 mab15909 4U LG11
86.27 B D5 mab15136 4U LG11
86.27 S Cod mab2343 4U LG11
88.98 A Cod mab4627 4U LG11
88.98 A D5 mab8545 4U LG11
88.98 A Cod mab622 4U LG11
88.98 A Cod mab2614 4U LG11
88.98 A D4 mab22598 4U LG11
88.98 A D4 mab24085 4U LG11
88.98 A Cod mab4689 4U LG11
88.98 A D4 mab18374 4U LG11
88.98 A D4 mab25661 4U LG11
88.98 A D4 mab28080 4U LG11
88.98 AB Cod mab7994 4U LG11
88.98 AB Cod mab10606 4U LG11
88.98 A Cod mab5426 4U LG11
88.98 B Cod mab4217 4U LG11
88.98 S Cod mab1177 4U LG11
89.87 B D4 mab18329 4U LG11
89.87 B Cod mab1451 4U LG11
89.87 S Cod mab4238 4U LG11
90.09 B D4 mab22541 4U LG11
90.09 B D4 mab26746 4U LG11
90.09 S Cod mab3069 4U LG11
90.53 S Cod mab1779 4U LG11
92.1 A D4 mab20718 4U LG11
92.1 A D4 mab24022 4U LG11
92.1 A D4 mab17875 4U LG11
92.1 A Cod mab5303 4U LG11
92.1 A D4 mab25970 4U LG11
92.1 A D4 mab20322 4U LG11
92.1 A Cod mab514 4U LG11
92.1 A Cod mab1971 4U LG11
92.1 A Cod mab4763 4U LG11
92.1 A D4 mab22585 4U LG11
92.1 A D4 mab22494 4U LG11
92.1 A D4 mab22454 4U LG11
92.1 A D4 mab22374 4U LG11
92.1 A Cod mab2483 4U LG11
92.1 A Cod mab4652 4U LG11
92.1 A D4 mab20681 4U LG11
92.1 A D4 mab19654 4U LG11
92.1 A D4 mab18917 4U LG11
92.1 AB D5 mab13142 4U LG11
92.1 AB D5 mab8437 4U LG11
92.1 A D5 mab12627 4U LG11
92.1 S Cod mab4713 4U LG11
92.32 B D4 mab22429 4U LG11
92.32 S Cod mab1893 4U LG11
93.66 A D4 mab20844 4U LG11
93.66 A D4 mab20559 4U LG11
93.66 A D4 mab19682 4U LG11
93.66 A D4 mab19099 4U LG11
93.66 A D4 mab17218 4U LG11
93.66 A D4 mab18504 4U LG11
93.66 A D4 mab17253 4U LG11
93.66 A D4 mab17153 4U LG11
93.66 A D4 mab19666 4U LG11
93.66 A D4 mab20670 4U LG11
93.66 A Cod mab1905 4U LG11
93.66 AB Cod mab1210 4U LG11
93.66 AB Cod mab5027 4U LG11
93.66 AB Cod mab3714 4U LG11
93.66 AB Cod mab5573 4U LG11
93.66 A Cod mab3412 4U LG11
93.66 A Cod mab4710 4U LG11
93.66 A Cod mab4648 4U LG11
93.66 A D4 mab24037 4U LG11
93.66 A Cod mab559 4U LG11
93.66 A Cod mab4339 4U LG11
93.66 A D4 mab20235 4U LG11
93.66 A D4 mab20672 4U LG11
93.66 A Cod mab418 4U LG11
93.66 A D4 mab22363 4U LG11
93.66 A D4 mab24172 4U LG11
93.66 A D4 mab24034 4U LG11
93.66 A D4 mab24182 4U LG11
93.66 A D4 mab21550 4U LG11
93.66 A D4 mab21594 4U LG11
93.66 A Cod mab5285 4U LG11
93.66 A Cod mab5120 4U LG11
93.66 A D4 mab25445 4U LG11
93.66 A D4 mab22399 4U LG11
93.66 A D4 mab21547 4U LG11
93.66 A D4 mab25982 4U LG11
93.66 A D4 mab27178 4U LG11
93.66 A D4 mab20690 4U LG11
93.66 A D4 mab26954 4U LG11
93.66 S Cod mab4212 4U LG11
94.55 A D4 mab18460 4U LG11
94.55 A D5 mab11967 4U LG11
94.55 A D5 mab9868 4U LG11
94.55 AB D5 mab16096 4U LG11
94.55 AB D5 mab9454 4U LG11
94.55 AB D5 mab14320 4U LG11
94.55 AB D5 mab12502 4U LG11
94.55 A D5 mab16157 4U LG11
94.55 A D5 mab14613 4U LG11
94.55 A D5 mab14759 4U LG11
94.55 A D4 mab22385 4U LG11
94.55 AB Cod mab20599 4U LG11
94.55 AB Cod mab19894 4U LG11
94.55 A Cod mab1193 4U LG11
94.55 B Cod mab5586 4U LG11
94.55 B Cod mab1260 4U LG11
94.55 S Cod mab3097 4U LG11
96.35 A D4 mab20221 4U LG11
96.35 A D4 mab26017 4U LG11
96.35 AB D5 mab8244 4U LG11
96.35 AB D5 mab12298 4U LG11
96.35 AB D5 mab8243 4U LG11
96.35 AB D5 mab7225 4U LG11
96.35 AB D5 mab7759 4U LG11
96.35 A D5 mab15768 4U LG11
96.35 A D4 mab24007 4U LG11
96.35 A D4 mab22603 4U LG11
96.35 AB D5 mab9376 4U LG11
96.35 AB D5 mab12067 4U LG11
96.35 A D5 mab10115 4U LG11
96.35 S Cod mab4241 4U LG11
97.69 A Cod mab3746 4U LG11
97.69 AB D5 mab15481 4U LG11
97.69 A D5 mab8013 4U LG11
97.69 AB Cod mab26234 4U LG11
97.69 AB Cod mab19723 4U LG11
97.69 AB Cod mab17161 4U LG11
97.69 A Cod mab2458 4U LG11
97.69 A Cod mab5617 4U LG11
97.69 A Cod mab4375 4U LG11
97.69 S Cod mab5306 4U LG11
98.13 A D4 mab21600 4U LG11
98.13 A D4 mab20562 4U LG11
98.13 B Cod mab4868 4U LG11
98.13 S Cod mab4914 4U LG11
103.65 A Cod mab2187 4U LG11
103.65 A Cod mab2213 4U LG11
103.65 A D4 mab20703 4U LG11
103.65 A D5 mab13389 4U LG11
103.65 AB Cod mab16195 4U LG11
103.65 A Cod mab1352 4U LG11
103.65 A Cod mab649 4U LG11
103.65 A D5 mab12182 4U LG11
103.65 A D4 mab27696 4U LG11
103.65 A D5 mab10374 4U LG11
103.65 S Cod mab4373 4U LG11
104.32 A D4 mab22518 4U LG11
104.32 A D4 mab21922 4U LG11
104.32 A Cod mab987 4U LG11
104.32 A D4 mab18582 4U LG11
104.32 B D4 mab27258 4U LG11
104.32 B D4 mab20580 4U LG11
104.32 B D4 mab18745 4U LG11
104.32 B D4 mab25727 4U LG11
104.32 B Cod mab4560 4U LG11
104.32 S Cod mab4779 4U LG11
105.21 S Cod mab4872 4U LG11
129.15 A D5 mab10233 4U LG11
129.15 A D4 mab22560 4U LG11
129.15 A Cod mab4346 4U LG11
129.15 A D5 mab14471 4U LG11
129.15 A D4 mab20177 4U LG11
129.15 B D5 mab10774 4U LG11
129.15 S Cod mab4575 4U LG11
131.87 S Cod mab189 4U LG11
135.27 A D5 mab12037 4U LG11
135.27 A D4 mab19267 4U LG11
135.27 A Cod mab2525 4U LG11
135.27 A D4 mab24185 4U LG11
135.27 A D4 mab22291 4U LG11
135.27 A D5 mab13614 4U LG11
135.27 A Cod mab1956 4U LG11
135.27 B D4 mab19102 4U LG11
135.27 B D4 mab22407 4U LG11
135.27 B D4 mab25488 4U LG11
135.27 B D5 mab15844 4U LG11
135.27 S Cod mab3434 4U LG11
142.97 A D4 mab16769 4U LG11
142.97 A D4 mab26401 4U LG11
142.97 A D4 mab19517 4U LG11
142.97 A D4 mab26056 4U LG11
142.97 S Cod mab2003 4U LG11
151.75 A D5 mab13305 4U LG11
151.75 A D5 mab14019 4U LG11
151.75 A D5 mab10625 4U LG11
151.75 A D5 mab8630 4U LG11
151.75 A D5 mab13973 4U LG11
151.75 A D5 mab14214 4U LG11
151.75 A D5 mab10327 4U LG11
151.75 A D5 mab12214 4U LG11
151.75 A D5 mab13822 4U LG11
151.75 B D5 mab11579 4U LG11
151.75 B D5 mab10191 4U LG11
151.75 B D5 mab7166 4U LG11
151.75 S Cod mab358 4U LG11
155.18 A D5 mab12467 4U LG11
155.18 A D4 mab27166 4U LG11
155.18 A D4 mab27887 4U LG11
155.18 A D5 mab6881 4U LG11
155.18 B D5 mab16182 4U LG11
155.18 S Cod mab1038 4U LG11
158.13 B D5 mab15221 4U LG11











































































































































































































































































































































































































































































0 S Cod mab996 5M LG14
0 A D4 mab191135M LG14
0 A D5 mab6486 5M LG14
0 A D4 mab240115M LG14
1.8 B D4 mab172755M LG14
1.8 B D4 mab172215M LG14
1.8 B D4 mab215605M LG14
1.8 B D4 mab225745M LG14
1.8 B D5 mab151635M LG14
1.8 B D5 mab122315M LG14
1.8 B D5 mab110815M LG14
1.8 S Cod mab249 5M LG14
1.8 A D4 mab214845M LG14
1.8 A D4 mab225675M LG14
1.8 A D4 mab274345M LG14
1.8 A D4 mab240735M LG14
1.8 A D4 mab171845M LG14
2.92 B D5 mab141255M LG14
2.92 B D5 mab115685M LG14
2.92 S Cod mab1109 5M LG14
2.92 A D4 mab217845M LG14
2.92 A Cod mab3815 5M LG14
2.92 A D5 mab162445M LG14
2.92 A D4 mab241805M LG14
2.92 A D4 mab240235M LG14
2.92 A Cod mab2985 5M LG14
2.92 A D4 mab240975M LG14
2.92 A D4 mab175405M LG14
4.26 B D5 mab107055M LG14
4.26 B D5 mab9066 5M LG14
4.26 B D5 mab102455M LG14
4.26 B Cod mab4466 5M LG14
4.26 S Cod mab4482 5M LG14
4.26 A D4 mab241535M LG14
4.26 A D4 mab188575M LG14
4.26 A Cod mab5653 5M LG14
6.06 B D4 mab222005M LG14
6.06 B D4 mab224175M LG14
6.06 B D5 mab109775M LG14
6.06 B D5 mab110645M LG14
6.06 B Cod mab5744 5M LG14
6.06 S Cod mab1278 5M LG14
6.06 A D4 mab173325M LG14
6.06 A D4 mab275105M LG14
Kapcsoltsági 
csoport (LG)
6.06 AB Cod mab158025M LG14
6.06 A Cod mab4960 5M LG14
6.06 A D4 mab264615M LG14
6.06 A D4 mab280955M LG14
6.06 A D4 mab278915M LG14
6.06 A D4 mab178125M LG14
6.06 A D4 mab224595M LG14
6.06 A D4 mab171835M LG14
6.06 A D4 mab265835M LG14
7.4 B D5 mab8148 5M LG14
7.4 B D5 mab163135M LG14
7.4 S Cod mab4221 5M LG14
7.4 A D4 mab240275M LG14
7.4 AB D5 mab7611 5M LG14
7.4 AB D5 mab137555M LG14
7.4 AB D5 mab135265M LG14
7.4 AB D5 mab144565M LG14
7.4 A D5 mab7309 5M LG14
8.52 B D4 mab223685M LG14
8.52 S Cod mab1873 5M LG14
8.52 A D4 mab224725M LG14
8.52 A D4 mab206515M LG14
8.52 A D4 mab202125M LG14
8.52 A D4 mab196685M LG14
8.52 A D5 mab9054 5M LG14
11.49 S Cod mab4691 5M LG14
11.49 A D5 mab7752 5M LG14
11.49 A D4 mab176655M LG14
11.49 A D4 mab179255M LG14
11.49 A D5 mab6488 5M LG14
11.49 A D4 mab277825M LG14
11.49 A D4 mab240575M LG14
11.49 A D5 mab9838 5M LG14
11.49 A D4 mab190835M LG14
11.49 A D5 mab7844 5M LG14
12.84 B D4 mab172775M LG14
12.84 B D5 mab9221 5M LG14
12.84 S Cod mab1776 5M LG14
12.84 A Cod mab1624 5M LG14
12.84 AB D5 mab9143 5M LG14
12.84 AB D5 mab8866 5M LG14
12.84 A D5 mab109755M LG14
12.84 A Cod mab860 5M LG14
12.84 A D4 mab215905M LG14
12.84 A D4 mab253565M LG14
12.84 A D5 mab110905M LG14
12.84 A D4 mab203325M LG14
12.84 A Cod mab5040 5M LG14
12.84 A D4 mab207085M LG14
12.84 A D4 mab278535M LG14
12.84 A D4 mab196315M LG14
12.84 A D4 mab186645M LG14
12.84 A D4 mab270945M LG14
12.84 A D4 mab172125M LG14
12.84 A D5 mab7867 5M LG14
12.84 A D4 mab205575M LG14
12.84 A Cod mab5714 5M LG14
15.34 S Cod mab1983 5M LG14
15.34 A D4 mab239905M LG14
15.34 A D4 mab223475M LG14
15.34 A D4 mab175195M LG14
15.34 A Cod mab1869 5M LG14
15.34 A D4 mab240035M LG14
15.34 A Cod mab1024 5M LG14
15.34 A D4 mab223645M LG14
15.34 A D4 mab240105M LG14
15.34 A D4 mab240215M LG14
15.34 A D4 mab240485M LG14
15.34 A Cod mab3551 5M LG14
15.34 AB Cod mab135525M LG14
15.34 A Cod mab2004 5M LG14
15.34 AB Cod mab3214 5M LG14
15.34 AB Cod mab3324 5M LG14
15.34 A Cod mab2986 5M LG14
15.34 A Cod mab2310 5M LG14
15.34 A Cod mab3278 5M LG14
15.34 A D4 mab216085M LG14
15.34 AB D5 mab8982 5M LG14
15.34 A D5 mab100585M LG14
15.34 A D4 mab223165M LG14
15.34 A D4 mab223245M LG14
15.34 A Cod mab5263 5M LG14
15.34 A Cod mab3167 5M LG14
15.34 A Cod mab4925 5M LG14
15.34 A D4 mab215805M LG14
15.34 A D4 mab215385M LG14
15.34 A D4 mab224005M LG14
15.34 A D4 mab172805M LG14
15.34 A Cod mab222 5M LG14
15.34 A Cod mab4865 5M LG14
15.34 A D4 mab239855M LG14
15.34 A D4 mab225195M LG14
15.34 A D4 mab225275M LG14
15.34 A D4 mab240615M LG14
15.34 A D4 mab225335M LG14
15.34 A D4 mab225765M LG14
15.34 A D4 mab223875M LG14
15.34 A D4 mab223845M LG14
15.34 A D4 mab214175M LG14
15.34 A D4 mab223835M LG14
15.34 A D4 mab183115M LG14
15.34 A D4 mab194035M LG14
15.34 A D4 mab260415M LG14
15.34 A D4 mab194045M LG14
15.34 A D4 mab269785M LG14
15.34 A D5 mab159535M LG14
15.34 A D4 mab240965M LG14
15.34 A D4 mab240385M LG14
15.34 A D4 mab224805M LG14
15.34 A D4 mab223455M LG14
15.34 A D4 mab223305M LG14
15.34 A D4 mab191685M LG14
15.34 A D4 mab201745M LG14
15.34 A D4 mab255935M LG14
15.34 A D4 mab205515M LG14
15.34 A D4 mab201675M LG14
15.34 A D4 mab196955M LG14
15.34 A D4 mab196595M LG14
15.34 A D4 mab178895M LG14
15.34 A D4 mab223565M LG14
15.34 A D4 mab172265M LG14
15.34 A D4 mab270225M LG14
15.34 A D4 mab196525M LG14
15.34 A D4 mab196285M LG14
15.34 A D4 mab195935M LG14
15.34 A D4 mab206535M LG14
15.34 A D4 mab184595M LG14
15.34 A D4 mab178145M LG14
15.34 A D4 mab269945M LG14
15.34 A D4 mab171925M LG14
15.34 A D4 mab178915M LG14
15.34 A D4 mab279665M LG14
15.34 A D4 mab184615M LG14
15.34 A D4 mab272845M LG14
15.34 A D4 mab179055M LG14
15.34 A D4 mab279115M LG14
15.34 A D4 mab179395M LG14
15.34 A D4 mab180265M LG14
15.34 A D4 mab170515M LG14
15.34 A D4 mab181155M LG14
15.34 A D4 mab181315M LG14
15.34 A D4 mab277385M LG14
15.34 A D4 mab275665M LG14
15.34 A D4 mab275395M LG14
15.34 A D4 mab269015M LG14
15.34 A D4 mab201465M LG14
15.34 A D4 mab224885M LG14
15.34 A D4 mab277605M LG14
15.34 A D4 mab190385M LG14
15.34 A D4 mab187925M LG14
15.34 A D4 mab179245M LG14
15.34 A D4 mab267225M LG14
15.34 A D4 mab267315M LG14
15.34 A D4 mab186515M LG14
15.34 A D4 mab196575M LG14
15.34 A D4 mab195055M LG14
15.34 A D4 mab225055M LG14
15.34 A D4 mab202645M LG14
15.34 A D4 mab241285M LG14
15.34 A D4 mab202825M LG14
15.34 A D4 mab165665M LG14
15.34 A D4 mab194105M LG14
15.34 A D4 mab189595M LG14
15.34 A D4 mab187355M LG14
15.34 A D4 mab278965M LG14
15.34 A D4 mab205665M LG14
15.34 A D4 mab277765M LG14
15.34 A D4 mab187425M LG14
15.34 AB D5 mab130005M LG14
15.34 AB D5 mab118615M LG14
15.34 AB D5 mab134095M LG14
15.34 AB D5 mab122705M LG14
15.34 AB D5 mab137675M LG14
15.34 A D5 mab118185M LG14
15.34 A D4 mab205715M LG14
15.34 A Cod mab5631 5M LG14
15.34 A D4 mab206095M LG14
15.34 A D5 mab116665M LG14
15.34 A D4 mab206145M LG14
15.34 A D4 mab273115M LG14
15.34 A Cod mab493 5M LG14
15.34 A Cod mab4815 5M LG14
15.34 A Cod mab4643 5M LG14
15.34 A D4 mab207005M LG14
15.34 AB Cod mab6897 5M LG14
15.34 AB Cod mab7943 5M LG14
15.34 A Cod mab4283 5M LG14
15.34 A Cod mab4230 5M LG14
15.34 A Cod mab4063 5M LG14
15.34 A Cod mab3831 5M LG14
15.34 A Cod mab3751 5M LG14
15.34 A Cod mab3741 5M LG14
15.34 A Cod mab3732 5M LG14
15.34 A D4 mab201595M LG14
15.34 A Cod mab5715 5M LG14
15.34 A D4 mab242015M LG14
15.34 A D4 mab241185M LG14
15.34 A D4 mab267445M LG14
15.34 A D4 mab201195M LG14
15.34 A D4 mab223145M LG14
15.34 A D4 mab271385M LG14
15.34 A D4 mab201435M LG14
15.34 A D4 mab241035M LG14
15.34 A D4 mab271515M LG14
15.34 A D4 mab201395M LG14
15.34 A D4 mab240825M LG14
15.34 A D4 mab224735M LG14
15.34 A D4 mab225925M LG14
15.34 A D4 mab201535M LG14
18.28 B Cod mab4246 5M LG14
18.28 B Cod mab5446 5M LG14
18.28 B Cod mab1536 5M LG14
18.28 B Cod mab3951 5M LG14
18.28 B Cod mab5190 5M LG14
18.28 B Cod mab1405 5M LG14
18.28 B Cod mab1473 5M LG14
18.28 B Cod mab5265 5M LG14
18.28 B Cod mab4274 5M LG14
18.28 B Cod mab4326 5M LG14
18.28 B Cod mab4001 5M LG14
18.28 B Cod mab3514 5M LG14
18.28 S Cod mab2929 5M LG14
18.5 B Cod mab4515 5M LG14
18.5 B Cod mab3401 5M LG14
18.5 B Cod mab5415 5M LG14
18.5 S Cod mab5507 5M LG14
18.5 A D4 mab171965M LG14
18.5 A D5 mab120105M LG14
18.5 A Cod mab5667 5M LG14
18.5 A Cod mab4754 5M LG14
18.5 A D4 mab241675M LG14
18.5 AB D5 mab6935 5M LG14
18.5 AB D5 mab6045 5M LG14
18.5 A D5 mab150365M LG14
18.5 A Cod mab122 5M LG14
18.5 A Cod mab2108 5M LG14
18.5 AB Cod mab125145M LG14
18.5 AB Cod mab154965M LG14
18.5 AB Cod mab124645M LG14
18.5 AB Cod mab6518 5M LG14
18.5 AB Cod mab8842 5M LG14
18.5 AB Cod mab7749 5M LG14
18.5 AB Cod mab8019 5M LG14
18.5 A Cod mab1723 5M LG14
18.5 A Cod mab3872 5M LG14
19.63 B Cod mab2142 5M LG14
19.63 S Cod mab4988 5M LG14
19.63 A D5 mab132315M LG14
19.63 AB Cod mab157275M LG14
19.63 A Cod mab3334 5M LG14
19.63 A D4 mab279845M LG14
19.63 A D4 mab225205M LG14
19.63 A Cod mab4041 5M LG14
21.65 B D4 mab188605M LG14
21.65 B D4 mab201525M LG14
21.65 B D4 mab224485M LG14
21.65 S Cod mab663 5M LG14
21.65 A D4 mab196365M LG14
21.65 AB D5 mab137805M LG14
21.65 AB D5 mab6519 5M LG14
21.65 A D5 mab152015M LG14
21.65 A Cod mab4662 5M LG14
21.65 A D5 mab102895M LG14
21.65 A D4 mab182485M LG14
21.65 A D4 mab277915M LG14
21.65 A D4 mab183865M LG14
21.65 A D4 mab193445M LG14
21.65 A D5 mab100095M LG14
21.65 A D4 mab241325M LG14
21.65 A D4 mab224675M LG14
23.9 B D4 mab255175M LG14
23.9 B D5 mab7854 5M LG14
23.9 B D5 mab162485M LG14
23.9 B D5 mab103145M LG14
23.9 B Cod mab4617 5M LG14
23.9 S Cod mab4379 5M LG14
24.12 S Cod mab590 5M LG14
24.12 A D5 mab149325M LG14
24.12 A Cod mab4138 5M LG14
24.12 A Cod mab2526 5M LG14
24.12 A Cod mab2151 5M LG14
24.12 A Cod mab5725 5M LG14
24.12 AB D5 mab161265M LG14
24.12 A D5 mab8185 5M LG14
25.46 B D5 mab156895M LG14
25.46 B D5 mab163775M LG14
25.46 S Cod mab403 5M LG14
25.46 A D4 mab205675M LG14
25.46 A D4 mab184575M LG14
25.46 A Cod mab1582 5M LG14
25.46 A D4 mab180305M LG14
25.46 A D4 mab278135M LG14
26.13 B D5 mab6520 5M LG14
26.13 S Cod mab3002 5M LG14
27.25 B D4 mab224325M LG14
27.25 B D5 mab125535M LG14
27.25 B D4 mab185255M LG14
27.25 S Cod mab3027 5M LG14
27.25 A D4 mab225655M LG14
27.25 A D4 mab224255M LG14
27.25 A D5 mab131125M LG14
28.38 S Cod mab1989 5M LG14
28.38 A D4 mab223315M LG14
28.38 A D4 mab196295M LG14
28.38 A D4 mab178735M LG14
28.38 A D4 mab216105M LG14
28.38 A D4 mab279185M LG14
28.38 A D4 mab197115M LG14
28.38 A D4 mab203905M LG14
28.38 A D4 mab268485M LG14
28.38 A D4 mab207125M LG14
28.38 A D4 mab186855M LG14
28.38 A D4 mab190035M LG14
28.38 A D4 mab205975M LG14
31.59 B D4 mab268515M LG14
31.59 B D4 mab216325M LG14
31.59 B D4 mab269575M LG14
31.59 S Cod mab3199 5M LG14
31.81 S Cod mab2487 5M LG14
31.81 A D4 mab239825M LG14
31.81 A D4 mab277595M LG14
31.81 A D4 mab277625M LG14
31.81 A D4 mab240775M LG14
31.81 A D4 mab224395M LG14
31.81 A D4 mab223135M LG14
31.81 A D4 mab224115M LG14
31.81 A D4 mab222075M LG14
31.81 A D4 mab187405M LG14
31.81 A D4 mab206985M LG14
31.81 A D4 mab215965M LG14
31.81 A D4 mab215855M LG14
31.81 A D4 mab269075M LG14
31.81 A D5 mab137165M LG14
31.81 A D4 mab264805M LG14
31.81 A D4 mab264735M LG14
31.81 A D4 mab192775M LG14
31.81 A D4 mab196325M LG14
31.81 A D4 mab240295M LG14
31.81 A D4 mab196675M LG14
31.81 A D4 mab206645M LG14
31.81 A D4 mab200355M LG14
31.81 A D4 mab223825M LG14
31.81 AB Cod mab8438 5M LG14
31.81 A Cod mab1518 5M LG14
31.81 A D4 mab240665M LG14
31.81 A D5 mab115405M LG14
31.81 A D5 mab6525 5M LG14
31.81 A Cod mab5450 5M LG14
31.81 A D5 mab107465M LG14
31.81 A Cod mab1505 5M LG14
31.81 A D5 mab8691 5M LG14
31.81 A D5 mab7137 5M LG14
31.81 AB Cod mab161145M LG14
31.81 A Cod mab1479 5M LG14
31.81 A Cod mab5002 5M LG14
31.81 A D5 mab107635M LG14
31.81 AB D5 mab123545M LG14
31.81 AB D5 mab6558 5M LG14
31.81 AB D5 mab160315M LG14
31.81 AB D5 mab140965M LG14
31.81 AB D5 mab8292 5M LG14
31.81 AB D5 mab125595M LG14
31.81 AB D5 mab125495M LG14
31.81 AB D5 mab9968 5M LG14
31.81 A D5 mab119055M LG14
31.81 A D5 mab141875M LG14
31.81 A D4 mab280295M LG14
31.81 A D5 mab160305M LG14
31.81 A Cod mab2588 5M LG14
31.81 A Cod mab2299 5M LG14
31.81 A Cod mab5495 5M LG14
31.81 A Cod mab2116 5M LG14
31.81 A Cod mab1942 5M LG14
31.81 A Cod mab3370 5M LG14
31.81 A D5 mab120155M LG14
36.14 B Cod mab4163 5M LG14
36.14 S Cod mab4044 5M LG14
36.14 A Cod mab3222 5M LG14
36.14 A D5 mab118725M LG14
36.14 AB Cod mab426 5M LG14
36.14 A Cod mab227 5M LG14
36.14 AB Cod mab172005M LG14
36.14 A Cod mab4671 5M LG14
36.14 AB D5 mab118485M LG14
36.14 AB D5 mab9429 5M LG14
36.14 AB D5 mab146525M LG14
36.14 AB D5 mab119015M LG14
36.14 A D5 mab100265M LG14
36.14 A D4 mab215875M LG14
36.14 A Cod mab2051 5M LG14
36.14 A Cod mab2042 5M LG14
36.14 AB D5 mab164585M LG14
36.14 AB D5 mab7774 5M LG14
36.14 AB D5 mab7609 5M LG14
36.14 AB D5 mab153445M LG14
36.14 AB D5 mab102775M LG14
36.14 AB D5 mab101745M LG14
36.14 A D5 mab109375M LG14
36.14 A Cod mab4030 5M LG14
36.14 A D4 mab215625M LG14
36.14 A D4 mab170845M LG14
36.14 A Cod mab2990 5M LG14
36.14 A D4 mab172035M LG14
36.14 A D4 mab224845M LG14
37.94 B D4 mab193505M LG14
37.94 B D4 mab241105M LG14
37.94 B D4 mab225805M LG14
37.94 B D4 mab205885M LG14
37.94 B D4 mab260455M LG14
37.94 B D4 mab271525M LG14
37.94 B D4 mab224765M LG14
37.94 B D4 mab196265M LG14
37.94 B D4 mab186825M LG14
37.94 B D4 mab257725M LG14
37.94 B D4 mab175305M LG14
37.94 B D4 mab183515M LG14
37.94 B Cod mab5311 5M LG14
37.94 B Cod mab1368 5M LG14
37.94 B Cod mab1368 5M LG14
37.94 B Cod mab977 5M LG14
37.94 B Cod mab4550 5M LG14
37.94 S Cod mab699 5M LG14
37.94 A Cod mab3212 5M LG14
37.94 A D4 mab197635M LG14
37.94 A D4 mab212555M LG14
37.94 AB D5 mab130645M LG14
37.94 AB D5 mab8713 5M LG14
37.94 AB D5 mab7409 5M LG14
37.94 AB D5 mab6988 5M LG14
37.94 AB D5 mab153115M LG14
37.94 AB D5 mab161455M LG14
37.94 AB D5 mab129305M LG14
37.94 AB D5 mab9768 5M LG14
37.94 AB D5 mab132635M LG14
37.94 A D5 mab6526 5M LG14
37.94 A Cod mab4682 5M LG14
37.94 AB Cod mab244195M LG14
37.94 AB Cod mab216955M LG14
37.94 A Cod mab4995 5M LG14
37.94 A D4 mab204425M LG14
37.94 A Cod mab3161 5M LG14
37.94 AB Cod mab206445M LG14
37.94 AB Cod mab131515M LG14
37.94 A Cod mab4527 5M LG14
37.94 A Cod mab3312 5M LG14
37.94 A D5 mab134235M LG14
37.94 A D4 mab274485M LG14
37.94 A D4 mab274955M LG14
37.94 A D4 mab202875M LG14
37.94 AB Cod mab182065M LG14
37.94 AB Cod mab251265M LG14
37.94 AB Cod mab236355M LG14
37.94 AB Cod mab203285M LG14
37.94 AB Cod mab185715M LG14
37.94 AB Cod mab231435M LG14
37.94 AB Cod mab249635M LG14
37.94 AB Cod mab228435M LG14
37.94 AB Cod mab243095M LG14
37.94 AB Cod mab242055M LG14
37.94 AB Cod mab179545M LG14
37.94 AB Cod mab183025M LG14
37.94 AB Cod mab252055M LG14
37.94 AB Cod mab229255M LG14
37.94 AB Cod mab176795M LG14
37.94 AB Cod mab185335M LG14
37.94 AB Cod mab186265M LG14
37.94 AB Cod mab172315M LG14
37.94 AB Cod mab243435M LG14
37.94 AB Cod mab186555M LG14
37.94 AB Cod mab189255M LG14
37.94 AB Cod mab195765M LG14
37.94 A Cod mab3008 5M LG14
37.94 A D4 mab239885M LG14
37.94 A D5 mab8860 5M LG14
37.94 A D4 mab206605M LG14
37.94 AB Cod mab7174 5M LG14
37.94 AB Cod mab118935M LG14
37.94 AB Cod mab6931 5M LG14
37.94 AB Cod mab121505M LG14
37.94 AB Cod mab120205M LG14
37.94 AB Cod mab8645 5M LG14
37.94 A Cod mab5080 5M LG14
37.94 AB Cod mab137295M LG14
37.94 A Cod mab2423 5M LG14
37.94 A D4 mab244895M LG14
37.94 A Cod mab236 5M LG14
37.94 A D4 mab225955M LG14
37.94 A Cod mab1080 5M LG14
37.94 A D4 mab205375M LG14
37.94 AB Cod mab7540 5M LG14
37.94 AB Cod mab6522 5M LG14
37.94 AB Cod mab103085M LG14
37.94 AB Cod mab6529 5M LG14
37.94 AB Cod mab9017 5M LG14
37.94 A Cod mab235 5M LG14
37.94 A D5 mab146355M LG14
37.94 A D4 mab247895M LG14
37.94 A D5 mab7706 5M LG14
37.94 A D4 mab244295M LG14
37.94 A D4 mab206185M LG14
37.94 AB Cod mab1968 5M LG14
37.94 A Cod mab1720 5M LG14
37.94 A D4 mab242475M LG14
37.94 A D5 mab102545M LG14
37.94 A D4 mab243605M LG14
40.42 B Cod mab595 5M LG14
40.42 B Cod mab862 5M LG14
40.42 B Cod mab602 5M LG14
40.42 B Cod mab4291 5M LG14
40.42 B Cod mab236 5M LG14
40.42 B Cod mab1132 5M LG14
40.42 B Cod mab3296 5M LG14
40.42 S Cod mab4742 5M LG14
40.42 A D5 mab129525M LG14
40.42 A D4 mab185795M LG14
40.42 A D5 mab7739 5M LG14
40.42 A D5 mab118975M LG14
40.42 A D4 mab184045M LG14
41.54 S Cod mab3416 5M LG14
41.54 A Cod mab4175 5M LG14
41.54 A D5 mab9286 5M LG14
41.54 AB Cod mab9301 5M LG14
41.54 A Cod mab4947 5M LG14
41.54 A Cod mab4556 5M LG14
43.79 S Cod mab3461 5M LG14
44.91 B D4 mab272195M LG14
44.91 B D5 mab117875M LG14
44.91 S Cod mab765 5M LG14
44.91 A Cod mab4897 5M LG14
44.91 A D4 mab197375M LG14
44.91 A D5 mab100165M LG14
44.91 A D5 mab163955M LG14
44.91 A Cod mab252 5M LG14
44.91 A D4 mab228865M LG14
44.91 A D4 mab197825M LG14
44.91 A Cod mab3767 5M LG14
49.95 B D5 mab101705M LG14
49.95 B Cod mab1802 5M LG14
49.95 B D4 mab250545M LG14
49.95 S Cod mab662 5M LG14
49.95 A D4 mab193705M LG14
49.95 A Cod mab986 5M LG14
49.95 A D4 mab210915M LG14
49.95 A Cod mab5346 5M LG14
49.95 A D4 mab187005M LG14
49.95 A D4 mab220245M LG14
49.95 A D4 mab172385M LG14
49.95 A Cod mab5229 5M LG14
49.95 A D4 mab195715M LG14
49.95 A D4 mab243655M LG14
49.95 A D4 mab234515M LG14
49.95 A D4 mab274425M LG14
49.95 A Cod mab5097 5M LG14
49.95 A D4 mab248235M LG14
49.95 AB D5 mab7564 5M LG14
49.95 AB D5 mab108215M LG14
49.95 AB D5 mab130835M LG14
49.95 AB D5 mab163445M LG14
49.95 A D5 mab6537 5M LG14
49.95 A D4 mab199585M LG14
49.95 AB Cod mab209935M LG14
49.95 AB Cod mab212085M LG14
49.95 AB Cod mab185145M LG14
49.95 AB Cod mab247335M LG14
49.95 AB Cod mab172465M LG14
49.95 AB Cod mab185015M LG14
49.95 AB Cod mab172445M LG14
49.95 AB Cod mab197195M LG14
49.95 AB Cod mab3943 5M LG14
49.95 AB Cod mab1259 5M LG14
49.95 AB Cod mab3039 5M LG14
49.95 A Cod mab2992 5M LG14
49.95 AB D5 mab7376 5M LG14
49.95 A D5 mab6602 5M LG14
49.95 A D4 mab217095M LG14
49.95 A D4 mab250035M LG14
49.95 A D4 mab242225M LG14
49.95 A D5 mab8592 5M LG14
49.95 A Cod mab5360 5M LG14
49.95 A D5 mab162795M LG14
49.95 A D4 mab248305M LG14
49.95 A D5 mab123925M LG14
49.95 A Cod mab267 5M LG14
49.95 AB Cod mab163055M LG14
49.95 A Cod mab546 5M LG14
49.95 A Cod mab4601 5M LG14
51.52 B D5 mab9310 5M LG14
51.52 B D5 mab9751 5M LG14
51.52 S Cod mab4155 5M LG14
51.52 A D4 mab186335M LG14
55.16 S Cod mab682 5M LG14
55.16 AB D5 mab104295M LG14
55.16 A D5 mab109335M LG14
55.16 AB Cod mab211045M LG14
55.16 AB Cod mab8343 5M LG14
55.16 AB Cod mab246075M LG14
55.16 A Cod mab3704 5M LG14
55.16 A D4 mab272635M LG14
55.16 A D4 mab214665M LG14
55.16 A D5 mab100815M LG14
55.16 A D4 mab191875M LG14
55.16 A D4 mab251615M LG14
55.16 A D4 mab256445M LG14
56.96 S Cod mab963 5M LG14
56.96 A D5 mab138465M LG14
56.96 A D4 mab220915M LG14
56.96 A D4 mab207855M LG14
56.96 A D4 mab234385M LG14
56.96 A D4 mab281025M LG14
56.96 A D4 mab277285M LG14
56.96 A D4 mab247585M LG14
56.96 A D5 mab130195M LG14
56.96 A D4 mab247215M LG14
56.96 A D5 mab107755M LG14
62 S Cod mab4839 5M LG14
62 A D4 mab214875M LG14
62 A D4 mab172495M LG14
62 A D4 mab237755M LG14
62 A Cod mab3517 5M LG14
62 A D4 mab260145M LG14
65.86 B D5 mab6920 5M LG14
65.86 S Cod mab3775 5M LG14
65.86 AB D5 mab125445M LG14
65.86 A D5 mab131535M LG14
65.86 A D5 mab9466 5M LG14
65.86 A D5 mab161155M LG14
65.86 A D4 mab237635M LG14
65.86 A D5 mab6543 5M LG14
68.12 S Cod mab5087 5M LG14
68.12 AB Cod mab248145M LG14
68.12 A Cod mab4884 5M LG14
68.12 A D4 mab221295M LG14
68.12 A D4 mab202505M LG14
68.12 AB D5 mab8159 5M LG14
68.12 A D5 mab100145M LG14
68.12 A D4 mab171125M LG14
68.12 A D4 mab237205M LG14
68.12 A D4 mab244645M LG14
68.12 A D4 mab193885M LG14
68.12 AB Cod mab137195M LG14
68.12 AB Cod mab7673 5M LG14
68.12 AB Cod mab9443 5M LG14
68.12 AB Cod mab103945M LG14
68.12 A Cod mab1588 5M LG14
68.12 A D4 mab219755M LG14
68.12 A Cod mab1638 5M LG14
68.12 A Cod mab5248 5M LG14
68.12 A D4 mab220655M LG14
68.12 A D4 mab277585M LG14
68.12 A D4 mab265465M LG14
68.12 A D4 mab230215M LG14
68.12 A D4 mab217285M LG14
70.83 B D4 mab229465M LG14
70.83 B D4 mab165705M LG14
70.83 B D4 mab275185M LG14
70.83 B D4 mab214795M LG14
70.83 B D4 mab171135M LG14
70.83 B D4 mab236375M LG14
70.83 B D4 mab229555M LG14
70.83 B D4 mab227905M LG14
70.83 B D4 mab227035M LG14
70.83 B D4 mab174535M LG14
70.83 B D4 mab209195M LG14
70.83 B D4 mab207995M LG14
70.83 B D4 mab271575M LG14
70.83 S Cod mab2018 5M LG14
70.83 A D4 mab182805M LG14
70.83 A Cod mab2995 5M LG14
70.83 A D4 mab281015M LG14
70.83 A D5 mab109905M LG14
70.83 A Cod mab1829 5M LG14
70.83 A Cod mab661 5M LG14
70.83 A D4 mab276635M LG14
70.83 A D5 mab8718 5M LG14
70.83 AB D5 mab136165M LG14
70.83 A D5 mab119465M LG14
70.83 A D5 mab6509 5M LG14
70.83 A D4 mab230235M LG14
70.83 A D4 mab232835M LG14
70.83 A D4 mab250645M LG14
75.65 B D5 mab120555M LG14
75.65 B D5 mab108955M LG14
75.65 B D5 mab105995M LG14
75.65 B D5 mab8425 5M LG14
75.65 S Cod mab5075 5M LG14
75.65 A D5 mab7821 5M LG14
75.65 A Cod mab5150 5M LG14
75.65 A D5 mab6546 5M LG14
75.65 A D4 mab204615M LG14
75.65 A Cod mab3195 5M LG14
75.65 AB D5 mab155215M LG14
75.65 A D5 mab130415M LG14
75.65 AB Cod mab248275M LG14
75.65 AB Cod mab250515M LG14
75.65 A Cod mab5583 5M LG14
75.65 A D4 mab220725M LG14
81.2 B D4 mab204195M LG14
81.2 B D4 mab193365M LG14
81.2 B D4 mab279615M LG14
81.2 S Cod mab2330 5M LG14
81.2 A D4 mab266695M LG14
81.2 A D4 mab186485M LG14
81.2 A D4 mab202415M LG14
81.2 A D4 mab172525M LG14
81.2 A D4 mab235195M LG14
81.2 A D4 mab191775M LG14
81.2 A D4 mab271825M LG14
82.77 B D4 mab204845M LG14
82.77 B D4 mab172155M LG14
82.77 B D4 mab281315M LG14
82.77 B D4 mab210325M LG14
82.77 B D4 mab228455M LG14
82.77 B D4 mab188845M LG14
82.77 S Cod mab781 5M LG14
84.11 S Cod mab5191 5M LG14
84.11 A D4 mab194865M LG14
84.11 A Cod mab2584 5M LG14
90.64 B D5 mab9208 5M LG14
90.64 S Cod mab5679 5M LG14
90.64 AB D5 mab116555M LG14
90.64 AB D5 mab119915M LG14
90.64 A D5 mab116505M LG14
93.38 S Cod mab5545 5M LG14
93.38 AB D5 mab9963 5M LG14
93.38 A D5 mab133455M LG14
93.38 A D4 mab264175M LG14
93.38 A D5 mab6549 5M LG14
93.38 A D4 mab246615M LG14
93.38 A D5 mab9910 5M LG14
93.38 A D4 mab216575M LG14
93.38 A D4 mab249765M LG14
93.38 A D4 mab210785M LG14
93.38 AB Cod mab124125M LG14
93.38 AB Cod mab9845 5M LG14
93.38 AB Cod mab6547 5M LG14
93.38 A Cod mab3012 5M LG14
96.09 B D4 mab218005M LG14
96.09 B D4 mab199285M LG14
96.09 S Cod mab3806 5M LG14
96.09 A D4 mab237475M LG14
96.09 A D4 mab225755M LG14
96.09 A D4 mab209955M LG14
96.09 A Cod mab2602 5M LG14
96.09 A D5 mab8125 5M LG14
96.09 A D4 mab185615M LG14
96.09 A D5 mab152515M LG14
96.09 A Cod mab4793 5M LG14
96.09 A D5 mab132015M LG14
96.09 A D4 mab280405M LG14
96.09 AB Cod mab249505M LG14
96.09 A Cod mab3194 5M LG14
96.09 A D5 mab8646 5M LG14
97.89 S Cod mab3950 5M LG14
97.89 A D5 mab110405M LG14
97.89 A D5 mab129985M LG14
97.89 A D5 mab132525M LG14
97.89 A D4 mab233175M LG14
97.89 A Cod mab994 5M LG14
97.89 A D5 mab101285M LG14
97.89 A D4 mab183355M LG14
97.89 A D4 mab235995M LG14
97.89 A D5 mab117895M LG14
97.89 A D4 mab270465M LG14
97.89 A D5 mab125755M LG14
97.89 A D4 mab242895M LG14
97.89 A D4 mab217855M LG14
97.89 A D4 mab229765M LG14
101.99 B D5 mab6199 5M LG14
101.99 B D5 mab101055M LG14
101.99 B D5 mab101955M LG14
101.99 B D5 mab129855M LG14
101.99 B D5 mab118225M LG14
101.99 B D5 mab8496 5M LG14
101.99 S Cod mab2853 5M LG14
101.99 AB Cod mab172875M LG14
101.99 A Cod mab5628 5M LG14
103.34 B D5 mab8150 5M LG14
103.34 S Cod mab254 5M LG14
103.34 AB D5 mab156755M LG14
103.34 AB D5 mab6985 5M LG14
103.34 AB D5 mab6854 5M LG14
103.34 AB D5 mab7349 5M LG14
103.34 AB D5 mab100925M LG14
103.34 A D5 mab8238 5M LG14
103.34 A D4 mab217805M LG14
103.34 A Cod mab1966 5M LG14
103.34 A Cod mab5618 5M LG14
104.47 S Cod mab1184 5M LG14
104.47 AB D5 mab134055M LG14
104.47 AB D5 mab115925M LG14
104.47 A D5 mab115345M LG14
105.6 S Cod mab4571 5M LG14
105.6 AB D5 mab8975 5M LG14
105.6 A D5 mab100135M LG14
107.4 S Cod mab4079 5M LG14
107.4 A Cod mab4023 5M LG14
107.4 A D5 mab121165M LG14
107.4 A D5 mab134755M LG14
107.4 A D4 mab218925M LG14
107.4 AB Cod mab122465M LG14
107.4 AB Cod mab251995M LG14
107.4 AB Cod mab107825M LG14
107.4 AB Cod mab109015M LG14
107.4 A Cod mab738 5M LG14
107.4 A D4 mab210405M LG14
107.4 AB Cod mab220255M LG14
107.4 A Cod mab1233 5M LG14
110.34 S Cod mab1827 5M LG14
110.34 A D5 mab9929 5M LG14
110.34 A Cod mab2016 5M LG14
110.34 A D4 mab237955M LG14
110.34 A D5 mab129905M LG14
110.34 A Cod mab3356 5M LG14
110.34 A D4 mab216425M LG14
110.34 AB D5 mab148865M LG14
110.34 AB D5 mab153545M LG14
110.34 AB D5 mab7519 5M LG14
110.34 A D5 mab138105M LG14
110.34 AB Cod mab213435M LG14
110.34 A Cod mab1629 5M LG14
110.34 A D4 mab232695M LG14
110.34 A D4 mab230005M LG14
110.34 A D4 mab186715M LG14
110.34 A D4 mab250105M LG14
110.34 A D4 mab252085M LG14
110.34 A D5 mab138875M LG14
110.34 A D5 mab123115M LG14
110.34 A Cod mab2318 5M LG14
110.34 A D4 mab274625M LG14
110.34 A D5 mab150635M LG14
110.34 A D4 mab253805M LG14
110.34 A D4 mab181705M LG14
110.34 A D5 mab115155M LG14
110.34 A Cod mab2393 5M LG14
117.34 B D4 mab243505M LG14
117.34 S Cod mab1055 5M LG14
117.34 A D5 mab137815M LG14
117.34 A D5 mab159365M LG14
117.34 A D5 mab9810 5M LG14
117.34 A D5 mab8839 5M LG14
119.83 B D5 mab9534 5M LG14
119.83 B D4 mab172575M LG14
119.83 S Cod mab4147 5M LG14
119.83 A D5 mab107345M LG14
119.83 A D5 mab116055M LG14
119.83 A D5 mab9757 5M LG14
121.41 S Cod mab4313 5M LG14
121.41 A Cod mab242 5M LG14
121.41 A D4 mab193855M LG14
121.41 A Cod mab2181 5M LG14
121.41 A D4 mab198095M LG14
121.41 A Cod mab4895 5M LG14
121.41 A D4 mab231345M LG14
121.41 A D4 mab181505M LG14
121.41 A D5 mab103075M LG14
121.41 A D5 mab126045M LG14
121.41 A D4 mab227595M LG14
121.41 A D5 mab118355M LG14
121.41 A Cod mab3719 5M LG14
121.41 A Cod mab3867 5M LG14
121.41 A D5 mab6556 5M LG14
121.41 A Cod mab5560 5M LG14
121.41 A D4 mab178445M LG14
125.28 S Cod mab4260 5M LG14
125.28 A D5 mab7153 5M LG14
125.28 A D5 mab164075M LG14
125.28 A D5 mab155835M LG14
125.28 A Cod mab1007 5M LG14
125.28 A D4 mab251295M LG14
125.28 A D5 mab100245M LG14
125.28 AB Cod mab195255M LG14
125.28 AB Cod mab234255M LG14
125.28 AB Cod mab263765M LG14
125.28 A Cod mab3796 5M LG14
125.28 A D4 mab210025M LG14
127.53 B D5 mab124205M LG14
127.53 S Cod mab2094 5M LG14
127.53 A Cod mab3947 5M LG14
127.53 A Cod mab373 5M LG14
127.53 A Cod mab1489 5M LG14
132.1 B Cod mab630 5M LG14
132.1 B Cod mab4820 5M LG14
132.1 S Cod mab4579 5M LG14
132.32 B D4 mab275675M LG14
132.32 B D4 mab172165M LG14
132.32 B Cod mab244 5M LG14
132.32 B Cod mab244 5M LG14
132.32 S Cod mab244 5M LG14
132.32 A Cod mab2361 5M LG14
132.32 A D5 mab120695M LG14
132.32 A Cod mab2357 5M LG14
132.32 AB D5 mab158185M LG14
132.32 A D5 mab9805 5M LG14
134.34 S Cod mab3368 5M LG14
134.34 A D5 mab119505M LG14
134.34 A D4 mab280905M LG14
137.53 S Cod mab1279 5M LG14
137.53 A D4 mab177415M LG14
137.53 A D4 mab251385M LG14
139.79 S Cod mab2308 5M LG14
139.79 A D5 mab9796 5M LG14
139.79 A D5 mab104145M LG14
139.79 A D5 mab126385M LG14
139.79 A D5 mab164195M LG14
139.79 A Cod mab5037 5M LG14
139.79 A D5 mab110115M LG14
139.79 A D5 mab145835M LG14
139.79 A D4 mab269045M LG14
139.79 A D4 mab177375M LG14
139.79 A D4 mab211645M LG14
139.79 A Cod mab704 5M LG14
139.79 A D4 mab221405M LG14
144.6 B D4 mab227185M LG14
144.6 B D4 mab231465M LG14
144.6 B D4 mab185555M LG14
144.6 B D5 mab8979 5M LG14
144.6 B D4 mab275595M LG14
144.6 B D5 mab115225M LG14
144.6 B D5 mab119085M LG14
144.6 S Cod mab621 5M LG14
144.6 A D4 mab193215M LG14
144.6 A D4 mab272905M LG14
144.6 A D4 mab234195M LG14
144.6 A D4 mab236465M LG14
144.6 A D4 mab190575M LG14
144.6 A D4 mab180985M LG14
144.6 A D5 mab160545M LG14
144.6 A D4 mab212065M LG14
144.6 AB D5 mab139065M LG14
144.6 AB D5 mab120565M LG14
144.6 AB D5 mab122925M LG14
144.6 AB D5 mab8935 5M LG14
144.6 A D5 mab118045M LG14
146.4 S Cod mab4919 5M LG14
146.4 A D4 mab226525M LG14
146.4 AB Cod mab161985M LG14
146.4 A Cod mab3571 5M LG14
147.97 S Cod mab1393 5M LG14
150.45 B D5 mab6075 5M LG14
150.45 S Cod mab3487 5M LG14
150.89 S Cod mab4904 5M LG14
150.89 A D4 mab242835M LG14
150.89 A D5 mab104625M LG14
150.89 AB Cod mab229885M LG14
150.89 AB Cod mab231755M LG14
150.89 A Cod mab1610 5M LG14
150.89 A D5 mab126585M LG14
150.89 AB Cod mab209305M LG14
150.89 AB Cod mab104545M LG14
150.89 A Cod mab1131 5M LG14
150.89 A D5 mab111655M LG14
150.89 A Cod mab4718 5M LG14
150.89 A Cod mab256 5M LG14
154.06 B D5 mab126425M LG14
154.06 S Cod mab4401 5M LG14
154.06 A Cod mab255 5M LG14
155.18 S Cod mab50 5M LG14
155.18 A D4 mab189165M LG14
155.18 A D4 mab211605M LG14
155.18 A D4 mab197595M LG14
155.18 A D4 mab232295M LG14
155.4 S Cod mab4940 5M LG14
155.4 A D4 mab278125M LG14
155.4 A D4 mab268635M LG14
155.4 A D4 mab189155M LG14
155.4 AB D5 mab8739 5M LG14
155.4 A D5 mab126535M LG14
155.4 A Cod mab1729 5M LG14
155.4 A Cod mab2599 5M LG14
155.4 A D5 mab111495M LG14
155.4 A D5 mab111455M LG14
155.4 A D5 mab111225M LG14
155.4 A D4 mab182765M LG14
155.4 A D5 mab111195M LG14
155.4 A D5 mab104575M LG14
155.4 A Cod mab3987 5M LG14
155.4 A D5 mab126375M LG14
155.4 AB Cod mab7357 5M LG14
155.4 A Cod mab2133 5M LG14
155.4 A D4 mab177905M LG14
155.4 A D4 mab270305M LG14
155.4 A D5 mab146025M LG14
155.4 A D4 mab180735M LG14
155.4 A Cod mab652 5M LG14
155.4 A D4 mab200975M LG14
155.4 A D5 mab111585M LG14
155.4 A D4 mab200305M LG14
155.4 A D4 mab279545M LG14
155.4 AB Cod mab8221 5M LG14
155.4 AB Cod mab8436 5M LG14
155.4 AB Cod mab9588 5M LG14
155.4 AB Cod mab243995M LG14
155.4 AB Cod mab5529-25M LG14
155.4 A Cod mab4219 5M LG14
155.4 A D4 mab203105M LG14
155.4 A D4 mab274765M LG14
155.4 AB D5 mab104595M LG14
155.4 A D5 mab8737 5M LG14
155.4 A D4 mab188475M LG14
155.4 A D5 mab104475M LG14
155.4 A Cod mab2235 5M LG14
155.4 AB Cod mab200905M LG14
155.4 AB Cod mab179405M LG14
155.4 AB Cod mab227295M LG14
155.4 AB Cod mab221985M LG14
155.4 A Cod mab2235 5M LG14
155.4 A D5 mab111255M LG14
155.4 AB D5 mab111395M LG14
155.4 AB D5 mab161255M LG14
155.4 AB D5 mab164455M LG14
155.4 AB D5 mab111615M LG14
155.4 AB D5 mab164385M LG14
155.4 A D5 mab111415M LG14
155.4 A D5 mab111595M LG14
155.4 A Cod mab5529-15M LG14
155.4 A D5 mab7820 5M LG14
155.4 A D5 mab7818 5M LG14
155.4 A D4 mab250495M LG14
155.4 A D4 mab228505M LG14
155.4 A D4 mab249195M LG14
155.4 A D4 mab246955M LG14
155.4 A D4 mab238045M LG14
155.4 A Cod mab5351 5M LG14
155.4 AB D5 mab7801 5M LG14
155.4 AB D5 mab7100 5M LG14
155.4 A D5 mab8535 5M LG14
155.4 AB D5 mab8048 5M LG14
155.4 AB D5 mab7803 5M LG14
155.4 AB D5 mab157555M LG14
155.4 A D5 mab104635M LG14
155.4 A Cod mab1672 5M LG14
155.4 A Cod mab5559 5M LG14
155.4 AB Cod mab111535M LG14
155.4 A Cod mab4828 5M LG14
155.4 A D5 mab163145M LG14
155.4 A D5 mab8563 5M LG14
162.38 S Cod mab4467 5M LG14
162.38 A D4 mab253125M LG14
162.38 A D4 mab177315M LG14
168.38 S Cod mab2165 5M LG14
168.82 B D4 mab226385M LG14
168.82 B D4 mab277495M LG14
168.82 B D5 mab151195M LG14
168.82 B D5 mab9020 5M LG14
168.82 B D5 mab111475M LG14
168.82 S Cod mab671 5M LG14
168.82 A D5 mab160815M LG14
168.82 A D4 mab226395M LG14
168.82 A D5 mab7191 5M LG14
170.39 S Cod mab4059 5M LG14
176.14 S Cod mab5568 5M LG14
176.14 A D4 mab236035M LG14
176.14 A D4 mab194925M LG14
177.94 B D4 mab199255M LG14
177.94 S Cod mab3407 5M LG14
177.94 A D5 mab111865M LG14
177.94 A D4 mab195675M LG14
180.2 B Cod mab246 5M LG14
180.2 B Cod mab1620 5M LG14
180.2 S Cod mab4870 5M LG14
182.01 S Cod mab3839 5M LG14
182.01 A D4 mab252225M LG14
182.01 A Cod mab5347-25M LG14
182.01 A Cod mab5742 5M LG14
182.01 A D4 mab220185M LG14
182.01 AB Cod mab184115M LG14
182.01 AB Cod mab128715M LG14
182.01 A Cod mab2336 5M LG14
182.01 A Cod mab454 5M LG14
182.01 A Cod mab3186 5M LG14
184.5 B D4 mab227405M LG14
184.5 B D4 mab232625M LG14
184.5 B D4 mab229855M LG14
184.5 B D4 mab181845M LG14
184.5 B D4 mab236675M LG14
184.5 B D5 mab8804 5M LG14
184.5 B D5 mab112835M LG14
184.5 B D5 mab155925M LG14
184.5 B D5 mab162375M LG14
184.5 B Cod mab5647 5M LG14
184.5 B Cod mab3359 5M LG14
184.5 B Cod mab5347-15M LG14
184.5 B D4 mab274775M LG14
184.5 S Cod mab3019 5M LG14
184.5 A D4 mab237235M LG14
184.5 A D4 mab252315M LG14
184.5 A D4 mab273105M LG14
184.5 AB D5 mab126755M LG14
184.5 A D5 mab163515M LG14
184.5 A D4 mab200815M LG14
184.5 A D4 mab246305M LG14
184.5 A D4 mab229925M LG14
184.5 A D4 mab213505M LG14
184.5 A D5 mab8263 5M LG14
184.5 A D4 mab208665M LG14
184.5 A D4 mab268285M LG14
184.5 A D4 mab232225M LG14
184.5 A D4 mab231475M LG14
184.5 A Cod mab5607 5M LG14
184.5 A D4 mab192425M LG14
184.5 A D5 mab114135M LG14
184.5 A D4 mab251665M LG14
196.52 B D5 mab155035M LG14
196.52 S Cod mab3292 5M LG14
196.52 A D4 mab192935M LG14
196.52 A D4 mab181655M LG14
196.52 A D4 mab204675M LG14
196.52 A D4 mab235565M LG14
196.52 A Cod mab4301 5M LG14
196.52 A Cod mab4301 5M LG14
196.52 A D5 mab6421 5M LG14
196.52 A D4 mab267475M LG14
196.52 A D5 mab6977 5M LG14
196.52 A D5 mab6582 5M LG14
196.52 A D4 mab275475M LG14
196.52 A D4 mab171045M LG14
196.52 A Cod mab3397 5M LG14
196.52 A Cod mab3360 5M LG14
196.52 A D5 mab128205M LG14
196.52 A D5 mab8306 5M LG14
196.52 A D4 mab214225M LG14
196.52 A D4 mab207475M LG14
196.52 A D5 mab8530 5M LG14
196.52 A D4 mab250475M LG14
196.52 A D4 mab242185M LG14
196.52 A D5 mab164165M LG14
196.52 A D4 mab195485M LG14
196.52 A D5 mab112975M LG14
196.52 A D4 mab214435M LG14
196.52 A D5 mab9613 5M LG14
196.52 A Cod mab257 5M LG14
196.52 A D4 mab172615M LG14
196.52 A D4 mab229595M LG14
196.52 A D4 mab229485M LG14
196.52 A D4 mab238535M LG14
196.52 A D5 mab111765M LG14
196.52 A D4 mab217355M LG14
196.52 A D5 mab112165M LG14
196.52 A D4 mab226375M LG14
196.52 A D4 mab279455M LG14
196.52 A D4 mab248335M LG14
196.52 A D5 mab112455M LG14
196.52 A D4 mab201835M LG14
196.52 A D4 mab217615M LG14
196.52 A D4 mab281145M LG14
196.52 A D5 mab9654 5M LG14
201.1 B D5 mab6563 5M LG14
201.1 B D5 mab9669 5M LG14
201.1 B D5 mab113815M LG14
201.1 B D5 mab113455M LG14
201.1 B D5 mab6281 5M LG14
201.1 B D5 mab6420 5M LG14
201.1 B D5 mab127235M LG14
201.1 B D5 mab140905M LG14
201.1 B D5 mab9257 5M LG14
201.1 B D5 mab9691 5M LG14
201.1 B D5 mab6561 5M LG14
201.1 B D5 mab112605M LG14
201.1 B D5 mab128135M LG14
201.1 B D5 mab127305M LG14
201.1 B Cod mab4419 5M LG14
201.1 S Cod mab3020 5M LG14
201.1 A D4 mab214505M LG14
201.1 A D4 mab229795M LG14
201.1 A Cod mab2163 5M LG14
201.1 A D4 mab231595M LG14
201.1 AB Cod mab246685M LG14
201.1 A Cod mab2161 5M LG14
201.1 A D4 mab275465M LG14
201.1 A D4 mab192045M LG14
201.1 A D4 mab232195M LG14
201.1 A D4 mab233795M LG14
201.1 A D4 mab217925M LG14
201.1 A D4 mab172955M LG14
201.1 A D4 mab217115M LG14
201.1 A Cod mab258 5M LG14
201.1 A D4 mab234965M LG14
201.1 A D4 mab252955M LG14
201.1 A D4 mab243455M LG14
203.12 S Cod mab5728 5M LG14
203.12 A Cod mab507 5M LG14
203.12 AB D5 mab7669 5M LG14
203.12 AB D5 mab9254 5M LG14
203.12 A D5 mab8811 5M LG14
203.12 AB D5 mab128185M LG14
203.12 A D5 mab112905M LG14
204.24 S Cod mab4499 5M LG14
204.24 A D5 mab9343 5M LG14
204.24 A D4 mab231305M LG14
204.24 A Cod mab1437 5M LG14
204.24 A D5 mab9547 5M LG14
204.24 A Cod mab4929 5M LG14
204.24 AB Cod mab202475M LG14
204.24 A Cod mab3923 5M LG14
204.24 A D5 mab150075M LG14
204.24 A D4 mab214975M LG14
204.24 A Cod mab1646 5M LG14
204.24 A D5 mab151275M LG14
206.26 B D4 mab189725M LG14
206.26 B D4 mab172975M LG14
206.26 B D5 mab152145M LG14
206.26 S Cod mab3750 5M LG14
206.26 A D4 mab252755M LG14
206.26 A D5 mab9606 5M LG14
206.26 A D4 mab180425M LG14
206.26 A Cod mab4501 5M LG14
206.26 A D4 mab192595M LG14
206.26 A D5 mab139155M LG14
206.26 A D5 mab128465M LG14
206.26 A D4 mab216725M LG14
206.26 A D5 mab6564 5M LG14
206.26 A D5 mab105075M LG14
206.26 A D4 mab228615M LG14
210.89 B D5 mab6566 5M LG14
210.89 B D5 mab148895M LG14
210.89 S Cod mab2352 5M LG14
210.89 A D4 mab248175M LG14
210.89 A D5 mab7638 5M LG14
210.89 A D4 mab280715M LG14
210.89 A D4 mab194715M LG14
210.89 A D5 mab8255 5M LG14
215.05 S Cod mab4469 5M LG14
215.05 A D5 mab7832 5M LG14
215.05 A D4 mab247225M LG14
215.05 A D5 mab6990 5M LG14
215.05 A Cod mab2582 5M LG14
216.39 B D4 mab213575M LG14
216.39 S Cod mab3762 5M LG14
216.39 A D4 mab253015M LG14
216.39 A D4 mab177475M LG14
218.88 S Cod mab3535 5M LG14
218.88 A D5 mab9696 5M LG14
218.88 A D5 mab105245M LG14
220.69 B D5 mab152285M LG14
220.69 S Cod mab3535 5M LG14
220.69 A D5 mab104725M LG14
220.69 A D5 mab154445M LG14
220.69 A D5 mab6586 5M LG14
220.69 A D5 mab129135M LG14
220.69 A D4 mab214765M LG14
220.69 A D5 mab126715M LG14
220.69 A D4 mab269275M LG14
220.69 A D5 mab114535M LG14
220.69 A D4 mab266835M LG14
220.69 A D4 mab271605M LG14
220.69 A D5 mab113845M LG14
220.69 A D4 mab172655M LG14
















































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































0 S Cod mab2149 5U LG3
0 A D5 mab107555U LG3
0 A D5 mab110685U LG3
0 A D5 mab8607 5U LG3
0 A D5 mab9012 5U LG3
0 AB D5 mab136965U LG3
0 AB D5 mab8522 5U LG3
0 A D5 mab150325U LG3
0 A D5 mab104985U LG3
2.25 S Cod mab511 5U LG3
2.25 A D5 mab139095U LG3
2.25 AB D5 mab122275U LG3
2.25 A D5 mab116155U LG3
2.92 S Cod mab2563 5U LG3
2.92 A D5 mab142955U LG3
2.92 A D5 mab147235U LG3
2.92 A D5 mab109415U LG3
2.92 AB D5 mab145055U LG3
2.92 A D5 mab110755U LG3
2.92 A D5 mab9354 5U LG3
2.92 A Cod mab725 5U LG3
2.92 A D5 mab122645U LG3
2.92 A D4 mab254665U LG3
2.92 A D5 mab162155U LG3
2.92 AB D5 mab101675U LG3
2.92 AB D5 mab7852 5U LG3
2.92 AB D5 mab8191 5U LG3
2.92 AB D5 mab163835U LG3
2.92 AB D5 mab8593 5U LG3
2.92 AB D5 mab116345U LG3
2.92 AB D5 mab7635 5U LG3
2.92 AB D5 mab148565U LG3
2.92 AB D5 mab159725U LG3
2.92 A D5 mab143565U LG3
2.92 A D4 mab167715U LG3
4.94 B D4 mab267055U LG3
4.94 B Cod mab446 5U LG3
4.94 S Cod mab2226 5U LG3
4.94 AB Cod mab2291 5U LG3
4.94 A Cod mab1254 5U LG3
4.94 A Cod mab1974 5U LG3
4.94 A Cod mab2111 5U LG3
4.94 A Cod mab1027 5U LG3
4.94 A Cod mab5293 5U LG3
Kapcsoltsági csoport 
(LG)
4.94 A Cod mab3021 5U LG3
4.94 A Cod mab5758 5U LG3
4.94 A Cod mab4642 5U LG3
4.94 A Cod mab4694 5U LG3
4.94 A Cod mab5755 5U LG3
4.94 A Cod mab4524 5U LG3
4.94 A Cod mab4356 5U LG3
4.94 A Cod mab4167 5U LG3
4.94 A Cod mab4070 5U LG3
4.94 A Cod mab4065 5U LG3
4.94 A Cod mab3335 5U LG3
4.94 A D5 mab7243 5U LG3
4.94 AB D5 mab147665U LG3
4.94 AB D5 mab6575 5U LG3
4.94 AB D5 mab153215U LG3
4.94 AB D5 mab138145U LG3
4.94 A D5 mab6642 5U LG3
4.94 A D5 mab158905U LG3
4.94 A D5 mab131625U LG3
4.94 A D5 mab130545U LG3
4.94 AB D5 mab8549 5U LG3
4.94 A D5 mab123625U LG3
4.94 A D5 mab138245U LG3
4.94 A D5 mab104185U LG3
4.94 AB D5 mab6576 5U LG3
4.94 A D5 mab156795U LG3
4.94 AB D5 mab109295U LG3
4.94 AB D5 mab102075U LG3
4.94 AB D5 mab9490 5U LG3
4.94 AB D5 mab6436 5U LG3
4.94 AB D5 mab8175 5U LG3
4.94 AB D5 mab109455U LG3
4.94 AB D5 mab152485U LG3
4.94 AB D5 mab120905U LG3
4.94 AB D5 mab154885U LG3
4.94 AB D5 mab9555 5U LG3
4.94 AB D5 mab142845U LG3
4.94 AB D5 mab6311 5U LG3
4.94 AB D5 mab7667 5U LG3
4.94 AB D5 mab7745 5U LG3
4.94 AB D5 mab9342 5U LG3
4.94 AB D5 mab122835U LG3
4.94 AB D5 mab138155U LG3
4.94 AB D5 mab162125U LG3
4.94 AB D5 mab8146 5U LG3
4.94 AB D5 mab7718 5U LG3
4.94 AB D5 mab6104 5U LG3
4.94 AB D5 mab130685U LG3
4.94 AB D5 mab117885U LG3
4.94 AB D5 mab122335U LG3
4.94 AB D5 mab7006 5U LG3
4.94 AB D5 mab154515U LG3
4.94 AB D5 mab116215U LG3
4.94 AB D5 mab153985U LG3
4.94 AB D5 mab144765U LG3
4.94 AB D5 mab7708 5U LG3
4.94 AB D5 mab9782 5U LG3
4.94 AB D5 mab7111 5U LG3
4.94 AB D5 mab106715U LG3
4.94 AB D5 mab6992 5U LG3
4.94 AB D5 mab9094 5U LG3
4.94 AB D5 mab110445U LG3
4.94 AB D5 mab110495U LG3
4.94 AB D5 mab134745U LG3
4.94 AB D5 mab145045U LG3
4.94 AB D5 mab6966 5U LG3
4.94 AB D5 mab101615U LG3
4.94 AB D5 mab106385U LG3
4.94 AB D5 mab100425U LG3
4.94 AB D5 mab139275U LG3
4.94 AB D5 mab140155U LG3
4.94 AB D5 mab108285U LG3
4.94 AB D5 mab6354 5U LG3
4.94 A D5 mab147645U LG3
4.94 A D5 mab146785U LG3
4.94 A D5 mab136985U LG3
4.94 A D5 mab136725U LG3
4.94 A D5 mab130355U LG3
4.94 AB D5 mab8579 5U LG3
4.94 AB D5 mab122015U LG3
4.94 AB D5 mab135855U LG3
4.94 A D5 mab121355U LG3
4.94 A D5 mab139025U LG3
4.94 A D5 mab103855U LG3
4.94 A D5 mab122875U LG3
4.94 A D5 mab153875U LG3
4.94 A D4 mab181775U LG3
6.96 B Cod mab1343 5U LG3
6.96 B Cod mab2419 5U LG3
6.96 B Cod mab1397 5U LG3
6.96 B Cod mab1355 5U LG3
6.96 B Cod mab4455 5U LG3
6.96 S Cod mab3279 5U LG3
6.96 A Cod mab1814 5U LG3
6.96 A D5 mab9775 5U LG3
6.96 A D4 mab257785U LG3
6.96 A D4 mab191735U LG3
6.96 AB D5 mab8219 5U LG3
6.96 AB D5 mab145415U LG3
6.96 AB D5 mab7241 5U LG3
6.96 A D5 mab140925U LG3
6.96 A D4 mab212075U LG3
6.96 A Cod mab2155 5U LG3
6.96 AB D5 mab8368 5U LG3
6.96 A D5 mab9479 5U LG3
6.96 A D4 mab190545U LG3
6.96 A D4 mab178115U LG3
8.08 B Cod mab3171 5U LG3
8.08 S Cod mab697 5U LG3
8.08 B Cod mab4225 5U LG3
8.08 S Cod mab673 5U LG3
8.08 A D4 mab180145U LG3
8.08 A D4 mab228075U LG3
8.08 A Cod mab5108 5U LG3
8.08 A Cod mab4722 5U LG3
8.08 A D4 mab195775U LG3
8.08 A Cod mab4185 5U LG3
8.08 A Cod mab4237 5U LG3
8.98 S Cod mab1952 5U LG3
8.98 A D4 mab185655U LG3
10.33 S Cod mab5083 5U LG3
11.23 S Cod mab4224 5U LG3
11.23 A D5 mab8280 5U LG3
11.23 A D4 mab178415U LG3
11.23 A Cod mab5441 5U LG3
14.86 S Cod mab1091 5U LG3
14.86 A D5 mab8297 5U LG3
14.86 A D5 mab163595U LG3
14.86 A Cod mab1681 5U LG3
14.86 A D5 mab128645U LG3
14.86 A D5 mab8781 5U LG3
14.86 AB D5 mab9078 5U LG3
14.86 AB D5 mab161585U LG3
14.86 AB D5 mab135515U LG3
14.86 AB D5 mab137585U LG3
14.86 AB D5 mab108575U LG3
14.86 AB D5 mab124465U LG3
14.86 AB D5 mab108985U LG3
14.86 AB D5 mab110615U LG3
14.86 AB D5 mab8298 5U LG3
14.86 AB D5 mab6906 5U LG3
14.86 A D5 mab143985U LG3
14.86 A D5 mab9970 5U LG3
14.86 A D4 mab253475U LG3
14.86 A D4 mab202315U LG3
14.86 A D5 mab148245U LG3
14.86 A Cod mab1510 5U LG3
16.88 B D4 mab199365U LG3
16.88 B D4 mab178165U LG3
16.88 B D4 mab178175U LG3
16.88 B Cod mab4730 5U LG3
16.88 S Cod mab1510 5U LG3
17.32 S Cod mab920 5U LG3
17.32 AB D5 mab8433 5U LG3
17.32 AB D5 mab8228 5U LG3
17.32 A D5 mab139455U LG3
17.32 A Cod mab1657 5U LG3
17.99 B Cod mab1639 5U LG3
17.99 S Cod mab911 5U LG3
17.99 A D4 mab281435U LG3
17.99 A D4 mab183945U LG3
17.99 A D4 mab258825U LG3
17.99 AB D5 mab131225U LG3
17.99 AB D5 mab8307 5U LG3
17.99 A D5 mab7073 5U LG3
17.99 A D4 mab278525U LG3
18.43 S Cod mab582 5U LG3
18.43 S Cod mab3373 5U LG3
18.43 AB Cod mab6975 5U LG3
18.43 AB Cod mab152115U LG3
18.43 AB Cod mab120915U LG3
18.43 A Cod mab3500 5U LG3
18.43 AB Cod mab247185U LG3
18.43 AB Cod mab193295U LG3
18.43 A Cod mab807 5U LG3
19.1 B Cod mab545 5U LG3
19.1 S Cod mab542 5U LG3
19.54 S Cod mab2256 5U LG3
19.54 A Cod mab329 5U LG3
23.4 S Cod mab4583 5U LG3
23.4 A D4 mab256075U LG3
24.07 B D4 mab195405U LG3
24.07 B D4 mab258105U LG3
24.07 B D4 mab172845U LG3
24.07 S Cod mab2824 5U LG3
24.07 A D4 mab256655U LG3
25.87 B D4 mab202975U LG3
25.87 B D4 mab237835U LG3
25.87 S Cod mab3879 5U LG3
26.09 B D4 mab212355U LG3
26.09 S Cod mab3297 5U LG3
26.53 B D4 mab229365U LG3
26.53 B D4 mab219795U LG3
26.53 B D4 mab256705U LG3
26.53 B D4 mab259295U LG3
26.53 B D4 mab262385U LG3
26.53 B D4 mab258025U LG3
26.53 S Cod mab794 5U LG3
26.53 A D4 mab244545U LG3
26.53 A D5 mab9373 5U LG3
26.53 A D4 mab233315U LG3
26.53 A D4 mab202765U LG3
28.33 S Cod mab5138 5U LG3
28.33 A D4 mab244665U LG3
28.33 A D5 mab7052 5U LG3
28.33 A Cod mab3151 5U LG3
28.33 A D5 mab6521 5U LG3
28.33 A Cod mab1287 5U LG3
28.33 A Cod mab387 5U LG3
28.33 A D5 mab120075U LG3
33.84 S Cod mab234 5U LG3
33.84 A D4 mab172855U LG3
33.84 AB D5 mab157035U LG3
33.84 A D5 mab145445U LG3
33.84 A D4 mab227575U LG3
33.84 A D4 mab175275U LG3
33.84 A D4 mab252305U LG3
33.84 A D4 mab252295U LG3
33.84 A Cod mab5608 5U LG3
34.51 S Cod mab3241 5U LG3
34.51 A D4 mab238155U LG3
36.53 S Cod mab1559 5U LG3
36.53 A D5 mab145155U LG3
36.53 A D5 mab143405U LG3
36.53 A D4 mab255395U LG3
38.55 B D5 mab151745U LG3
38.55 S Cod mab5259 5U LG3
38.55 A D4 mab262405U LG3
38.55 A D4 mab266105U LG3
38.55 A D4 mab229515U LG3
38.55 A D4 mab188275U LG3
38.55 A D4 mab213245U LG3
38.55 A D5 mab142375U LG3
38.55 A D5 mab139645U LG3
44.77 S Cod mab1358 5U LG3
44.77 A Cod mab3354 5U LG3
44.77 A D4 mab274285U LG3
44.77 A D4 mab231585U LG3
44.77 A D4 mab188295U LG3
47.25 S Cod mab224 5U LG3
47.25 A Cod mab2395 5U LG3
47.25 A Cod mab3579 5U LG3
50.18 B D4 mab208815U LG3
50.18 S Cod mab1967 5U LG3
50.18 AB D5 mab140705U LG3
50.18 AB D5 mab101555U LG3
50.18 A D5 mab146375U LG3
50.85 S Cod mab3629 5U LG3
50.85 A D5 mab8442 5U LG3
50.85 AB D5 mab141905U LG3
50.85 A D5 mab134505U LG3
53.57 B D4 mab276275U LG3
53.57 S Cod mab223 5U LG3
55.6 B D4 mab228225U LG3
55.6 B D4 mab178055U LG3
55.6 S Cod mab3029 5U LG3
55.6 A D5 mab6494 5U LG3
55.6 A D4 mab171995U LG3
57.87 B D4 mab192785U LG3
57.87 S Cod mab482 5U LG3
57.87 A D4 mab172325U LG3
58.54 S Cod mab5504 5U LG3
60.79 S Cod mab4073 5U LG3
60.79 A D4 mab185675U LG3
60.79 A D4 mab280615U LG3
60.79 A D4 mab257685U LG3
60.79 A D4 mab219335U LG3
60.79 AB D5 mab143655U LG3
60.79 A D5 mab131325U LG3
62.13 S Cod mab182 5U LG3
62.13 A D5 mab143545U LG3
62.13 A Cod mab5103 5U LG3
62.13 A Cod mab2524 5U LG3
62.13 AB D5 mab8461 5U LG3
62.13 AB D5 mab140235U LG3
62.13 AB D5 mab102995U LG3
62.13 AB D5 mab8458 5U LG3
62.13 A D5 mab9135 5U LG3
62.13 A D5 mab102295U LG3
62.13 A D4 mab259115U LG3
62.13 A D5 mab135195U LG3
62.13 A D5 mab117065U LG3
62.13 A D4 mab191035U LG3
63.7 B Cod mab2239 5U LG3
63.7 S Cod mab5236 5U LG3
63.7 A D4 mab224415U LG3
63.7 AB D5 mab104205U LG3
63.7 AB D5 mab143185U LG3
63.7 A D5 mab6330 5U LG3
63.7 A D5 mab125265U LG3
63.7 A D4 mab186475U LG3
63.7 A D4 mab189755U LG3
63.7 A Cod mab1443 5U LG3
63.7 A D4 mab216155U LG3
63.7 A Cod mab1336 5U LG3
63.7 A D4 mab277475U LG3
63.7 A D5 mab148255U LG3
65.95 B D4 mab202625U LG3
65.95 B D4 mab239565U LG3
65.95 S Cod mab3856 5U LG3
65.95 A D4 mab259495U LG3
65.95 A D5 mab6497 5U LG3
65.95 A D4 mab240155U LG3
65.95 A D4 mab172045U LG3
65.95 AB D5 mab120985U LG3
65.95 A D5 mab9176 5U LG3
65.95 A D4 mab259285U LG3
65.95 A D5 mab7622 5U LG3
65.95 A D4 mab196875U LG3
65.95 A D4 mab206775U LG3
65.95 A D4 mab181905U LG3
65.95 A Cod mab5147 5U LG3
65.95 A D4 mab176565U LG3
65.95 AB Cod mab256885U LG3
65.95 A Cod mab238 5U LG3
65.95 A D4 mab224365U LG3
65.95 A Cod mab1656 5U LG3
65.95 A D5 mab125905U LG3
65.95 A D5 mab161055U LG3
65.95 A D5 mab8991 5U LG3
72.68 S Cod mab604 5U LG3
72.68 A D5 mab161035U LG3
72.68 A D5 mab156915U LG3
72.68 A D4 mab195165U LG3
72.68 AB D5 mab8349 5U LG3
72.68 A D5 mab9456 5U LG3
72.68 A D4 mab260625U LG3
72.68 A D4 mab261015U LG3
72.68 A D4 mab241345U LG3
72.68 A D4 mab262915U LG3
72.68 A D4 mab224575U LG3
72.68 A Cod mab3611 5U LG3
72.68 A D4 mab223815U LG3
72.68 A D4 mab190715U LG3
75.4 S Cod mab1855 5U LG3
75.4 A D4 mab215285U LG3
75.4 A D5 mab124305U LG3
75.4 A Cod mab4755 5U LG3
75.4 A D5 mab140885U LG3
75.4 AB D5 mab7289 5U LG3
75.4 A D5 mab125075U LG3
75.4 A D4 mab239375U LG3
75.4 A Cod mab1823 5U LG3
75.4 A D4 mab270635U LG3
75.4 A Cod mab5297 5U LG3
75.4 A D4 mab264075U LG3
75.4 A D5 mab145165U LG3
75.4 A D4 mab186865U LG3
75.4 A D4 mab202945U LG3
75.4 A D4 mab239385U LG3
75.4 A D5 mab164175U LG3
75.4 A D4 mab205335U LG3
75.4 A Cod mab2130 5U LG3
75.4 A D5 mab138615U LG3
75.4 A D4 mab222935U LG3
75.4 A Cod mab4363 5U LG3
75.4 A D4 mab261265U LG3
85.66 B D4 mab187285U LG3
85.66 S Cod mab2581 5U LG3
85.66 A Cod mab5528 5U LG3
85.66 A D4 mab194015U LG3
85.66 A D5 mab102945U LG3
87.23 B D4 mab178785U LG3
87.23 B D4 mab269845U LG3
87.23 S Cod mab5238 5U LG3
87.23 A D5 mab131185U LG3
87.23 AB D5 mab123565U LG3
87.23 A D5 mab9151 5U LG3
87.23 A Cod mab5751 5U LG3
87.23 A D5 mab6286 5U LG3
87.23 A Cod mab5657 5U LG3
87.23 AB Cod mab260985U LG3
87.23 A Cod mab228 5U LG3
92.28 B D4 mab254005U LG3
92.28 B D4 mab256015U LG3
92.28 S Cod mab3593 5U LG3
92.28 A D4 mab186155U LG3
92.28 A D4 mab172415U LG3
93.86 S Cod mab2391 5U LG3
93.86 A D5 mab123915U LG3
93.86 AB D5 mab139145U LG3
93.86 A D5 mab108725U LG3
93.86 A D5 mab141915U LG3
94.76 B D5 mab9899 5U LG3
94.76 B Cod mab4057 5U LG3
94.76 S Cod mab4057 5U LG3
94.76 A Cod mab986 5U LG3
94.98 S Cod mab239 5U LG3
94.98 A D4 mab223325U LG3
94.98 A D4 mab165905U LG3
95.87 S Cod mab3926 5U LG3
95.87 A D4 mab225975U LG3
95.87 A D4 mab223765U LG3
95.87 A Cod mab3006 5U LG3
95.87 A Cod mab3670 5U LG3
95.87 A D4 mab239635U LG3
99.55 S Cod mab2177 5U LG3
99.55 A D4 mab257645U LG3
99.55 A Cod mab1949 5U LG3
99.55 A D4 mab172065U LG3
99.55 A D5 mab154085U LG3
102.06 S Cod mab3948 5U LG3
103.19 B D5 mab161735U LG3
103.19 B D5 mab156705U LG3
103.19 B D5 mab164435U LG3
103.19 B D5 mab122585U LG3
103.19 S Cod mab3007 5U LG3
103.19 A D4 mab226065U LG3
103.19 A D5 mab9965 5U LG3
103.19 A D4 mab206865U LG3
103.19 A Cod mab4193 5U LG3
103.19 A D4 mab224585U LG3
103.19 A D4 mab172455U LG3
103.19 A D4 mab224815U LG3
103.19 A D4 mab207165U LG3
103.19 A D4 mab215995U LG3
103.19 A D4 mab172485U LG3
103.19 A D5 mab142775U LG3
103.19 A D4 mab196855U LG3
103.19 A D4 mab196405U LG3
103.19 A D4 mab260915U LG3
103.19 A D5 mab6534 5U LG3
103.19 A D4 mab194085U LG3
103.19 A D4 mab201615U LG3
103.19 A D5 mab151015U LG3
103.19 A D4 mab179945U LG3
103.19 A D5 mab107985U LG3
103.19 A D4 mab191065U LG3
103.19 A D4 mab215915U LG3
103.19 A D5 mab140895U LG3
110.5 S Cod mab4005 5U LG3
110.5 A Cod mab2384 5U LG3
110.5 A D4 mab189625U LG3
110.5 AB Cod mab261245U LG3
110.5 A Cod mab1341 5U LG3
110.5 A D5 mab106425U LG3
112.77 B D5 mab8590 5U LG3
112.77 B D5 mab140035U LG3
112.77 B Cod mab1753 5U LG3
112.77 S Cod mab1341 5U LG3
112.77 A D4 mab193865U LG3
112.77 A D4 mab264125U LG3
112.77 A Cod mab3009 5U LG3
115.74 S Cod mab3848 5U LG3
116.63 S Cod mab240 5U LG3
116.63 A D5 mab163855U LG3
116.63 A D4 mab180545U LG3
116.63 A Cod mab2428 5U LG3
116.63 A D5 mab6533 5U LG3
116.63 A D5 mab145435U LG3
116.63 A D5 mab161525U LG3
116.63 A D5 mab103955U LG3
116.63 A D5 mab105855U LG3
116.63 A D5 mab162915U LG3
116.63 A D4 mab212945U LG3

























































































































































































































































































































































































































































































































0 S Cod mab4490 5U LG9 TGCAGTGCAGAACCGTGACGCGGTGCGGTTCCCTTTATGTGGCCG
0.67 S Cod mab1755 5U LG9 TGCAGCGGATGGCTACTCGCCGTCTTCCTGGGGCTCATCCCCGTCTTCCTGGGGCTCCTCCCAGTCTTC
0.67 B D5 mab7894 5U LG9 TGCAGCGCTCGTTGTTCCGTGGGGAAATCTCGTCTCAGCCCACCGCGCTTGCTGCACCG
0.67 B D5 mab108035U LG9 TGCAGCCGCGACGGCGGCTTGCAGAAGTAGGCGAGCGGCGAGGAGATCGGCGGCGCCTGCGGGTCGGCG
0.67 B D5 mab8473 5U LG9 TGCAGCACGCCGAGGCGGTCGGCGATGGGCGCGAAGTATGGCAGCAGGGTGCTCCG
0.89 S Cod mab865 5U LG9 TGCAGCAGCAGTTGGGTGGAACTGGAAGCAGTGCCGCTGATGCTGCCTCGGCGAGCGTCACGGCCCAGC
0.89 B D4 mab278355U LG9 TGCAGGCCGTGCGCTCGGAGCCGTACTTGTAATCGTCGCCCTCGGCGTACGCGAGGAGGCGGAAAGTCC
0.89 A Cod mab2363 5U LG9 TGCAGCGCAGCGGGAGAAAGATGAGTGTATTTCTTGTCGCAGCCCTGGTGGCCTGCCTTGTCAGCCATG
0.89 A D4 mab251225U LG9 TGCAGCCTAGCCCCGACGAGCAGCAATCGCTTGCCG
4.53 S Cod mab3010 5U LG9 TGCAGTGTTGTTATTGCCAGGCTCTCCTTGCCATGTGATAGTCCACCCTCCACACTGGTTGCCCAGGTT
4.53 B D5 mab159895U LG9 TGCAGGTGCTCGTCGGGAAAGGGCTACGGCGCACGGCAGCGGGAGCTGGAGGTCTTGCTGGCCTCCGAG
4.53 B D5 mab6550 5U LG9 TGCAGCGCGGGGAAGCTGGAGCAGCTTCTGATCCTGAACAACGAGCTCTCGGGCTCGATTCCGCAGGAG
4.53 B D5 mab143965U LG9 TGCAGGGGCTTCTTCGAGCTTTCTCAGTGTCGGCCATGACTTATTTGCCG
5.87 S Cod mab940 5U LG9 TGCAGGGCGACGTGCCCAAGGACTTCAAGAGCGGCATGCCTTTCGTCGCCG
5.87 B D5 mab7705 5U LG9 TGCAGAATTGGGTAGATAGTTGAAAGCGCTTCCCCCACGGTGCTCACCCCGATGTTCAAACCAATGTGG
5.87 B D4 mab257375U LG9 TGCAGAACCCGGCGCAGCTGAGCTTGAACATCCG
7.94 S Cod mab4413 5U LG9 TGCAGGCCGCGTGAGGCAGTAGAAAATTACGGTTTGATTTTTTCTCCTCGCCCG
7.94 A Cod mab3030 5U LG9 TGCAGCCAGTGTAAGAGCTAGCACTTCTAATTCTTTTTTCCTTTTCCTGCTGCCAAACTCATGGCAGAG
7.94 A Cod mab1104 5U LG9 TGCAGTTGTTGCCAAGACCACCACGGAAGCGGAAGCGCAGGCCAGCGCACCACCCGCCG
7.94 A D5 mab6553 5U LG9 TGCAGTTCCTTGCAGACGCCATTTCTTCTTAACAGTCGGCCTAATCACAACTACTGACCCTACCTGCTC
7.94 A D5 mab8899 5U LG9 TGCAGACCTGTGGTAGTAAAGCGAGGCCG
7.94 AB D5 mab130075U LG9 TGCAGTTGCTGCTTTGCTGCTGCCGTCGTCACCGCACGCTGCACGCGCTCGCCTACGCACCCCTGTAGC
7.94 A D5 mab9174 5U LG9 TGCAGTCGCTGGGCCAGGCCGTGCACATCATCGCGCCCGACGGCAAGCTCCTCTACTGGTGACACTCCA
7.94 A D5 mab9532 5U LG9 TGCAGGGCCGCGCGCGCCGCGTTGCAGGCCTCGAAGGTGGCCCGCACGGCGCGGAGCGTGGTGGTGTAG
7.94 A D5 mab146945U LG9 TGCAGCTGTCAGCTGCCATCGACAGCGTCTACCCGCCACCACCACCG
11.65 S Cod mab432 5U LG9 TGCAGTGCATTGTGAGCGAGACGCTGCGACTGTACCCG
11.65 B D4 mab184735U LG9 TGCAGGCATGGAAGCACCGTTCATTCCATGCATCCCG
11.65 A D4 mab248805U LG9 TGCAGCATCCAAGGCGTTGGCGGCACCG
11.65 A D4 mab200385U LG9 TGCAGAAGAAATAATGTCGAATCGATTCGAAGCGCGTGATCCG
11.65 A D4 mab276215U LG9 TGCAGCGAGCAGCACCGTGGCGGCGCCCCATCCGACCCGCTCCTGGACGTACACGACGACGGTGACCCC
11.65 A Cod mab4144 5U LG9 TGCAGCCGCGAGACCCGAGGTGGGGCGGACATATCCG
11.65 A Cod mab3880 5U LG9 TGCAGATTGAGAAGCACGGCGATCATGCTCTTCTTGTCGCCTTCGGTGACGGCGTCGTCGAGCCTCCGA
11.65 A D4 mab278725U LG9 TGCAGGACGAAGGTGATGCAGTTGCCGTCCTCGTGCGCGCTGATGCCGTTGTTCTCGTCGGAGGATGTC
13 S Cod mab4181 5U LG9 TGCAGCATGATCAAGAAGAGCCGTCTTTATAGCTATGGCGGCAAGGTCGGTGCAACGGACCCGAGCATG
13 A D4 mab177925U LG9 TGCAGTGGCTGGCCGAGAGGAGCATGAGCCGTGGCGGCGGAATCAATGGTGGCACCG
13 A D4 mab177525U LG9 TGCAGTTAATATGGCAGAGATATCTCTGCACGACCG
14.8 S Cod mab4667 5U LG9 TGCAGGAAGCAGCAAGTGCGGCAACAGTAGAGCAGCAGCAGGCCAGCAGCGGCGGCAGCAGAGAGGAGC
14.8 A D5 mab115915U LG9 TGCAGGTTGTTTGATGAGGCGGAGAACGGCGTCGGGCAATGGCGAGTGCGGCAGCACGGCGCGCCAGAA
14.8 A D4 mab219525U LG9 TGCAGCGGAGAAGCTCAGAGAAAAGAATGCCCAGGTGCAAGCGACCATCTCTCCTCAAGCTGCCGAGCT
14.8 A D5 mab114965U LG9 TGCAGAAGAGAAAGAAGTTCAGTGGCGGCCATGGAAAAACCCTAATCACTTCAAGAATCGAGACGGCCG
14.8 A D4 mab242335U LG9 TGCAGAACTGCTGCTGCTCGGGGCGAGGAGGAAATCAAATTGCCG
19.37 S Cod mab3952 5U LG9 TGCAGACGGGCGTCCCGCATGAGCACGAGGTGTCGGCGTGGAGCAGCCCTCTAGGTGCGTGCCG
21.17 S Cod mab2098 5U LG9 TGCAGAGACAAAAAACGAGCCGCTGAACCATCATTATGTCCAGTCAGTATACATAGGTGTAAAGCGTCC





21.17 A Cod mab355 5U LG9 TGCAGGCAGCCGCGCTGCTCCCGTTCCTCGTCGTCCCTCCAACCG
21.17 A D4 mab208435U LG9 TGCAGTGCGCGGGGCAGCAGGCAAGCTGGGACATCTCACTTTGTAGAGGGGGGGCATGGCGGCCTCAGC
21.17 A D4 mab176055U LG9 TGCAGACGAGCCGAACCCTGATTAATCACCCCCTTCCTAATTTAACCG
21.17 A D4 mab229155U LG9 TGCAGTCTGGTCATGACGAGGGGCGACGCGGCCGACGACGACAGCATCCCCTCCGTGAGGCTGCCGAGA
21.17 A D4 mab261275U LG9 TGCAGGTTGCCGCTTTGGTGATGATTGTCACTTCATCCATGACATCCCG
21.17 A Cod mab1623 5U LG9 TGCAGGTAGGACCATATGAGTTTTTACGAACTGCTCCCAATCAACCACGTCCCG
21.17 A D4 mab257755U LG9 TGCAGCCACCAACCACCTCCTGCTCCGCCATCCAATGTGGCGGCCGCCG
21.17 A D4 mab245025U LG9 TGCAGCTGCTCGTGCTCCAAATCAAGGTACTCCAGCACGTCGTACAGCGACGACGCGGACGCTGCCCTC
21.17 A D4 mab245105U LG9 TGCAGCTCGTGCCCAGGTGAGCCCTAACTCGATTCCTCACGGTCCTCGCCGACCTTTCGTGTTAAAAGC
21.17 A Cod mab1831 5U LG9 TGCAGATTCACTGTGTGACCATACGAAAATGGTCGTCGGCATGTGCGCAGGTTGACGTACCCG
21.17 AB Cod mab121915U LG9 TGCAGGTTGGCGCGGCGGCTGGCCCCG
21.17 AB Cod mab107355U LG9 TGCAGGAGAGAAGGAAGGAGAGGAGACGGGCCATGGAGATGGGATGAGAACGTCCATGGCCAGCCAATC
21.17 AB Cod mab9928 5U LG9 TGCAGAGGTCACAATGGCAAATTAGACTGGAGGGAGCTGGGCGGTGCTACAACCG
21.17 A D4 mab167515U LG9 TGCAGATAGCTTTGCACTCGTGCCTCACTTTGTCTCCCTTGAAAACCGTGTTCCTTGATTCTCTAAATC
21.17 A D4 mab261675U LG9 TGCAGCAGCGGGTTGTGGTCGTACGTGCCGCCG
21.17 A D4 mab179415U LG9 TGCAGTCCACTGGGAAGCTGAATCCG
23.45 S Cod mab2621 5U LG9 TGCAGCCGTCGCCACGGGTCTGCTCGTCGTCGTCGTTGCTGCTGCTTCTGCTGCGGCGGCGGGGGTCGA
24.81 S Cod mab4253 5U LG9 TGCAGTGTCCTGCACCCGTTCCCCTATCAGCCCCTTCCAGCATTAGAAGCCG
24.81 A D4 mab207845U LG9 TGCAGTTAATCACGATTAGATTGATCAAGGAAAGAACTTTTTAGCGGATGGAGGGTCTAAAAACACGAA
24.81 A D5 mab6555 5U LG9 TGCAGGCACCTCGTGGCTAGGACGGCGCTTGGTTTGGATCCCCGTGTGCCTCGTCGATCTCCCG
24.81 A D5 mab8517 5U LG9 TGCAGCGGCTTCCTTGGCGAGGCCGTCTTCCTCGAGACGGCGCTGGAAGTCGGCGTCCCAGCGGGCGAG
24.81 A D5 mab123095U LG9 TGCAGGCGGGTGCGGGGACAGGGTGAGCTGCCG
28.95 S Cod mab5438 5U LG9 TGCAGCCTCGGGTCGGCGACGGCGTCGTAGTCGCCGTCGGCCAGAGCGCGCGACAGGGCCG
28.95 A D5 mab138785U LG9 TGCAGCCCTGGTTGGGGATTCTGACGCCTATGCGAGTGCACGTATGAGCCG
30.75 S Cod mab3687 5U LG9 TGCAGGATCCTCCTCCGCGGGATCCTCGAGCCG
30.75 A D5 mab102225U LG9 TGCAGTTTTCGTGGTAGGTTGTCTGTCTTGAAAGGAAGCCTCTTCAATTCCG
33.23 S Cod mab494 5U LG9 TGCAGGATCTTCAGGAGGACTGTCACCTACCG
33.23 B D5 mab7362 5U LG9 TGCAGGCACGAGCTCCCGAACCTGGACCCGTTCCTCCTGCTCGACGAGTTCTCTGTCTCCAAGCCCGCC
33.23 A D5 mab164365U LG9 TGCAGCGCACCCTCGCCGCTGACATCAACGCCCTCCTGGCCCGTACCACCACCGTGAGCGCCGCACTCG
33.23 A D5 mab162675U LG9 TGCAGCTGGGTACTGTTCATGGCGATCTGCCCGTTGATTCTCGATCAGACGGTCCAGGGAGGGGGGCAT
33.23 A D5 mab140305U LG9 TGCAGTTGATGGGGTTCCAACCAACCAACAAGCCTCCG
36.18 S Cod mab1508 5U LG9 TGCAGCGTGAGTAATATAAACTCATGTGGGGCGGCTTTATCCCCACCCG
36.18 A Cod mab4020 5U LG9 TGCAGAAGACGATGGCCATCAACACTGATCCGAACTAGCTTGGTGAATCATCCTCCCG
36.18 A D4 mab277265U LG9 TGCAGGACGGCGACAAGGCGGCGGAGAACCTGGACTGGGAGAGCACCTTCTTCGTGCGCCACCTCCCGA
36.18 A D5 mab121595U LG9 TGCAGTCATTGTTGCAAGTTCAAGCCG
36.18 A D4 mab261975U LG9 TGCAGAGCCTTGAGCTTGCACCAACAGTCCG
36.18 A D4 mab260185U LG9 TGCAGAAGCTACTGACCGCTACCCG
36.18 A D4 mab256775U LG9 TGCAGGGGAAGTGACTCGAAGGCCG
36.18 A Cod mab2425 5U LG9 TGCAGGCTGGCGGAGGTGTTGCAGCGAGGAGCAGGCACGCGCACGCACACATCAAGCTGTCACGGCCGT
36.18 AB Cod mab256835U LG9 TGCAGCACTCCGAGGTATGAATCTGATCCG
36.18 A D5 mab159445U LG9 TGCAGTAGGCGCTTTTGACCCGCCTCGATGAGTCGCCGCAGTTGCAACCTCGCCCCAGCCCTTATTCTG
40.76 S Cod mab4370 5U LG9 TGCAGTGGCGCCGTCACAGACAGATTTGGCCGTCTGCACTTGAAGCCGCCG
40.76 B D4 mab191255U LG9 TGCAGCGAAGCAACAATTCTAGCTAAAAAGAGTTACTGAACACCAACCG
40.76 A D5 mab6290 5U LG9 TGCAGGGCTACCGAGGCCTCGCCGCCGCTGCTGTCGCCGCTTTGGTCATCGTCCTTTTCCG
40.76 A D5 mab142505U LG9 TGCAGTAGACGGTGACGAGTGGTTGAGGGCGGAAGGTGTCGGAGGCCG
40.76 A D5 mab150535U LG9 TGCAGCCAGCACCAACAAAGCTACATCCG
40.76 A D5 mab157585U LG9 TGCAGAGATGGATGGTAAAACGTCCGTAACCTTCCAAATGCCCACTACAATTGGTACCACCG
40.76 AB D5 mab163095U LG9 TGCAGCTCGTGATCACATTAGCACTTTCCGTCATTATCGCTTACACATGCAAAATAGATGTGGCCCATA
40.76 A D4 mab231785U LG9 TGCAGCGCTACGGGTTGCGAGCGGACCAGAGAAGACGCACCACAAGCCG
40.76 A D4 mab172555U LG9 TGCAGGCAGCCCTTCGCTCGCCGATGCCGCCACCG
40.76 A D5 mab121745U LG9 TGCAGTAGCGATGCACGCAAACAGCAGCAGCATGAAGCATGCCGCCG
40.76 AB D5 mab117365U LG9 TGCAGCCCAGCACTGCACCCCTTCTTGTTTTTTTCTCTCTTCCACCTGCTCTCTGCCACTAACTCCGAG
40.76 A D4 mab218505U LG9 TGCAGCGTTAATTTACTCTCCGCCTTCCCCTCCGCGCCCCTCCTGGCGGCGAGACCTGTGGCAAGATCC
40.76 A D4 mab204635U LG9 TGCAGCTAGTGGACGGGCCCCGCCGTCGCCGTTGCCGTCTTATCCCTCTCTGTGCGTGTGTGTGTGACG
40.76 A D5 mab149045U LG9 TGCAGCGCCCTCTCCTACATCGACCTCTCCCGCAACGCCCTCTCCG
40.76 AB D5 mab6116 5U LG9 TGCAGAGCGGGCAGGTGCTCTTCTTCTCCAACCACAGCGCGATGCAGCGCCG
40.76 AB D5 mab161005U LG9 TGCAGGCGGTGCCTCATCTTCGGCCACGACTCCCGTGGTTGCGACGACTTCCACCGCCGTGCCG
40.76 A Cod mab677 5U LG9 TGCAGGTTCCCGATCGAGCTCATGTCATGGCATGGCATGGCATAGTCCG
40.76 AB Cod mab8352 5U LG9 TGCAGTGAACGCGGCGACCTTGTCTCCCTCCTCTGCTTCGTTGTCGCCATCGCCG
40.76 A D4 mab263235U LG9 TGCAGCACTCCGCCCAGTCGCCGCCGTCCGCCG
40.76 A D4 mab258895U LG9 TGCAGCACCAGGCCGTGCCCCCTGCCCG
40.76 A Cod mab5361 5U LG9 TGCAGGCCCCGTCCCAGGGTGGACGAGAGCCAATCTCACCCACGGCGCCATGGCGTTGCCAACCTATCC
40.76 A D4 mab248955U LG9 TGCAGGATCAGTGGCGCAGCAGACGGCGCCG
40.76 A Cod mab1626 5U LG9 TGCAGGTGGCGACGACGGAAGCAGCAGCCGTGATGCGTGTGGGGGCGGCGCCGTCGGGCATGCCGAGAT
47.49 S Cod mab5698 5U LG9 TGCAGCCCAACAGCAGCATACTGCTCCCAGCCCTGACCCTGCTCGGTGACGACGAGCTTCCAGGTGCGG
50.2 S Cod mab660 5U LG9 TGCAGGCCGCGCCGCAGGCGTGCGAGCTCCG
50.2 A D5 mab138165U LG9 TGCAGCTTCTCTTCGAGGAAACCGAGGATGGTGCCCCG
50.2 AB D5 mab9423 5U LG9 TGCAGTAGGCGCTGGGTTCGAAGCTGGCACGCCG
50.2 A Cod mab2326 5U LG9 TGCAGGAGCTGACCATGAGATGGCTGTGTCCGCTCGCGCCTATGGGCACGCCCACGGCCGCTCCCAGGC
54.78 S Cod mab2440 5U LG9 TGCAGAAATGGCACAAGAGAGTTGGAAAGAGGCGGAGGATACGGGTGTCCACGCACCCGAGGCTCCGAT
54.78 B D4 mab203415U LG9 TGCAGGGAGGCAAGTGCAGGACAGAAGGTGGCGCACACGCCGCGGCGCACGCCCAACCGACTGCGGGGA
54.78 B D4 mab177445U LG9 TGCAGTTAGCACATGCCAGGGCCAGGGCTTTGACTTCCG
54.78 B D4 mab252595U LG9 TGCAGTCAGCCATGGCCATGGCGTGGTGTACCG
54.78 A D4 mab181445U LG9 TGCAGGTCCTCACCTCCGCTGGCGGTAAGCTCCG
56.12 S Cod mab1749 5U LG9 TGCAGCGCTCTCGGCGGTGACTCGTCGTCGCTCGGCGGCGTCACCATCAACAAGACGCGCGCGCTCGAG
56.34 S Cod mab1411 5U LG9 TGCAGCGACAGCATGCTGCGCCACAACCCACTGGAGAACGCCCCCGACGACCCCGACGCCCTCGTCGCC
56.34 B D4 mab182175U LG9 TGCAGGGGTACGAGACGAGTAGCCGCTGATTGACCGCCGCTGGCCG
56.34 B D4 mab178515U LG9 TGCAGTGCAAGGTGGGCAGCTCCACCCGCCATCCGCTCGGAGTCCCG
56.34 A D4 mab214685U LG9 TGCAGGCACCAAAACTGCACTGCTGGGAATACGACTTGGAAACCTCGACAGCCCGAGGATGCAAGCAAG
56.34 A D4 mab273605U LG9 TGCAGCGACACCTGCCGCTCCATCTGGATGTGCTTGTAGAAGTTGGCGATGAACAGCTCCGCGCGCCGG
56.34 A D4 mab251095U LG9 TGCAGCTTCCGTATCCGCTCGCTGATCTTCGTCCTCCTCACCTGCACGCACACAACGACGTCAGGATCG
56.34 A Cod mab4729 5U LG9 TGCAGCAAAACAACCAATAATTACATCATGTGGAATATTCTTCCTCAGTAGTCCCCAGGGCCCAATGAT
62.09 S Cod mab3474 5U LG9 TGCAGAAACCCCCGATGCTCGTTACGCCGCCG
62.76 S Cod mab891 5U LG9 TGCAGTACAATATATCTCGGCGTACCG
66.4 S Cod mab2997 5U LG9 TGCAGACAAATTGTGCGTGTTTCAGCTTTGAATTTTCAGAATTTGTGCTAACTGCGTCGTATCCGAGAT
66.4 A D4 mab263075U LG9 TGCAGCTGCGGGGCTCCATCTGAAACTATTGGTAGATCATTGAATCCG
66.4 A D4 mab261525U LG9 TGCAGCGGCCTCCGCCGCGATGCGACGGTTCTTGTGGCCG
66.4 A D4 mab259595U LG9 TGCAGCGGCTTCGGAGAACAAGATCGACTCGGAGGTGACGCCG
66.4 A Cod mab851 5U LG9 TGCAGTATGGGTGATGGGATTAGTGCAGCTCTTTCCG
66.4 A D5 mab6090 5U LG9 TGCAGTCACACCGCTGAACGCCTCCAAGAAGAACCTCGATATCGCCTGGGACCCCGTGCCTCAGCCTCG
83.66 S Cod mab4056 5U LG9 TGCAGCCCCAACGTGTCGATGCATGAAGCAGTGAAGGCACAGCATTGTATCCTCTTCTCCG
83.66 A D4 mab203885U LG9 TGCAGGATCATCACTCACTAATCTCCCAAGAACAGATGTTCCCATCAACTATGCATGTCTTGGATCCCC
83.66 A D4 mab258395U LG9 TGCAGCAGGGACTTGGTGGGTAGCCG
83.66 A D4 mab216845U LG9 TGCAGCTGTAGCGGCAGAGCGAAGCCAAGTAGGAGTAGCGTCTGGCGGTTCGCAATGAAGTCCTTGCTA
85.69 S Cod mab2246 5U LG9 TGCAGGGACAGGCGCGTGATCCTTGACTCAGACAGCACCCGATTCTCCTCCTCGGCCACCATGGAGTTC
85.69 A D4 mab202515U LG9 TGCAGTGATCCGAAACTGACAGTACTCCCCCCTGAGAGCGAACTTGTCCTCAAGGAGCTTCACCGAGAT
86.81 S Cod mab4126 5U LG9 TGCAGAACAATCTCTCCTTTCGGATCATGGCAAGAGGTAGGTTTCCCAAGAAACCCCG
86.81 A D5 mab6510 5U LG9 TGCAGATTATAGTCAAGCGCAAAGACGTGCTCCGTGACGACTTCGTCGGCCGCGTTTTCTTTGACATGT
86.81 AB D5 mab9234 5U LG9 TGCAGCACAACAACCTGAGTGGCGAGATCCCAGCGGTGCTCGTGGCGCTGCCGTCGGTCACCG
86.81 AB D5 mab158615U LG9 TGCAGTGCAGGAGGCCGCGGAGGCGGTGGAGGCGGCGGGAGAGGTGGAGGAGGTTTCGGGAGAGGCGGC
86.81 A D4 mab243055U LG9 TGCAGTTCGTACTTCCAGCTATCACGTCCGTCGACGCTGTCCACGTACTCCCGTCCCTTGGCCGCGGCA
86.81 A D5 mab147695U LG9 TGCAGCTCCTTGGTCCCCCTGCGATTGGTGCAGAACCGCTGGACGGGCCCG
87.93 S Cod mab1928 5U LG9 TGCAGCAGGTCCAGCAGCTTGGCGTCGTGCTGCCTCGTCCACGCGTCCACGTGCAGCCTCGACAGGATC
87.93 B Cod mab1041 5U LG9 TGCAGCGCCACACGGCGGGGCGAGGCGGCGGCGTGGGCGGCCTGACCG
87.93 B D4 mab275825U LG9 TGCAGAACCTGCTCGTGGCCGGGACACTCCCGCGCTGGTGCAACCCGCCGCCG
87.93 B D4 mab254755U LG9 TGCAGTGGATTCCTCTTGGACGGCTACATTATTGGTCTGTCTCCG
87.93 A D4 mab207985U LG9 TGCAGTGTCGGCCTCAATGGCTGCCCTTTCTTGCCTTTCTTTTTTCTAGTGACTAACGTCCAAGAATCC
89.05 S Cod mab3737 5U LG9 TGCAGCGCGCGCACACACACAGAGAGAACGAGGACGACGGGGTCAACACCG
89.05 B D5 mab8047 5U LG9 TGCAGGACAGCTTTGTGGTGGTGAAGGAGCCGACAAACCCG
89.05 B D5 mab143325U LG9 TGCAGGTCGTGGACGCAGCCGTGCTGCTAGACGGCGCGCACCG
89.05 A D4 mab257625U LG9 TGCAGCACACTCGCCCACGAGCCCACCCG
89.05 A D4 mab235135U LG9 TGCAGTCTCCCAAAGACGCCGCTCATCACCG
90.62 S Cod mab243 5U LG9 TGCAGGAGGTACTCCACGTGCTCCATGCTGACGCCGATGAACGGCTCCG
90.62 B D4 mab278825U LG9 TGCAGGCTGTGGCGCGACATCATCGGCGAACGTGCCACGGATAGTTCGCAGGCTGTGGCCCTCCTGTGG
90.62 B D4 mab256545U LG9 TGCAGGATCTCCCAACTGCTCCTCCCG
90.62 B D4 mab248655U LG9 TGCAGGGTTGACTCGGCGTCGCCG
90.62 A D5 mab144705U LG9 TGCAGGCTCGCCATCTCCGCCCTTGTGGACGAGGCACCG
90.62 A Cod mab3739 5U LG9 TGCAGCGACATGTCGTGCCACCCACCGTCGCCTCCTTTCTTTTCTGCCG
90.62 AB Cod mab172905U LG9 TGCAGGAGCTCGCCCTCTCCCTGAGCAAGACGTACTCCCTCCG
94.5 S Cod mab1422 5U LG9 TGCAGGCGTACTACGGGGGCGCTGCGACCGAGCCCGAAGTTCACCG
95.17 S Cod mab5019-15U LG9 TGCAGGTCGCCCTCACTGACTACCCTTCGGCTTACATGGTGCGACGTCTTCAGGACACGACCCATCAAT
95.17 B D5 mab7851 5U LG9 TGCAGCTCCAGATCAGAGCCATCGCCTCCTCTATCCATCACCCTTCTGGTTCCTGCTCGCGCGGTGGTC
95.17 A D4 mab263855U LG9 TGCAGGGCCTCGCTCCGTTTCCTTTTTAGGTAGGGCCG
95.17 A D4 mab262115U LG9 TGCAGATCCACCCACGCCCTCTCCATTGCCACTCCACCG
95.17 A Cod mab5480 5U LG9 TGCAGCTTAATAAGATCAATCAAAACGACGATAGGCCACGTCGTGATTGGACATGGTGCTCTCGCGATG
95.17 A Cod mab2410 5U LG9 TGCAGCAAGTGCCAGAGCGCCTCGAAAGGCAGGACGACCAGGTGGGCCGCGGCGGCGAGCAAGTGCCCG
95.17 A D4 mab263105U LG9 TGCAGAGCACGGCGTCGTCGGCGTCGTCGTCGTCGGGGCTGGACTTCCG
95.17 A Cod mab1230 5U LG9 TGCAGGTTCGACACAGGCGACATCGCGACTCCG
95.17 A Cod mab5019-25U LG9 TGCAGGTCGCCCTCACTGACTACCCTTCGGCTTACATGGTGCGACGTCTTCAGGACACGACCCATCAAT
95.17 A D4 mab261565U LG9 TGCAGCAGCAACCTCCATGGGCTCGAGAGCGTCGACGCGGCGGCGCCACCGCCG
95.17 A Cod mab1890 5U LG9 TGCAGGTGGACGCGAGGACAGGTCAGCCGACGGCCAGCAGCCCAGCTCGCACGCATGCGGCAGCTGCTG
95.17 A D4 mab216715U LG9 TGCAGCTTAAGCTAATCTGAGAAACAAAGAAGCAGAATCACAAGTCGACCAATGGTATGAGGGCCGAGA
95.17 A Cod mab703 5U LG9 TGCAGGATAGACGCAGGCGACGTCGCGGCTCCG
95.17 AB Cod mab509 5U LG9 TGCAGGATGGACGCAAGCGACATAGCGACTCCG
95.17 AB Cod mab178605U LG9 TGCAGTGAGGTTGGCCGTCCAACACAACATGCCCCCTTTGCTTGGCGGAACCG
95.17 AB Cod mab249525U LG9 TGCAGATCCCCGCCGACCAGGCCGCGCTGGTGCTCGGGCCGCTAGCCGCCGTGCTCCCCG
95.17 AB Cod mab227315U LG9 TGCAGAAGCTGCCCAAGCTTTGATGGACCTCTTTCCACTGCTCCACAGCCTGCCTGCGCAGCGCGACCC
95.17 AB Cod mab177335U LG9 TGCAGTTCCCAACGTGCTGCAATTGATAGGGAAAGCCG
95.17 AB Cod mab199155U LG9 TGCAGACGGTGGGCGACTAAACCAATGTACATGCCCTCAAGGAGATCGATGGATGTAACCG
98.58 S Cod mab3226 5U LG9 TGCAGCAGTGGCCACTATTAGGAAGGGCTGGGCGGCGGATGGAGCCG
98.58 A D4 mab183095U LG9 TGCAGGGACGCCACGCTCGCGACTCTGGCCG
98.58 A D4 mab230375U LG9 TGCAGGCAAGGTTAGGGTCAGGTTTGGGGCAGCAAGTAAGCGTCAGGTGTTTGTCAGTAATCAGCCATT
98.58 A D4 mab244225U LG9 TGCAGGGACGGTCGCCTGGGCTGACTCGGCGGCGGGATCTGCATCAGGCGCAACACGCCAACTGCACGG
98.58 A Cod mab3477 5U LG9 TGCAGCTCTGCCTGCACACATCGGCCG
98.58 AB Cod mab236605U LG9 TGCAGGGACACTCAGGAGGTGATCTTCCCG
98.58 AB Cod mab178625U LG9 TGCAGTGACTTTGTGGATAGAAGAAAAGGGCCG
98.58 A D4 mab229045U LG9 TGCAGCTTCGGCCTTTGTACTGTCTAACTCGTGCACAACTTCCTTCGATCAGCAGGCCG
98.58 A D4 mab194835U LG9 TGCAGCAGCTGGGATCATAAAATTCAAAGGATTACGTGTGTCCG
104.68 S Cod mab5220 5U LG9 TGCAGCAGAGCCGTCCACACAGCAGTGAACTGCTCGGCCAGCCAAGTGTTCCGCCTCATCCACGGTCGC
104.68 A D5 mab158205U LG9 TGCAGTGTAATCATTTTAACCACCAAAATCTGATCTTGCTGTTTCTAATTTCAATCAAGACAACCGAGA
104.68 A D4 mab279435U LG9 TGCAGGCTGAAATGGGTGACTGGGTGGAGGAGGACAGCGTTGATACTCACCAAGAATCCG
104.68 A D5 mab148295U LG9 TGCAGCGTCGGGGTTAGAGCATCGATAACAGAGGTGCGTCAGGTAGGGTAATCCG
104.68 AB D5 mab9278 5U LG9 TGCAGTGGAGTACTCTACTCACTGAGGAAATCGCTGCCG
104.68 A D5 mab145735U LG9 TGCAGGCAACAGCAAACAGAAGAGGGGAAAAAAAAGTACACTACCCGTGAACATGCGGCCG
108.14 S Cod mab5615 5U LG9 TGCAGATATTTGGTTTCCTTTCTGCTTGTCTCTTTGTGAATCTACTATGCTATAGCCTTTACCAAGTTT
108.14 A D4 mab265795U LG9 TGCAGCAATGCATGGATGGATAGCCG
109.26 S Cod mab5315 5U LG9 TGCAGCTGGAGGAATTCGCGGCGGCGGAGAGATCGGCGGTTAACGGAGTCAGGATGATGCTGATGGACA
109.26 A Cod mab3844 5U LG9 TGCAGAACCAAACGGCGCCCCCTTCTGTTTCCG
109.93 S Cod mab923 5U LG9 TGCAGTTGACCTGATGAATCTAGTGGCATCGAATGGCAGGGCACCG
109.93 A D4 mab275005U LG9 TGCAGGAGCTCGTCCCCAACATGGAGAAGGTAACCAACCAACCAATCAATCAAAGCCGTACGGCACAAA
109.93 A Cod mab362 5U LG9 TGCAGGTCGTCAGAGCTTGCCGCTGGATCACGCCCAACGCTCCG
109.93 A D5 mab149815U LG9 TGCAGCCGCTGCTGGTGGAGTTGTTGCTCCTCCTCCCG
109.93 A D4 mab211705U LG9 TGCAGGTATAGAAAGGGAAAAAATAGAGATTAGCAGAATCCAATCACCAAGAACAGGAGAAAACAGACA
109.93 A D4 mab174435U LG9 TGCAGCCCTGCGACCCGTCGCCTCCGTTGAGGCGCCCCG
109.93 A Cod mab4614 5U LG9 TGCAGAGGCGCGTCTCCGCCGCCAGTCAGGCTGATGTTGTCGAACTTCGTTCCACCGAATCCTTCGTCG
109.93 A Cod mab3353 5U LG9 TGCAGCCCCTGCTGCGACCCGTGGGACACCTTCTTGACGGCGACCTCGACGCCG
109.93 A D5 mab6996 5U LG9 TGCAGGACGTGTTCCTCAGGCTCACGTTCGACACGACGACCACGCTGGTGTTCGGCGTTCACCCGAGAT
109.93 AB D5 mab156845U LG9 TGCAGCGGCGCGGTGGTCAATTCACTTGCGTTTACGTACCGTGGCCACGACGGGCAGCAGCACTTCGCC
114.02 S Cod mab1113 5U LG9 TGCAGGTTGCAGCACTAGGTCGGGCCCCTAGTTTGGCTAGGCCCCG
114.02 A D4 mab258475U LG9 TGCAGGTAGGCCTGCATGCTCTCCAGCTCGACCCTGGACCG
114.02 A D4 mab280775U LG9 TGCAGATAGTCGCCGTGTCAAGGTTAGTAGTATCAAAATTGGGGCAACCACTGATTTTCAGAGCTGATA
114.02 A D5 mab150805U LG9 TGCAGCATGGGGGCTTTGAGTCACGCCG
114.02 A D4 mab261435U LG9 TGCAGAGGGCGGTGATCCAGTGGACGCTGGACCCG
117.72 S Cod mab1467 5U LG9 TGCAGCAGCTCCCGCAGCTCCGCGCCGCCCGTGATCCCGTTCTCCACCACCATCTCCACCATGGACCGC
117.72 B D5 mab111565U LG9 TGCAGCTTAGATGGTAGGCAACTCATCTCACCGAAGCGGCGGCCCG
117.72 B D5 mab126485U LG9 TGCAGCCGCATCTACTTCTATCTCTTCGCATTTGAATGAATTTTCATAGTGTGCCG
117.72 A D4 mab237875U LG9 TGCAGCTTCATCAGTTGCCGTCCTCGCCTGGAGAGGCGGCGGTGGTCAAGCCG
117.72 A D5 mab126655U LG9 TGCAGCCCGGCCGCCCGACCGCCTCAGTCTCGTCGCCG
123.33 S Cod mab2981 5U LG9 TGCAGAAGTTCAAGAAGGAGTTCGCGGCGTGGCAGGCCAGCAAGGTGTGCGAGCAGTCCAGAGCTCTGG
123.33 B D4 mab171695U LG9 TGCAGGTCTAAAAGAACTGACCTCTGGCAGGTGGCCG
123.33 B D4 mab180755U LG9 TGCAGGTGTAGCCGAGGACCGAGCTGCCGTTGTTGGCGTAGCAGTCGCTTTGCGCCG
123.33 A Cod mab1323 5U LG9 TGCAGTCTGCCTTCGTCTCACAACAGCAGCAATGCGTGGCCGAGCAGCCG
123.33 AB Cod mab107735U LG9 TGCAGGGTCGTGGAATTCCCGACGGCCACGGACGTCCTCGTGGAGATCCTGCTGCGGCTCCCACCCAAC
124.69 S Cod mab2224 5U LG9 TGCAGGACCGAGGGCTTCTCCGACGGCAAGTGCCGCGGGTTCCGCCGCCGCTGCTTCTGCACCACCCAC
124.69 B D5 mab111485U LG9 TGCAGCTTCTACCGCTGCGAGCCCGACCCG
124.69 B D5 mab146895U LG9 TGCAGCTGTGCTCCATCTGTACACCTACCGCTTGGCCCG
124.69 A D4 mab195595U LG9 TGCAGCACGGTCACGGGAGCGATCGGGCTCGTCACGCTCCACTTCTTCCG
124.69 A D4 mab279305U LG9 TGCAGCGTGAGGTACTTGTTCTTGGGGTACACGTGCGTGCCCAGCAGCTTCATCCTCCCCTGCGACCGA
126.28 S Cod mab540 5U LG9 TGCAGCGAGCTCTGGACGCCGCCGACGGCGCACCG
126.28 A D5 mab7120 5U LG9 TGCAGCAGGTTCTTCTTCGTTCCTGGCGTCGCCGGTGGGATGACCTTGATCCGCCGCAGGTTCTTCTTT
127.4 S Cod mab5188 5U LG9 TGCAGGAGCCAGCAGGCCCCACCCATTTGACACCCCGCTGTCTGTACAGCGGCCG
127.4 A Cod mab4378 5U LG9 TGCAGGAACGGAGTGCGAATGAGACGCCGAGCCG
127.4 A D4 mab251925U LG9 TGCAGAGGATGGGGAAACAGTACCGGCAGCAGCAGCAGCGCGCCG
130.57 S Cod mab1688 5U LG9 TGCAGGGTCTTGGGGTCGGCGATCTTGTTGAGCTTGAGCAGAGTGTCCTCGGTGACGCCGAAGGTGGCG
130.57 B D4 mab213695U LG9 TGCAGGCGCGGGGCGGCGGTGCTGTAGGCGCGGACGCGGGGCAGAGGCGTTACAGGCGCGGGGCAACGG
130.57 B D4 mab198065U LG9 TGCAGAGGCGAAACCACTCGGGCCGTTCAGTGGCGACGGCTCGGGGATGACCCG
130.57 B D4 mab189885U LG9 TGCAGCGGCCACGACATTGCTGGAACTGTGATGTAGCGGCCGTCGATGCCGCCG
130.57 A D4 mab211835U LG9 TGCAGGTAAGCAGCCAGCCGATGCTTCCACACCTCCCCCCTCTCGATCTCGTGTTCCGCCGCTCCTCGT
130.57 A D4 mab227645U LG9 TGCAGAACAGAGCAGAGGAAAGCAGAGCCCTGTTCCAATAACAGATCTGCGGAGCATCCATCACATTCA
130.57 A D4 mab249785U LG9 TGCAGGAGCTGAGGCTCACTGGCAACAATCTCACCG
130.57 A D4 mab237385U LG9 TGCAGGAGATATGTCTGCTGTGGCTGCCG
130.57 A Cod mab1923 5U LG9 TGCAGGTGAAGTTGGTCGCCGTGGCCGTGGCGGCGAGGTGGAGGAGGACGAGGAGGACGGCGGGCGGCG
130.57 A D4 mab253665U LG9 TGCAGGAAAGCAACTCCTCTCCGTCCGCCCTCCG
134.49 S Cod mab5576 5U LG9 TGCAGTGAACTGAATACGCCCGTACGTACCTTGGTGGAATTCCTCATCGGCATCTCCTCGTCGTTGCTA
134.49 A Cod mab519 5U LG9 TGCAGGACGTGTACGGGGAGGTGTACCGCGTGCTCAAGCCG
134.49 A D5 mab111605U LG9 TGCAGCTGGTGATCACCTGCAACCTCGTCCG
134.49 A D5 mab9582 5U LG9 TGCAGCTCCCTGTGGGGGTCCATGATCCTCGCGAGGCAGAGCGTCTCCAGCGACGCCATGTCCACGCTC
137.47 S Cod mab489 5U LG9 TGCAGCGACGAAGGCGCTGAGTTCGTCCACGCCGTGGCGCCG
137.47 B Cod mab5155 5U LG9 TGCAGGCCGTGCTCGCGCACCTGTGGCGCGCGGTGTGCCGCGCCTGGAGGCTGGCACCTGAGGAGGAGA
137.47 B D4 mab270495U LG9 TGCAGATTCATGACCTATTTGTAGACCCAAGAAATAAACCGCCTCTGATTGCAATCGAACACAGAATCC
137.47 B D5 mab8070 5U LG9 TGCAGCAGGAGAAGCCCTTCCGCCG
137.47 B D5 mab7545 5U LG9 TGCAGTGTAGTTGTACATTTAGTTCAGTTCCAAGAGACAAAAGGAACCACTACCG




































































































































































































































































0 S Cod mab5678 6M LG2 TGCAGGCCTCCAAGCAGGGACGGACGTCGAGGCGGCATCTCACCGACGACGGGCTACACTGGATGGAAG
0 A D5 mab6591 6M LG2 TGCAGGTCATGTACAAACCAAACGAAGAACCAATGAGAGAATCTTATCATTCCG
2.27 S Cod mab1015 6M LG2 TGCAGAACGGGGAGTTCGACGACGAGGACGACGACTCCCG
2.27 A D5 mab124516M LG2 TGCAGATGGAGATGGGGATGAACGCAGCCGCCGCGGACGGCCG
2.27 AB D5 mab152756M LG2 TGCAGGCTTGTTCCTCTATAGTTGGGCGAGATTCAGGGCCTGGCAGCCG
2.27 A D4 mab271896M LG2 TGCAGAACGAGGAGTTCGACGACGAGGACGACGACTCCCG
2.27 A D4 mab241886M LG2 TGCAGACGACACCACAATGGACACCACCGCCGTCAGCAGCTTCCCCCTCGCGTCGCGCGATGGCCTCGT
2.27 A D4 mab241436M LG2 TGCAGCAGCCATCTTCTAGGCCACATGAACCAAGATCTACCTCCCAAAAGTAGCACCCCACCCG
2.27 A D4 mab240876M LG2 TGCAGCGGTGGTGTCCACCATGAACAAATCCTTCTTGCGATCGCGGATCAGGTGGCCGTACAGACGCTC
2.27 A D4 mab240846M LG2 TGCAGCGTGTCGAGATTAACGATGCACCGCCGCAGCCGCACCGCCTCCAGGCAGGGGAAGTCGAGGATG
2.27 A D4 mab240316M LG2 TGCAGGCGGAGGGCGCCGCGGCGGCTGATGTACTCCTTGATGCGGCAGCGCATGTCCACGCATGTGGCG
2.27 A D4 mab173046M LG2 TGCAGCTCTACACCAACAACTATCTACCTAACCTATTTGGCAACCACTTGCAACAATGCCTCGGCAAGG
2.27 A D4 mab242006M LG2 TGCAGAACATGGTCGACGCCGCGCCAAGGCTCTCCGACCTCCGTCTCGACGCCCTGATCTTCGTGCCCG
2.27 A D4 mab196636M LG2 TGCAGCGTGCTGATGAAGAACATGATGGCAGTACTGGAGTAGATGGCCG
2.27 A D4 mab181626M LG2 TGCAGCTCCAAACTTTCTCGTCCGAGCACGGCACCTGGGGCCACTACACCGAGATCCG
2.27 A D4 mab223396M LG2 TGCAGTGAGCACAATCGGGCTCCCGCCCGCCACCG
2.27 A D4 mab194536M LG2 TGCAGGGCAGCCGCTTGGGTCATGGCCTTGGCAGGGCACTGATCGTCGGTGGTGTTATGCACTGGCTGT
2.27 A D4 mab173546M LG2 TGCAGCTACGCACATGCATTGCACGCACGCAGATGCCG
4.06 S Cod mab1208 6M LG2 TGCAGCAGTGAGTAGAACGCACGGGTGACAAGGGCATCCAATACAAGACCTGTCAAAGGAGATGCCCGA
4.06 A D5 mab155176M LG2 TGCAGTAGTCGATCACGTGGTGCCG
5.4 S Cod mab752 6M LG2 TGCAGACTGTGGGCCAATCTAGGCATGGGTTTTTTGGGCCG
5.4 B D4 mab201656M LG2 TGCAGCGCAAAGCAATAACCGAGCCAGGCTCGGGCTCCAAGTTTCAGCCCAAACGCAGGCCCGTCCGAG
5.4 B D4 mab241266M LG2 TGCAGCCACATGAAAAAGGTGGCAAGCTACCTCAAAGAGAATACAGTACAAAATAAGCGCCAAGTCATT
5.4 A D4 mab225096M LG2 TGCAGCCGCAGCCGCCGCCGCCCCCGCCGCCGCAGGCGTCGGTGGGGGAGGCGCGCCG
5.4 A Cod mab4966 6M LG2 TGCAGTAGCAGAGAAAATGTCTCCTCCATGTCCGACGTCTTGCCTGCCG
5.4 A Cod mab292 6M LG2 TGCAGGGCCGCCATGCCACCACCAGAGACTGGTAAGGCGTGTGATCAAAGGTTCTATCTCACTGAAACC
5.4 A Cod mab2555 6M LG2 TGCAGTAGCAGAGAAAATTTCTCCTCCATGTCCGACGTCTTGCCTGCCGGCAGCTCCCAGTCGAACGAG
6.74 S Cod mab5604 6M LG2 TGCAGGAGAGATTTTAGGGCGGCGATTTGTCGGATTATTAGGGCGTGGAGGCCGCGTTGTGGTCCACAT
6.74 B D5 mab6589 6M LG2 TGCAGCCGCAGCCGCCGCCTCCGCCGCAGCAGGCGTCGGTGGGGGAGGCGCGCCG
6.74 A D4 mab225786M LG2 TGCAGAGCGCGAGATGACCACGGCCG
6.74 A D4 mab265116M LG2 TGCAGGGATGGCTGACGACGGTGCCAGTGGTGCCG
6.74 A D5 mab101396M LG2 TGCAGCGTGACTGGTCGTGCCCACGCATTAGGGGAGCTGTCGTCGTCGGTCATCCTGCCG
6.74 A D5 mab133736M LG2 TGCAGCTTGCTGCCATAGCCCATAGGGTGGGTCGGCTAGGATCGATGGGGCGTGCCAACATGGCCGAGA
6.74 A D5 mab9943 6M LG2 TGCAGGGCGAGAGCGACAGCGGAGCCG
12.01 S Cod mab3045 6M LG2 TGCAGCGCTTGCCTAAACATCCCAGAGCCACGGGGCACACCAATACGCTCGGCACACGCGACCATCGCG
12.01 B D4 mab174036M LG2 TGCAGATCCGTCGTCTCCAAGCTAGAGTACTACCTTCCACTCTTCGGCTCCATCGACAACTTGCTCCGC
12.01 A D4 mab173626M LG2 TGCAGATCCACCGTCTCCTCTCTGAAGTACTACCTGACTCTCTTCGGGTCCATGGACAACTTGCTCCGA
12.01 A D4 mab215756M LG2 TGCAGGAGTGCGGGCTAGGTGCCCGCGATATTGCCAAGCTGTGCATGGCTGTGCCGAGGATGTTCGGCA
12.01 A D5 mab7454 6M LG2 TGCAGCGGAATCTGTGTGGGGCGAGCGAGAGGAGGCGCGCCATGTCGGGATTTGACAGGCCGAGGCCGA
12.01 AB D5 mab126216M LG2 TGCAGAAATTCTTTGTGAAACCCAATGCTAACATCCTATCGACTGCACCGACCG
12.01 A D5 mab135596M LG2 TGCAGCGACAGCCACGACGGAAACGGAGTGCGGCCAGAACGGCTTGGAAACGCCAGTCCGTGGCAGAGA
12.01 AB D5 mab7229 6M LG2 TGCAGTACTACCTGCCACTCTTCGGCGGTTCCTCGGAGAAGCTGCTCCG
12.01 AB D5 mab107566M LG2 TGCAGGAGTGCATGCGGGGTGCTTGCGATATTGGCAAGCTAGCCGTGTCCGTGCCAAGGATGCTCACCG





12.01 AB D5 mab159006M LG2 TGCAGCAACCCGACATTCCGCTTGACCACCGTCTCGAGGTTGTGTGAGAGGAGATTGTGGTTATGCTTG
12.01 AB D5 mab125096M LG2 TGCAGAGGAAAGGGAGCGAAGCGTCGACCAGAGGGGCGCCTCCCCCG
12.01 A D4 mab174026M LG2 TGCAGCGCTTGCCTAAACATCCCAGAGCCACGGGGCACACCTATACGTTCAGCGCACGCAACCATCGCG
12.01 A D4 mab174046M LG2 TGCAGATCCGTCGTCTCCAAGCTAGAGTACTACCTTCCACTCTTCGGCTCCATCGAAAACTTGGTCCGA
12.01 A D4 mab257946M LG2 TGCAGGAAGGCGACATTGGGCTTGAACACCCGCTCTAGGCTGCATCTGAAGAAGCCG
12.01 A D5 mab115696M LG2 TGCAGTCTTGATCTTTGAGACGATGGAAAACCG
12.01 A D4 mab207016M LG2 TGCAGAGGCTCTACTTGGGTCATAACTTCTTCTCCG
12.01 A D4 mab206456M LG2 TGCAGCGAGCTCGCCGCCGACCACCACTGTTGCGACCCCATCGTTGCAATAGCCG
12.01 A D4 mab241816M LG2 TGCAGAGCACACTTGAACATCCCAGAGCCCCGGGGTATGCCTATACCTTCGGCGCATGCCACCATCGCC
12.01 A D4 mab241596M LG2 TGCAGCAACGCCGTGGCGACGATGATACGACGGCGGCCAAGGTGCTGCGACGCTCTAAACTGGGGCGGC
12.01 A D4 mab241916M LG2 TGCAGACATTGATGAGTGCAAGCTCCCTGAAAACCCCTGCCCAAATGGCGGGATCTGCAAAAATAGGCC
13.8 S Cod mab5008 6M LG2 TGCAGCCTACCTACATGCGCTCTCCTCAATGTGTTCCCCAGCGGCAACCATGGGTGCGTGACGGAGCAC
13.8 B D5 mab9756 6M LG2 TGCAGTTCGCCCAACCGTTTGTCAGGACCAGCCGCCGCCG
13.8 A D4 mab166476M LG2 TGCAGCACGTTCAACTGATGAGATCATCATCATTTTCTGAGGAGACCTCAGACATCAATTAATGGTGTG
13.8 A D5 mab103666M LG2 TGCAGAGGGGAGGAGAGGAGGGTGGCTTCCTCCG
13.8 AB D5 mab106706M LG2 TGCAGGTGGTGAAGGGCTGAGGAGTTGGGCGGCGTGGTGTGCGCGCATGAGCTGCGTGGTCGTGTGGGG
13.8 A D4 mab271336M LG2 TGCAGTACTACCTGCCTCTCGCCG
13.8 A D4 mab190676M LG2 TGCAGATCCATCGTCTCCACGCTGGAGTACTGCTTGCCCCTCTTCGGCTCCTCCGACAACTTCCTTCGA
13.8 A D4 mab226586M LG2 TGCAGTTCGCCCAACCGTTTGTCAGGACCAGCCGCCG
14.47 S Cod mab294 6M LG2 TGCAGGAGCGCGACGTTGGGCTTGATCCTCCTCTCGATGTCGGCGCCGATGAGGTAGAAACTGTGGCTC
14.47 A D5 mab8375 6M LG2 TGCAGGACACCCTCCGCCACCACTAACACCGAGGCGGTCAACGCCG
14.47 A D5 mab118406M LG2 TGCAGGCCGTCGGGAGGCTTCGAAGCAACAGCGCCTGCACCG
14.47 A D4 mab205936M LG2 TGCAGGGAGGCAACTTACTCATCACAATTTCTAAGCCCG
14.47 A D4 mab206636M LG2 TGCAGCCAACGAGGCTGACATCGGCTATAACTGTAGCACCAGTGGCGGGGCGGCGGGCCG
14.47 A D4 mab174056M LG2 TGCAGCTTGGAAACAATGGACCTGGAACGGAAGTGGAAGAAGGAGAGCGGGATGAGGCGCGCGATCTCC
14.47 A D5 mab6593 6M LG2 TGCAGGCCCGCTCTGTGCCGCCCTGCTGCTGGCGACGGCAGCCGTGCTCCTCGTGGTCGCCGCGCTCGC
14.47 A D4 mab225616M LG2 TGCAGATGGGCTGCGAGCTCCCTGTTACTCGAGAGGTTGTCTCTCTCCG
23.67 S Cod mab279 6M LG2 TGCAGACCTGGAGGGAGAAGCGCTCCCTGGGGATGCGATCTGGAGCTTGCAGGCCAGGGGTGAAGAGCA
23.67 A D5 mab6592 6M LG2 TGCAGGGATGAACTTGAGAGAGGTCAGGTGCTTATCGAAGACGCCTAGGACCG
23.67 A D5 mab7478 6M LG2 TGCAGACCTGGAGGGAGAAGCGCTCCATGGGGATGCGATCTTGAGCTTGCAGACCAGGGGTGAAGAGCA
23.67 A D5 mab153686M LG2 TGCAGAAGACGAGCTCCTCACCTGAATACCG
28 S Cod mab3475 6M LG2 TGCAGAGCTTGGAGCTTGCACCAGCAGCCTGGGAGGTTACCAGTGAGCCG
28 B D4 mab273686M LG2 TGCAGGTGCTGGCCAGGCCTCTCCATCATCGGCGCAACCCG
28 B D4 mab207116M LG2 TGCAGACGGAAACAAAGCTCTGCATCCATGGCCTCCTTCCAGCTCGGCTCTGCATCCG
28 A D4 mab223696M LG2 TGCAGGTGATGTGCGCCCGTGGCTGCGTGGCTGCTCGATCTGGATAGCCAGATCCG
30.25 S Cod mab296 6M LG2 TGCAGGCACTCCCTGGCGAGGTGCGCCATGATCTGCATCTCCTCGGGCGGGAACGCGCCCTTCAGCGCC
30.25 A D5 mab116396M LG2 TGCAGTAAGACAGCATCCGAGGTAGTACTAGTAAAGGTGAAACCG
30.25 A D4 mab241226M LG2 TGCAGCCATCGTGTTGGCGGCGCAAGCCAGGGAGGGCAAGAGGACAACGGCGAGAGGCTTCTCCGACGA
30.25 A D5 mab6596 6M LG2 TGCAGGCACTCCCTGGCCAGGTGGGCCATGATCTGCATCTCCTCGGGCGGGAACGCGCCCTTCAGCGCC
30.25 A D4 mab216176M LG2 TGCAGATGCAAACGCAGAAGATGGACAGGAACAGAAGAAAAAGGTGTGTGGCGCTGGGAAGCAGGAGGC
32.5 S Cod mab3424 6M LG2 TGCAGTACTACCTGCCTCTCTTCGGGTCCTTCCACAACTTCCTCCG
32.5 A D5 mab8595 6M LG2 TGCAGGCTCGACAGCGGCGCGAGCGACCTGGGCAGCGCGGCCGCGAAGGCGTTGGAGGAGAGGTTGAGC
32.5 A D5 mab8132 6M LG2 TGCAGGTGTTCGACGTCAGCCAGAACTCCTTCGAGGGCGCATTCCCCGCGGGCCTCGGCTCGTGCGCCG
32.5 A D5 mab6656 6M LG2 TGCAGGCTATGGCGCAGCGTCGTCGCCAACCCTACTTTCCGCGACCTCCACGCCGAGGCCAATCACGTC
32.5 AB D5 mab6866 6M LG2 TGCAGCAACCTGCATCAGGTGATGTCTTGGTCATTTAGCTCCACTCTAGATGATGCCACGGTGGCTACT
32.5 AB D5 mab102146M LG2 TGCAGCCGTAAGATCATCGGTGCACGGTTCTATAGCGCGGGAGTTCCG
32.5 AB D5 mab6635 6M LG2 TGCAGACGGAGCAGCAGCGGATGACGTCCCTGGTGGGCAGCTTGAGCAGGATCTCCTGCACCATCTGCG
32.5 AB D5 mab154676M LG2 TGCAGGGCAGCGACGCGCTCTTCACCGTCGACGGCCGCCG
32.5 AB D5 mab8207 6M LG2 TGCAGCGCCGTCAAAGGTGCACACGCACAGGTCGATGTCTATCCCATGGATGGAACTGAAGGGCGAGAA
32.5 AB D5 mab151396M LG2 TGCAGCGAGCAGCCGTAGACGCCCGCCG
32.5 AB D5 mab164346M LG2 TGCAGGCGGCGGCAGATGGCGCCAGAGCTCGTTCCGCTCCCAGTGCCCCCTGCTGTCCACTTTGCTCCC
32.5 A D4 mab179576M LG2 TGCAGTCAGACGCGCTACCATTGCGCCAAGGATCCG
32.5 A D5 mab163546M LG2 TGCAGTTCTACGGGAACGACAGCAACAGCCTGCCACCGTCGGCACCATCTCCTATGTGAGCCAGCCGAG
32.5 A D5 mab7826 6M LG2 TGCAGTTCTACGGCGGCGACAGCAACAGCCCGCCGCCATCGGCACCATCTCCCATGTGATCCGTCCGAG
32.5 A D5 mab125916M LG2 TGCAGAATTTGTAATTTTCGGACCG
32.5 A Cod mab260 6M LG2 TGCAGCGGGCGGCTGGTGTCCATCCGCCATATGGATCCCCAGGAGCGGCGCATCGGCTCCCAGGACCCC
32.5 A Cod mab2036 6M LG2 TGCAGGCTCGACAGCGGCGCGAGCGACCTGGGCAGCGCGGCGGCGAAGGCGTTGGAGGAGAGGTTGAGC
32.5 A Cod mab281 6M LG2 TGCAGTGGATGGATGGGCTCCACTGGGAGGTAATCGTCGTCAGAGACGACCAGATCAATGGAGACTCCT
32.5 A Cod mab298 6M LG2 TGCAGCAGCGCCTTGAGCTGGTCCTGCGCGAGGGCCTTGGTCGGGAACACGTAGAGCGCGCAGGCCGCC
32.5 A D5 mab8732 6M LG2 TGCAGACATGTGCACGCGTCACGCCATTGCACCCATTAATTCCATATCGACCAAGACACGAACATGACC
32.5 A Cod mab4726 6M LG2 TGCAGCGCTTGCCTAAACATCCCAGAGCCGCGGGGCACGCCTAGAGCTTCGACGCACGCCACCATCTCC
32.5 AB Cod mab7456 6M LG2 TGCAGCCCTTGCCTAAACATCCCAGAGCCGCGGGGCACGCCTAGAGCTTCGACGCACGCCACCATCTCC
32.5 A D4 mab173656M LG2 TGCAGATCTCCGCGGCTGGCTTCACACCCAGGTCGTCAGCCACACAAACTGACCGACGGTAAACAGGAA
32.5 A Cod mab1590 6M LG2 TGCAGTTCTACGGGGACAACAGCAACAGCCCGCCACCGTCGGCACCATCTCCAATGTGAGCCAGCCGAG
36.39 S Cod mab956 6M LG2 TGCAGTACTACCTGCCCCTCTTCGGCTCCCCCGAGAACCTCCTCCG
36.39 A D4 mab173676M LG2 TGCAGCAAGGCAGGTTAGTAGGTCGCTGCAATGGCGGCGGCGGAGAGCCTGGCCGTGGAGAGCGGCACC
36.39 A D4 mab222876M LG2 TGCAGGCCCAACAACAGGCACAGTGCACAAATAGTCTCCAGCCCGCGAATGCATCAGCCCG
36.39 A D4 mab195646M LG2 TGCAGATCGTGTCCCAAGGAGGTGCATCTTGAGAGCAAAACATGTTGCTGGCTATCAACAACACTATCC
36.39 A D5 mab9735 6M LG2 TGCAGTTTGCGCGTGGCCTCACTCATTGCGACAGAATCCG
36.39 AB D5 mab107846M LG2 TGCAGCTTCTTTGCCGAGCCGAAGCGGCGCACCAGCACAATGGGAGGGATTGTGACGGTAGGGTCTGGC
36.39 AB D5 mab115666M LG2 TGCAGTGAATAGGAATTGAGCTAAGGCAAAAGCTACTCAGCGATGCACCTCCTCCG
36.39 AB D5 mab6599 6M LG2 TGCAGCTGAGACGTCGTTTTCGCAGTCTTCAGAAAACGTTCCG
36.39 AB D5 mab9831 6M LG2 TGCAGTCCATATACTAGCTCGCCATTGTCCG
36.39 AB D5 mab7713 6M LG2 TGCAGGCCGTGTCGCGGCGGGAGCAGACGAGCACGGGGCTCGCGCCG
36.39 A D4 mab187806M LG2 TGCAGGGGTCCGTGGCCTTGCGGGCAAGCTCCG
36.39 A D5 mab8815 6M LG2 TGCAGTTTGCGCATAGCCTCACACATCGCCACAGAATCCG
36.39 A D4 mab192466M LG2 TGCAGCTGAGACGTCGCAGTCTTCAGAAAACGTTCCG
36.39 A D4 mab250816M LG2 TGCAGCACCCGCACCAGCACCACCAGCAGCACGAACACCACCACCACCAGAGCGCGGTCACCGCCGCCG
36.39 A Cod mab1944 6M LG2 TGCAGTGTCATCCCACAGCTCGTGATGGCAGGTGAAAGAAACCGCCGTGATATTCATAGTCCTGCTCGC
36.39 A D4 mab191336M LG2 TGCAGTGCACATAATCCAGGATAAAACATTTTGGATTTCGGTTTATGCACCG
36.39 A D5 mab9113 6M LG2 TGCAGCCCGTCAGTATGAACTCGTTGGCCCTCGGATGCAGGAAGTACAGCACCCCGCCG
36.39 A D4 mab179536M LG2 TGCAGTCAGGCAGTGCAACCCACCGCCTTTCCG
36.39 A D4 mab247856M LG2 TGCAGCTAGATCGGCGAGCACGAGCATGGGGTTGGCGGAGGGAGTGGAACCATGCTGGCTGGGGACAGG
36.39 A D4 mab200046M LG2 TGCAGCCGCTGTCGTCGCAGTGGCGGCCG
36.39 A D4 mab263186M LG2 TGCAGCCATCCTCGCTCGCACCACCG
36.39 A D4 mab182606M LG2 TGCAGTACGCGGGGCAGCTCTTGCACGCCATATTCGCCGCCGCCG
36.39 A D5 mab132576M LG2 TGCAGGCGACTAGGGCAAATCCTAGTGCGTCGCCTGTGAGACCTCCCACCCTCCTTATCCCCTATTCGC
36.39 A Cod mab1153 6M LG2 TGCAGTTCAACGCCTGCTCGTCCGTCCTCTGCTACTCCTACTACGTTCCG
36.39 A D4 mab230566M LG2 TGCAGGCACTTTTCGTGGGAGGTCTCCTTTCTGTTCGCACGGAAGGAGAAGGAAACCG
36.39 A D4 mab197016M LG2 TGCAGTTTGGGCATAGCCTCACTCATCGCCACAGAATCCG
36.39 A Cod mab1203 6M LG2 TGCAGTTTGGGCATAGCCTCACTCATCGCCACAGAATCCG
36.39 A D4 mab200066M LG2 TGCAGCCGAGCGCCCAAGATGACACACCTAGACAGTTCTCCG
36.39 A D4 mab218186M LG2 TGCAGGCGACTAGGATAAAACCCTAGTGCGTCGCCAGCGAGACCTCCCACCCTCCTTATCCCCTATTCG
36.39 A D4 mab229916M LG2 TGCAGGCGTGCAGTGCGGCCTACCTGGACAAGCCCG
36.39 A D4 mab240546M LG2 TGCAGGAGCGCCCTCTGCTTCTGCGCCTCCGTGGCGTCGCCTGGATTGCTCATCGCGGGTGGGTGGGGT
36.39 A D5 mab129756M LG2 TGCAGTGGTGGGCTCCCTTCTGGATCTGGCATGGTAGGGTGCGGGGTGTTGCGGGCGAGAGAGCTTCCT
36.39 A Cod mab1594 6M LG2 TGCAGATGTCAAGAGCAACGGCAAGAACGTCGACGCGACCACGGGCGCCGCCAAGGAGGACGGGAACCC
36.39 AB Cod mab272276M LG2 TGCAGTGTCGAGCTGCGAATTGGTTCCG
36.39 A Cod mab2262 6M LG2 TGCAGCGTAACGAGCGGGGAACAAGACGGGCCGTACCAGCTGGATTGGTACTGCTCGTGTCCTCTGGCT
36.39 A Cod mab3036 6M LG2 TGCAGCGCGGCGTAGCTGCTGCCGCTCATCTGGTCCCCGACGAACGCGCCGTGCGACGGCGTCACGTTG
36.39 AB Cod mab106236M LG2 TGCAGTCGTCGCTTCGGTCTCACGCGCTCGTGGCCTGGCCCCGTCGTCAGGTTCTGCCTGTCCCGCCTC
36.39 A D4 mab268116M LG2 TGCAGTCCAAGATTGGGACAAAGTATCCG
36.39 A D4 mab201456M LG2 TGCAGGGGGAACCTGCGAGGACGACCAGGCCACTCTTTTTTGATGAAGACAAAGAAGGAAGCATACCTG
36.39 A D4 mab280796M LG2 TGCAGCGGCCCCTGTGGCTCACCGACGAACTGCGTGGAGGGCTGCAAGTCCTCCG
44.37 S Cod mab3339 6M LG2 TGCAGATCCCTGCGAGAGCTCGAGAGAATCCACGCCCG
44.37 B D4 mab174116M LG2 TGCAGATCCCTGCGGGAGCTAGAGAGAATCCACGCCCG
44.37 A D5 mab7581 6M LG2 TGCAGATCCCTGCGAGAGCTCGAGAGAATCCACGCCCG
45.71 S Cod mab3057 6M LG2 TGCAGAAGAAAGCTCAGTCCAACCTCCAACGCGCCCAACTCCAACCCAGAATGGCCG
45.71 A D5 mab105086M LG2 TGCAGGAAGGCCACGTTGGGCTTGACTGCCCTCTCGAGGTGGGAGCCGAGGAAGCCGTAGTTGGATTTG
47.29 S Cod mab4298 6M LG2 TGCAGGGGGAAATCCCGGCCAGCCTGACGCGGATGCCG
47.29 B D4 mab232246M LG2 TGCAGCTCGTCGAGCGGCTCGACGCCATCGCCG
47.29 B D4 mab182726M LG2 TGCAGGGGGGGATCCCGGCAAGCCTGACGCGGATGCCG
47.29 A D5 mab114556M LG2 TGCAGAAAAAAGGAGAGTCAGTCATAGTACCG
47.29 A D5 mab155346M LG2 TGCAGTCCAGCTGATGGAGAGGGATGGGATGTGGGAGCCG
47.29 AB D5 mab126726M LG2 TGCAGTTCTTCACGAGCCTCTCCCCGCCTGTCGCGCCGCCGCCGCCGCCGCCGCCATGCTCCGCCTCCG
47.29 AB D5 mab127986M LG2 TGCAGCTCCATCTGCTCCTCCTCCTCCTCGTCGTCGTCGGAGGGCGGCGAGAGCGCCAGTCGTGCCGAC
47.29 A D5 mab7524 6M LG2 TGCAGGAAGCCAAGAACATGGTGCAGGACGTCGCCCG
47.29 AB D5 mab112896M LG2 TGCAGCTTTTGTGTGCCTGACCCCTGGGCTGTGAAGGTTTTCACCCG
47.29 A D5 mab7504 6M LG2 TGCAGGGGGAAATCCCGGCCAGCCTGACGCGGATGCCG
50.46 S Cod mab3058 6M LG2 TGCAGTTGCGTCTGATCTGGGTTGGGGTTCCGCTGGGCGGGCTGAGGCTCCCCATCTTGATCATGGCCG
50.46 B D4 mab173696M LG2 TGCAGTTACGCCTAATCTGGGTGGGCGTTCCGCTGGGCGGGGTGAGGCTCGCCATCTTGATCATGGCCG
50.46 B D4 mab180466M LG2 TGCAGCTAGGCGGCCCCAGCTGGGCGGTGCCGCTCGGCCACCG
50.46 A D5 mab6659 6M LG2 TGCAGGCCGCCTTCGCGGCCGCCGCGCTCGCCGTCATGGCGTCGACCGACGACTTCCCCTCCGTCACCA
51.13 S Cod mab4741 6M LG2 TGCAGGGAGCTTCCTGAACAACTTGTCGTCTTCCTAGTAGAGTGGCAGGCCTGTCTCCTCCG
51.13 A D5 mab8587 6M LG2 TGCAGGGAGCTTCCTGAACAACTTGTCGTCTTCCTAGTAGAGTGGCAGGCCTGTCTCCTCCG
51.13 A Cod mab282 6M LG2 TGCAGTTACGCCTAATCTGGGTGGGTGTTCCGCTGGGCGGGGTGAGGCTCGCCATCTTGATCATGGCCG
51.13 A D5 mab149716M LG2 TGCAGCTGGTTGTGGTTCTTGCCTTGGAACGGACCTTTACAGCTGAATGAATGGTGGCTCCG
51.13 A Cod mab4171 6M LG2 TGCAGCTAGGCGGGCCAAGCTGGGCGGTGCCGCTCGGCCACCG
51.13 A D5 mab8806 6M LG2 TGCAGAGGTCGGCGGTGTTGCCACCCTCCCCG
53.84 S Cod mab1125 6M LG2 TGCAGCTTCAGCCACACACCGCGGTCAGCGGTTCACACGCATTAAAAAGGCAGCCG
53.84 B D5 mab9609 6M LG2 TGCAGTCGCCTAATTGCCAGGCCCGCAGTTTTAATTCGCCG
53.84 B D5 mab7577 6M LG2 TGCAGATGGCATAAGCGGCCCCTCCCTTCTGCTATTCTTCGCCCACCG
53.84 B D5 mab8268 6M LG2 TGCAGCTCGGCCGCCTGCTCTGTTGCGCGTGAGCCG
53.84 B D5 mab113496M LG2 TGCAGCCGTGCATGGAAGGGAAGATGCGAGAGATACAGAGAGAGAACCAGAGGGTTTCCG
53.84 A D4 mab202836M LG2 TGCAGGCCACCGACCAGCGGCCAGGAGCTGCACGCATGCGTGTTGACCTCTTCGGGCCACCCCCGCGCT
53.84 A D4 mab236496M LG2 TGCAGCAAAGATGCCTTCCTTTGCCG
53.84 A D4 mab218466M LG2 TGCAGGAGGAGGTCCTCCGCGCCGCCCTGCTCGAGGTGGACCATCAGGAGGCGAGAGCGCGTGTGGGAG
53.84 A D4 mab269936M LG2 TGCAGTTATTGATATGCAGATGTGTTCGCGTGCCCTATCTCTCATCCG
53.84 A D4 mab174006M LG2 TGCAGATTGTACTCCTCCATGAGCAGCTTGCCCAACTTGGGGAGTAGGGTGCCCAACGCCCCCGTGGCA
53.84 A D4 mab203456M LG2 TGCAGCTCGATGGTGAGCATCGGCGACCTGCGCCGTAGACCATACATCATGCTCCTCCTCCTCCTAACT
53.84 A D4 mab264266M LG2 TGCAGGAGGGAGGGAGCGCCGCCTCGGCCG
53.84 A D4 mab244716M LG2 TGCAGGGCGCGTCGTACACGACGAGCATACCGAGCTTGAGATGCATGCACATGCAACAACCCTCTTCTT
53.84 A D4 mab210096M LG2 TGCAGGATCTACGGACGCGACGCACGCTACGGCCATCGATGCGGGATGAGGGCCG
53.84 A D4 mab252826M LG2 TGCAGAAGAGGGGGGGCTCGCCGACATCGGCATGGCACCCGAACCGAGGAGATGCCTACATGTTTACCG
53.84 A D4 mab185196M LG2 TGCAGCTCGGCGGCGACGTGGGCGGCGGCCGCCTCAGAACCGACCCG
53.84 A D4 mab268736M LG2 TGCAGCGGCGGTGACACGAACGCCG
53.84 A D4 mab210846M LG2 TGCAGCTGCTACAGTAGGTAAATGCGATGTACAAGAGATCTGGCCGCCG
53.84 A D4 mab251686M LG2 TGCAGAGTGCAGACACGTGCGTGTAGCGCTGTAGTGCGGCAGCGCGGCTGCAACTGGGGGCATGCTCCC
53.84 A D4 mab269836M LG2 TGCAGCCTGACGAGGACCTCGAGGAGGAGGTGCTGCACCTCATGGCAGGTGAGGAGCCCG
53.84 A D5 mab109726M LG2 TGCAGCACCATGGTCGACGGCCGCTGCCCCATGCACGTCCGCCTGCCGCTGGACGCGGCTGACGACCAC
53.84 AB D5 mab105746M LG2 TGCAGAGAAGACGGGGGAAGGGGGAGAGGTGAATCGGGGGAGCTACAACCATGGCAAGCGCCGACGAAC
53.84 AB D5 mab105056M LG2 TGCAGGAGAGAGAAGATGAGAGGGAGAGAGAGAAGGAAGGAGAGGAGGGAGAAAGTAGCTGGAGGTGCG
53.84 A D5 mab129126M LG2 TGCAGAATCCATCGAACACCTTGCGGACGGGCACGCAAGGAGTAGACCCAGCGGCAACAGCAACCGAGA
53.84 A D4 mab221686M LG2 TGCAGAGGCTCTACTTGTACGACAACTCCTTCTCCTGCAAATTACCTGCCAACCTAAGCTCCG
53.84 A D5 mab158866M LG2 TGCAGCATTTCGTCGAACAGGAGGCGGACGTGGTCGACCGAGCCACCAGACGCCGCAGCCGCGCGGATG
53.84 A D4 mab275096M LG2 TGCAGGCTCAGCACCACGGAGGAGCACGTGAGGTCGACGGTGGACATGATCACCGCGCTTCGCGCGCAC
53.84 A D4 mab245196M LG2 TGCAGGCTCCCTAGTCCATCTTCCGACGCAGCGTCCGTCGGCGCATCTCCATCTGGGTGCTCCTCGGGC
53.84 A D4 mab231386M LG2 TGCAGGAAGGTTAGGGTTCCCTATGGTCGGGGAGAGTGCTCCAACAAGCCCG
53.84 A D4 mab244026M LG2 TGCAGGTGGAAGCGTCTCTCAGCTGCGGCGATACGGTGGTGCCGCGCTCCAAGCAGGTGGCAAATCCGA
53.84 A D4 mab245596M LG2 TGCAGGCCCGCTGCGGATGTAAAGAGCGCCACGCCATGGATGTCATAATGGATGTGGGCGAGCATGGAA
53.84 A D4 mab243196M LG2 TGCAGTCGCCTCCGACCGGTACCGGTGTGTGTGTTAGACGTGTCAAGATACACACAACAACGAGATAAG
53.84 A D4 mab249606M LG2 TGCAGCCCATTGCTCGATCGGAGATAAGGCACGTATACTCGACGACGATCTTCATTGAATTTGATGAAC
53.84 A D4 mab212436M LG2 TGCAGCCAGCTTTAGTTTCAAATATATACCCACCCG
53.84 A D5 mab126786M LG2 TGCAGTGGGGCATATAGGTCTCATATCCTTATTTTTTCCTGGTTCAACTCTGCCACGTCTGAAACACTA
53.84 A D4 mab177696M LG2 TGCAGTGTAGGTCTGGTTGTCTCAGGAGATTTGTTATGGAAAAAAAAGGAGGACCG
53.84 A Cod mab5577 6M LG2 TGCAGGTCGACCAGCAGTGGTAGAGACGGACGGACAGGCGGAGCCAACGGTGACAGCTGATTAGCGGGC
53.84 A D4 mab172016M LG2 TGCAGGGGATACGTGTGAAACAACATGGGGGATTCGATGCTTCCCTGCCCTTTTCTCCG
53.84 A Cod mab4949 6M LG2 TGCAGCACCATGGTCGACGGCCGCTGCCCCATGCACGTCCGCCTGCCGCTGGACGCGGCTGACGACCAC
53.84 A D5 mab105476M LG2 TGCAGCAGTGAGTAGAACGCACGGGTGACAACAGCATCCAATACAAGACATGTCAAATGAGATGCCCGA
53.84 A D5 mab112006M LG2 TGCAGTCGCACCATGGACAGGCATGGTTCATGGTGGGGCCCCCTTCGCCG
53.84 A D4 mab172026M LG2 TGCAGGGGAGGCCGAGCCCAAGGCCACCTTGTCATGTTCGCCG
53.84 A Cod mab3059 6M LG2 TGCAGCTACAACAGATCGCAGACATCAGGTTCCAATGGCTGAAAATACACTCGTGTGATAATTGGTATA
53.84 A D4 mab190206M LG2 TGCAGGACGCGACACTAAACTCCAAGTGTTATTCCGCATCAGTGCATCATATTCTTCTTTCATTGCGTT
59.12 S Cod mab1152 6M LG2 TGCAGCCGAAGAAGCGCCATGGTGGAGCGGGACGAGGTGCGACGGGCACCG
59.12 A Cod mab1426 6M LG2 TGCAGGTGGAAGGCTAGGGAACCAACCGCGAGCTCCATGGCGCGGTGCAGCCAGACTTGGGCGCGCGCA
59.12 A D4 mab185276M LG2 TGCAGCTACGTTCGTAGAGCCCGCAGTTCCGCCCG
59.12 A D4 mab260476M LG2 TGCAGCCTAGCACTGCTCGCTTCCATAGCCACCG
59.12 A D5 mab7929 6M LG2 TGCAGCCCATTCCCAGCCCGACGGCCCACTGGTCAAGGGGACCG
59.12 AB D5 mab7933 6M LG2 TGCAGACGCCAGAGATGGAGAGGGTGCCG
59.12 AB D5 mab8135 6M LG2 TGCAGGTGGAAGGCTAGGGAACCATCCGCGAGCTCTATGGCGCGGTGCAGCCAGACTTGGGCGCGCGCA
60.46 S Cod mab4092 6M LG2 TGCAGGTCGTGGGGATCTCCCTGGCCAACTCCACGGTGCGGGTGGTGGACGGCGCGGGCCAGGTCAGGC
60.46 B Cod mab3934 6M LG2 TGCAGGTCGTGGGGATCTCCCTGGCCAACTCCACGGTGCGGGCGGTGGACGGCGCGGGCCAGGTCAAGC
61.13 S Cod mab263 6M LG2 TGCAGGGCTGGCGTCGCTGGGCGGGGGCGCGCTACAAGAAGGTCTTTGGCATACTTGACGGAATTATCG
61.13 B D4 mab226296M LG2 TGCAGTTTAGCTGGCACAGGCCGAAAGAGAGGCCCAAAAAGGGGCCG
61.13 B D4 mab173196M LG2 TGCAGCTGTGCCCACTCTGCCGCGCTCGGCTTGGCCGCCACCCG
61.13 B D4 mab227876M LG2 TGCAGTAGCGCGAGGAAAGAGACCG
62.02 S Cod mab587 6M LG2 TGCAGGTTGTGGCGCATACTCGCCTCCGACCCCG
62.02 A Cod mab300 6M LG2 TGCAGGTCGTCGAGGCTGATCCCCATGAGCCAGTCGTCGTTGCCCAGCTCCTGCACCTCCTCCTTGGGC
62.46 S Cod mab3497 6M LG2 TGCAGCAACCACGCCGTGCTCTGCGCCGCGGGCGCCG
62.46 B Cod mab3294 6M LG2 TGCAGGCCAAGGCCTCCGTGGAAGAAGGGATCCAGGAGGCGATCGACCG
62.46 B D5 mab6865 6M LG2 TGCAGGCCTTGAAGCAGGCCTCGGAACCTCTCCACGTTGCCGCCGAACTGCCCGTCCTTCAAAATCCTG
62.46 A Cod mab600 6M LG2 TGCAGTAGTACCTGCCCCTCTTCGGCTCCTCCAAGAACTTCTTCCG
62.46 A D4 mab167466M LG2 TGCAGGAGTGCGGGCTAGGTGTTTGCGATATTGCCAAGCTGTGCATCCGTGTGCCATGGATGCTCAGCA
62.46 A D4 mab183926M LG2 TGCAGGAGGCTGCTGGAGGATGCTGGGGATAGCTTGTGGAGCGGGCCGACGTCGAACACGGGCACGCCG
62.46 A D4 mab167456M LG2 TGCAGTAACACGATGTTGGGTTTGACAACCCTGTCGAGGTCGCTTCCCAGGAGATTGGGGCTGTGCTTG
62.46 A D4 mab209506M LG2 TGCAGGCTCCGACCGCGCGGCGCCCGACGCCATGAGCCGCCCGTCGCTCCG
62.46 A D4 mab273546M LG2 TGCAGTACTACCTGCCCCTCTTCGGCTCCTCCAAGAACTTCTTCCG
62.46 A D4 mab265736M LG2 TGCAGGCGGACGCTTGCTTCGTCTCCTCCGAGACCG
63.13 S Cod mab3060 6M LG2 TGCAGCCGCCTCCTCTCCGACCCCGCCTTCCGCCGCCGCTTCCGCATCGACCACCGCCGCAGCGCTCTC
63.13 B D5 mab154296M LG2 TGCAGGAATGGCAATGCGGTGCTGGTCGCCG
63.13 B D4 mab174176M LG2 TGCAGCCGCCTCCTCTCCGACCCCGCCTTCCGCCGCCGCTTCCGCATCCACCACCGCGGCAGCGCTCTC
63.13 B D4 mab267326M LG2 TGCAGTCCAAGTAGGAGAAGTAAAATGGGCAAAATCATGGTCAAGTGCTGTTTCCCGAATGCTTATTTA
63.13 B D4 mab267486M LG2 TGCAGCCACGGCAACACGCTCGCCGTGTCAAGCACCATTGTCTGGCCGCCGTCGCCGTCGCCGCCCCCG
63.13 B D4 mab234546M LG2 TGCAGCCGACTCCTCGTGAAGAAAAGTCAAACGGCCAACTGCCCACAGCCG
63.13 B D4 mab275926M LG2 TGCAGTACTACGCAATGGCTCCTTTGCTCGGGATCCTGTTGGAGCGGGTGGCGATGCACATGCCGAGAT
63.13 B D4 mab233556M LG2 TGCAGCGCCGACGACGCAATGACTCCTAAGAAGATGCGCAAGAGCGCGCTGCCG
63.13 B D4 mab271946M LG2 TGCAGAAGGCAGGCCCGCGGCTGATCTCGACAGGCCG
63.13 B D4 mab233126M LG2 TGCAGCGGCGGCGGTGCCACGGCAGCGACACCG
63.13 B D4 mab269456M LG2 TGCAGCCCATGGGAAGGACGGAGGAGGAGGCCATGGGTCATCGAGATGGCGGCCG
63.13 B D4 mab271686M LG2 TGCAGTTCTACGAGGCGGTGACCCAGGCCCG
63.13 B D4 mab235806M LG2 TGCAGCAGCACTTGAGCATAACTGTAGGACATACTGGATTGACTTTCCG
63.13 B D4 mab183256M LG2 TGCAGCAGCGACGGCAGTAGTAGCAAGCAGCAACAGCCG
63.13 B D4 mab263266M LG2 TGCAGCAACCATCCAGAATTTCGCCG
63.13 B D4 mab249846M LG2 TGCAGCCACGCCGAGCCGGGCTTCCCCGACTCCGATCGAACCGATGGGCTCCTCGCGCTCGGCCGCGAT
63.13 B D4 mab178076M LG2 TGCAGTGGCCAGTCTGACACTCACTGGTTCCGTACACGGCAGTCTGATCCTCGCCG
63.13 B D4 mab210236M LG2 TGCAGGAGGAACAAGCAGCCGCCGCTTCACAGTCGTCACCG
63.13 B D4 mab248936M LG2 TGCAGCGAGAAAGATGGGAAGTAGGTGCCTCGACGGCGACGGCGGTGAGGTCCATGGAGCGCGCTGATG
63.13 B D4 mab182096M LG2 TGCAGGCCTAGACCATAAAGGTCCAGTGTTTTCAGGTACCGAGAGGCAAGCGGCAGGTCGTCCG
63.13 B D4 mab173216M LG2 TGCAGCCCATTGGAAGGATCGAAGAGGAGGCCATGGGTCATCGAAGCTGGCGGCCG
63.13 B D4 mab198086M LG2 TGCAGGTCAACTATGCCGTCGCGCGAAGTTCACCG
63.13 B D4 mab264066M LG2 TGCAGCGCACGTCCTCCGTGGCTCGGCTCCG
63.13 B D5 mab6662 6M LG2 TGCAGCCGCCTCCTCTCCGACCCCGCCTTCCGCCGCCGCTTCCGCATCGACCACCGCCGCAGCGCTCTC
63.13 B D4 mab250746M LG2 TGCAGCACGACAACCATGGATTGCAGTCGCCCACCCACAGCACCGTCCAGGAGATCCCCCTTCTCCGAG
63.13 B D5 mab8114 6M LG2 TGCAGCTCGGCCGCCGTGGCGAGATCCACGCGGACGCAACCCCTGGTTTTGCAGCGCCAGCGGACGGGG
63.13 B D5 mab158756M LG2 TGCAGCCCAAGTCTTGTAGCACCAACTGATCAAGCTCACCG
63.13 B D4 mab280186M LG2 TGCAGGGACAAACCGTACGTACTGCCGTGTGCACGATGTCGCGATATTTGTCCG
63.13 B D5 mab157236M LG2 TGCAGTGCAGCACAAGCGACACCCGCATATCTCGCCG
63.13 A D4 mab173266M LG2 TGCAGATTGAATGCACTACTTAACTCTGTTGCAAAACCTCCTGATCTCTCCTTGGGTGCCG
63.13 A D4 mab204606M LG2 TGCAGATGATCTCAAAGTCTCTAATAGCACAGCCTGTACCAACACCAATACCAAACGGATAAGGGATGT
63.13 A D4 mab250796M LG2 TGCAGCACCGCGCGAACACGCTGCTGCCGAGGAACACGAGACGCGGGCGCGGACCAGCTGAAGAAGCTG
63.13 A Cod mab4970 6M LG2 TGCAGAAATTCCAAGCATCTCAGGTGAGATATGCAAAACGAAAACAGAACAAATTGGCACGTTGCCTCG
63.13 A D4 mab220056M LG2 TGCAGCGAGACCATGCTGCGCACCAACCCGCTGGAGACGAGCACATGCCCCGACGACGATCCTGATGAC
63.13 A D4 mab211956M LG2 TGCAGCCTTCTGCTGCTCGGCCTCTTGCCG
63.13 A Cod mab906 6M LG2 TGCAGAGGAGCCATGCGGACGGTGCCCG
63.13 A D4 mab199986M LG2 TGCAGCCTGCACGGCAGCAGCAGCAAAAGGGGTCGAACAGTCGGTCAGCCG
63.13 A D4 mab278546M LG2 TGCAGCTTCTGCTTCAGGGAGATCGCCGAGTTCGCGTTCAAGATGAGAGCGTACAGCCACGCGGACCGA
63.13 A Cod mab2489 6M LG2 TGCAGCGCGGAGTTCGAGGCGCAGGTGGCCAGGCTCGCCGACGTCCCTTGCTCCATCCCTCTTGACTCC
63.13 A D4 mab252366M LG2 TGCAGACGGCGGAGGCGCGGGGCAGGGAGGAGGGCTGCGGGGGCAGGCGGACGAGGATCTCGGGTAGCA
63.13 A Cod mab1311 6M LG2 TGCAGCTAGCAGCATTCAGTTGAGACGGTTCTTCGGTTAGCGATTGCTTTCAGCTGATACACCCCGTTT
63.13 A Cod mab1322 6M LG2 TGCAGCAGAGCTTGGTGATACCGCGATCATCTAGCCCGCACTCCCGCAGGAAGGCGGCGTTGGTCTTAA
63.13 AB Cod mab4207 6M LG2 TGCAGAGGCGAGCCCCACAAGGGGACGCTCGATTCCCCAGCTCCG
63.13 AB Cod mab2365 6M LG2 TGCAGGCGGAAAATTGGAGTTCTTCTGTAAGTTGGGGATTGACGGATTACCTGCAAGTGCCTGGGAGTG
63.13 A D4 mab245836M LG2 TGCAGGCAGAGCACAAAACATCATTACATTCCACATTTCCACATGATCGCAACCAAATGGCCCG
63.13 A D4 mab173286M LG2 TGCAGACCACCACCATCGGCGTCAACCTCCACGGGCCAAACGGTGGAGACGGCCGTGAGCATCATCGTG
63.13 A Cod mab1486 6M LG2 TGCAGAATGACACACGGCAGTTTCGAAGATCAAGACCTGTGAGTTCTTTTCACCG
63.13 A D4 mab173276M LG2 TGCAGGCTTGGCGTCGCATCTTCCTTGGGGAACGCGTCCACCCCTGTACCGCGAGGCACCCCGCCGTGG
63.13 A D4 mab246806M LG2 TGCAGCTTGCGCGCTCCTGTGCCACGGTGCCACCTCTGGAACGCGATGGGCGCTCCCGCACAGCGCAAC
63.13 A D4 mab200366M LG2 TGCAGCAGGGAGATCTCAAACTACATGGTCTACCTTTTGTTCGTGAATCCG
64.02 S Cod mab795 6M LG2 TGCAGCTTCTGCTTCAGGGAGATCGCCGAGTTCGCGTTCAAGATGAGGGCGTACAGCCACGCGGACCGA
64.02 B D5 mab156006M LG2 TGCAGTACTGCAAAAGGATCTCAACCCCGTCTCCG
64.02 B D5 mab104936M LG2 TGCAGGGATCGTCGCCAACATGGTGCCGTATCCGTGGTGGTATGGTGAGTGTCGTTATTATGGCATCTA
64.02 B D5 mab6876 6M LG2 TGCAGCAGATTCATCCACGTTATGCTCGCCGAGGCGCTGGCGACCAGCGAGTACGGCAGCTGGGAGGAT
64.02 B D5 mab6664 6M LG2 TGCAGCTTCTGCTTCAGGGAGATCGCGGAGTTCGCGTTCAAGATGAAGGCGTACAGCCACGCGGACCGA
64.02 B D5 mab152826M LG2 TGCAGGGAGGTCGCAGGCGATCCGTGCGCCG
64.02 B D5 mab9086 6M LG2 TGCAGCCTGCACGGCGGCAGCAGCAAAAGGGGTCGAACACTCTGTCAGCCG
64.02 B D5 mab9620 6M LG2 TGCAGGTGGGACACAGGACGACGGGATCGAGATCGTGCGGTCACGAGCCG
64.02 A D5 mab112016M LG2 TGCAGTCCTAAGATGATAGGCACATGAAGGTGCGGCCG
64.02 A D5 mab105636M LG2 TGCAGATAAGTGCCCCAAATCCCTTGATGCGTATGACACCTGCGAGGGGATCCAGAGACATAAGCCCGA
64.02 A D5 mab113806M LG2 TGCAGCAGCCTGGCTGCGCGGCGATGCAACCG
64.02 A Cod mab4116 6M LG2 TGCAGCGCCGATGGTCGCCTCGCTTGAATTTTCCATAGCCG
64.02 A D5 mab7484 6M LG2 TGCAGCCATCCCACTTACTCGGATCTCGCCG
64.02 AB D5 mab7433 6M LG2 TGCAGTGTGGGAGGAGTGGGGAGTCATGCCCGCGGCGTTGAAGTAGGTTGGCAAAGCTCGCCG
64.02 AB D5 mab153936M LG2 TGCAGGGCCTCGGCGTAGAGGAGGCTGGCCG
64.02 AB D5 mab127496M LG2 TGCAGGCGGGACACTGGGCGACTGTTGGCCCAGCAATGAGTTGCCACTGCGGCGGTGTGCCCCG
64.02 A D5 mab9685 6M LG2 TGCAGCCCTCCTGCATCCTGCCGCACTCGCATGCCGCATGCCTCTGCTCCATTCGCCG
64.02 AB D5 mab9677 6M LG2 TGCAGCCGTGCGAGGGGTTGCAGCGGCGAAGGCCTTCCG
64.02 A Cod mab1848 6M LG2 TGCAGACGCGGGAGGCGCGCGGGAGGGAGGAGGGCTGCGGGGAGAGGCGGAGGAGGATCTCGGAGACCA
64.02 A D5 mab105436M LG2 TGCAGCATCGACCGCAGCGAACTGATGCTGATGGCCGCGCCTGGACGCAGACAAGGACGAGAATAAGGG
64.02 AB D5 mab114356M LG2 TGCAGACGATGCTGCGGGCTCGTCTCCCG
64.02 AB D5 mab6636 6M LG2 TGCAGACACTGTACAACCTGGGGGCGAGGAAGTTCGCGGTGATCGACGTGGCGCCGCTCGGGTGCTGCC
64.02 AB D5 mab9672 6M LG2 TGCAGCGCCTTCTCAGACTCGCCTCGCCTCCCTTCTCTGCTCTGTCTTCTCGGATCTCCG
64.02 AB D5 mab114086M LG2 TGCAGATGGGCGGTTTCCAGCCGAGCGCCGTACTGCGCATGGAGCCG
64.02 AB D5 mab8576 6M LG2 TGCAGGTATCTAGAGTTGCATTCCAATGGTGGCTGAGAAGTAGAAATTTCCTGTGGAGTGCAGGTGTTG
64.02 AB D5 mab128676M LG2 TGCAGCAATGCACTGATTTCGATGACCGAATCTGTCGCTACAGCGGACCACGCTGCATGCACCACCGAG
64.02 AB D5 mab8750 6M LG2 TGCAGGTCATTCTCCTCATCACGGCGGAGATCCGTCCGCTCGTAGACTCCG
64.02 AB D5 mab6349 6M LG2 TGCAGACAAAACAACAGACGTGAAGGGAGGGTGGAAGCATGACGGCCCTCTTCTTCGCCTGGGGACGCC
64.02 A Cod mab3836 6M LG2 TGCAGCATGCACACCATGAAAACATGCCTAATTTCCG
64.02 A Cod mab3362 6M LG2 TGCAGATCTACGGCAACAACACGCCG
64.02 A D5 mab105606M LG2 TGCAGATTCTTTCATGTCCATTGTGACATTTTGAGTAAGATAGATGCATGTCCAGCAACAAAATACAGT
64.02 A Cod mab5574 6M LG2 TGCAGCTGGTCGGTTGTTCGCATGGTGCGGGTGAGCCTGCGCCCTTCATCGTCCGTCACCACCAGCGTG
64.02 A D5 mab113316M LG2 TGCAGCGCGCACCGCCATGCCGACGCACACGTGTGCCTCTTTGATTATAAGGCAGCCG
64.02 A D5 mab113626M LG2 TGCAGCCAGCCCCTCTGGCTAAAAAAAAACCG
64.02 A D5 mab113726M LG2 TGCAGCAGGTGGCCGTGGCCCACCACCG
64.02 A Cod mab268 6M LG2 TGCAGATTGAATGCACTACTTAACTCTGTTGCAAAACCTCCTGATCTCTCCTTGGGTGCCG
64.02 AB Cod mab3488 6M LG2 TGCAGCCTGCACGGCGGCAGCAGCAAAAGGGGTCGAACACTCTGTCAGCCG
64.02 A Cod mab821 6M LG2 TGCAGCACCAAAACACAGCGCCGCGTGCGCGATCTCAAACCGAGATCGATCGACGATGGCATCGGAGCC
64.02 A D5 mab8580 6M LG2 TGCAGGGTCAACAGTTGCATGGACGGTGTTGGAGAATGTCCCACGGGTCTCGTACCTTCCATTTCTGTT
64.02 A D5 mab111006M LG2 TGCAGAAATTCCAAGCATCTCAGGTGAGATATGCAAAACGAAAACAGAACAAATTGGCACGTTGCCTCG
64.02 A D5 mab7238 6M LG2 TGCAGGGGCTTACCCAGGTTCACCTACCCG
64.02 A D5 mab127466M LG2 TGCAGGCTAAATACACATGAGTCGGAACAAACCGTTTTCCATTTTGCGATTTCTTAGGATACCCAAACG
64.02 A Cod mab302 6M LG2 TGCAGCATTTCGTAAGAACAAAGGCTGCGGCATTTCATCAAACAGGACGCGGGCAAGGTTGAGCTGGTC
64.02 A D5 mab9579 6M LG2 TGCAGACCCGCGGGGCCTCGGCCAGGACGTGCGGCGGGAGACGCCG
64.02 A D5 mab9197 6M LG2 TGCAGGGGAGCCATGCGAACGGTGCCCG
64.02 A D5 mab113356M LG2 TGCAGCGCACGACCCTCCGTTCCCGCGCAAAACCTTCTCTCTTCTCTCCG
67.66 S Cod mab3617 6M LG2 TGCAGCAGCTTGGTGGTGTCGATGGCGCCAAGCTTCTCGATGTAGATCGGCCG
67.66 B Cod mab2196 6M LG2 TGCAGAGAAACGGCCGCGCGGGCGAGCGGCGGCTGCGGAGCTCGCGTGTGGGGTGGGGCTCGGGCGCGG
67.66 B D4 mab273396M LG2 TGCAGCTGTACTGCGCGCCATATGATGAGCCCAGCTAGGCTCATCCG
67.66 B D4 mab242406M LG2 TGCAGTGTGGTCGCCGCCGTCGCGCCCGTGACATATCCAGCGGAGTCCTCGGCCCCCTCTTCTTTTCCC
67.66 B D4 mab204816M LG2 TGCAGAGAAACGGCCGCGCGGGCGAGCGGCGGCTGCGGAGCTCGCGTGTGGGGTGGGGCTCGGGCGCGG
68.55 S Cod mab657 6M LG2 TGCAGACGAAGCGTGATGCGTTCGTGGCAGGCCTCGTCGACGACCACAGACAGAGGCGCAGCAACGCCG
68.55 B D5 mab127946M LG2 TGCAGCTCCGCTCGCGGACGATGACCTCCCGCCCCTCGGCCAACCTGCGCCTGGGCCACCCG
68.55 B D5 mab105256M LG2 TGCAGCGTCTTGAGGGAACTGCGGCTGTGGCGGTTCACAGTAGCGTAGTAGCATCGGCGAGAGGAGGCT
68.55 B D5 mab8755 6M LG2 TGCAGGGGCGGTTGCAGCTTCTTGCTAGATGGACGCAGCATCCG
68.55 B D5 mab8933 6M LG2 TGCAGGCGAGGCGGCTCAGAAGTGGACAACGGAGGCGGCCG
68.55 B D5 mab111746M LG2 TGCAGTTGGTTGGCTGGTTACTTTTCGCCGTGCCCAACTCGTTTTCGCGCCG
68.55 B D5 mab8757 6M LG2 TGCAGGGAGTTGCAACCTCAATTCCG
68.55 B D5 mab112656M LG2 TGCAGGCATCAGGTGAAAAATGAACTGCATGCATGTCCG
68.55 B D4 mab243406M LG2 TGCAGTATAAACTGCAAAATGTTCCAGCACTATTATTTTGTTCCACTCGCAGCATATAATTGGTAAAAA
68.55 B D4 mab176026M LG2 TGCAGCTTCGAGTCCCAGGACGAGGAGGACAACGTCGACTACGAGGACGAGGACGAGGAGCACCGAGAT
68.55 B D4 mab195986M LG2 TGCAGACGAAGCGTGATGCGTTCGTGGCAGGCCTCGTCGACGACCACAGACAGAGGCGCAGCAACGCCG
68.55 B D4 mab235856M LG2 TGCAGCAGCAAGCGGCGGTCGCGCATGGCTAGCTAGCTCCG
68.55 B D4 mab200716M LG2 TGCAGCAAACAGGCTAGCAGACGCCG
68.55 B D4 mab203626M LG2 TGCAGCGGTGGCGAATGCGGGAGGCAACGACCAGGTCCTGGTGGGTGGTGGGAGAAGGTCCGACGGAGG
68.55 B D5 mab114116M LG2 TGCAGATCGTTTCCACAATTGCCGTCGCCG
68.55 B D5 mab9729 6M LG2 TGCAGAAGGCGAGGGACGAGATAGACGCCAACGTCAGCGCGGGGCGGCTGGTCCG
68.55 B D5 mab139846M LG2 TGCAGACGAAGCGTGATGCGTTCGTCGCGGGCCTCGTCGACGACCACAGACGGAGGCGCGGCAACGCCG
68.55 B D5 mab151296M LG2 TGCAGCGTAAGCTCCTACAGTCGAGGATTCCCCG
68.55 B D5 mab112066M LG2 TGCAGTCATATGATCATTGCATCTGGGACTACATCTACCATACAAGGCCTCCG
68.55 B D5 mab159966M LG2 TGCAGCTCCACCATCCACCATATCCCAGGGAGCGGGTCAGCCAGAACCTTGGCCTGCCGTTGGGTGCGC
68.55 B D5 mab158946M LG2 TGCAGCGCCAACAGCTCGTCGATGACGCTGGTCGTGTCTCCGTCGCCGCCG
68.55 A D5 mab108776M LG2 TGCAGTGATTGGAATCAAATTCAAAATAAAGGATTGCGGTCCTATCAACGAAACAGTCTATAAACCGAG
68.55 A Cod mab1572 6M LG2 TGCAGTCCAAAAGCTGGAGCCTGTAACCCCCG
68.55 A D5 mab9730 6M LG2 TGCAGAAGACATTCTCAAGTGGAGCGGCAGGGTTGCACCG
68.55 A D5 mab113246M LG2 TGCAGCGGCGCGTCGTCCCGTCCCG
68.55 A D5 mab113166M LG2 TGCAGCGTCCACATTAATCTTCGCCATCCCAGCCG
69.67 S Cod mab887 6M LG2 TGCAGACGGAGACGGAGGAGGAGACGGAGGACGCTGCTGATGATGGCGGCGAGGGCGGCCGCGCCGAGA
69.67 B D5 mab9648 6M LG2 TGCAGGAGGGACGCCGCGGCGGCAGTAGGCAGAAGCAGGCCACACATCCG
69.67 A D4 mab232666M LG2 TGCAGCTACCACCGTAAGATGTGCCGCCATGCGCCGCCTCGCCG
69.67 A Cod mab647 6M LG2 TGCAGCTTTGAAGAGGCCAAATGAGATGCTACCTCGAGAAATCTCGGGCGAGCCG
69.67 A D5 mab9728 6M LG2 TGCAGAAGTGACTGACACGCGGCCG
69.67 AB D5 mab157816M LG2 TGCAGCTCCTGCGAGGCATCGCAAAAGTAGGCACGATCAAGCGCCG
69.67 AB D5 mab8978 6M LG2 TGCAGCTTCGAAGAGGCCAAATGAGATGTTACCTCGAGAAATCTCGGGCGAGCCG
69.67 AB D5 mab113216M LG2 TGCAGCGGGCGCTGCGTGCGAGCAGGGGAAGGCGACGGGCGTGCGAGGCGGTGGCCTCCG
69.67 A D5 mab112196M LG2 TGCAGGTTCGTTCTCTCCATGGACTCCGCCTAGCCACGACGATGTCCTTCCCG
69.67 AB D5 mab8635 6M LG2 TGCAGCTAGCGGCAGCAGCAAAGTGAAGTAGTAGCAGTTCAGCGACAACAGCAATTTGCAAAAACAGAG
69.67 A D5 mab129166M LG2 TGCAGAAGTGACTGACACGCGGCCGGCAACAGTGGTGTGTTGTACGTGAGATTCAGCAGCCTGACGTGC
69.67 A Cod mab1698 6M LG2 TGCAGGTAGAGCTTGCGGGTGCGCCCCCGACCG
69.67 A D4 mab200526M LG2 TGCAGCAGAGGACCAGCCCACGGCGTAGCGGAGGTGACCCG
69.67 A Cod mab2513 6M LG2 TGCAGTCTGCAAAGTCGGATCCTCCTTTTTCTTTTCTTTTTTCTTTCTTTTTTTTAGTCAGCCG
69.67 A D4 mab199066M LG2 TGCAGCTTTGAAGAGGCCAAATGAGATGCTACCTCGAGAAATCTCGGGCGAGCCG
69.67 A D5 mab154506M LG2 TGCAGGTACTAGACTTCTCAAACAACAATCTCACCG
69.67 A D4 mab214336M LG2 TGCAGACTGCATGCATGATCATCAAACGCCG
69.67 A D5 mab142866M LG2 TGCAGTACCTTAACCTCTCCCACAACTTGCTGTCTGGTGGTCTGCCG
69.67 A D5 mab128766M LG2 TGCAGATGGGGCCCGCCCTTCGTCTCCAACCTCCGCTCGTTCCGCTCGGATAGAGCACGCGCGCGTGCT
69.67 A D4 mab218566M LG2 TGCAGGAGCCACGTGCGGGGTATGGCCACGATGCACGGCTTGAGAAGGGGCTGATGCCCACGATGCCGA
69.67 A D4 mab198556M LG2 TGCAGGCGCGCGGGGCACAGCCGATCCGCCG
69.67 A D5 mab6670 6M LG2 TGCAGGCGGTATGCAGCTCTGCTATCCCGTGGTTCCAACTCTGACGGGTCACGGTCCTGGCTTTGCTCA
69.67 A D4 mab228636M LG2 TGCAGGTCTCCCTCACGTTCGCGCCCTATTAATGTCCATTACTACGACGGCATCCG
69.67 A D4 mab183526M LG2 TGCAGACCCTGGTCCCCGAGGTCGAGCGGTACGTTGAGCCG
69.67 A D4 mab280066M LG2 TGCAGTGAAAAGAGCTGTGCTGCTGGCGACAACTGCAAAGGTGTAACGCAGGGCACAAGGTGCAGCGAC
69.67 A D5 mab104826M LG2 TGCAGGTCTCCCTCACGTTCGCGCCCTATTAATGTCCATTACTACGACGGCATCCAGTACCG
69.67 A D4 mab247166M LG2 TGCAGCTGGCTCATGGGATGCCAGAGCGAGCGCCGCGGCAAGCGGCGCCACTCGTGCGATAACGGTTGT
72.38 S Cod mab799 6M LG2 TGCAGCAGTACCAGAGTGAATGAGGGTGGCGTCTGCCCGACATGAGTTTTTAATGCCTCCG
72.38 B D5 mab6974 6M LG2 TGCAGATGATGAGGAGAAGAACGAGAGGAGCAACCAAGTTAACGGGGAGAGGGAGCACGATAAGGAAGT
72.38 B D5 mab8742 6M LG2 TGCAGTGTGTATGTGGGAAGCAACTCACATCCATGGACCTCGCGGCGCGCAGACCCG
72.38 B Cod mab574 6M LG2 TGCAGCTGGATGGCGTCGTCGCCTCCCCGCGAGATGGGCGCCG
72.38 A Cod mab1147 6M LG2 TGCAGATCGCCGCCACCTCCTCCGCGACCAAGAAAAAGCGCCG
72.38 A Cod mab5325 6M LG2 TGCAGCATGAAAAAGTAGTGGTACGTCGGTTCTGCGGTGCCAGAACGCCGCCTGGTACGCCCACCTCAG
72.38 A Cod mab4435 6M LG2 TGCAGCCACCCAGACGGCGGCTCCGCCGTCCCCTCGACCTCGTTCGTAGCCG
72.38 A Cod mab4203 6M LG2 TGCAGGCTAATAAATCTTGGCACCGATCTAGCTATGAATGGATGTATCGGTGTCGATCGATTACCTGGT
72.38 A D5 mab113606M LG2 TGCAGCCCAGCCTTCGCCAGCATCGCAAGCGCGCCGCCACCG
72.38 AB D5 mab107226M LG2 TGCAGGCTAATAAATCTTGGCACCGATCTAGCTATGAATGGATGTATCGGTGTCGATCGATTACCTGGT
72.38 AB D5 mab158316M LG2 TGCAGCTCATGCCGCCATCGTGCCACGCAGCGCCGCGCTCACCGCCG
72.38 AB D5 mab7181 6M LG2 TGCAGGTCCAGCTCCCACAATCTCTGTGTTCTTCTACTTTCCTCAGCATGTGTCTGTACTCTGTACGCT
72.38 AB D5 mab9435 6M LG2 TGCAGCTCACCATAGGCCTATGCAGCAGCGACAACCGTGGCGGGGAGGAGTTCAGGCCGTCGTCCCTTC
72.38 AB D5 mab9655 6M LG2 TGCAGCTTGGACAACGCCCCGCACACCG
72.38 AB D5 mab6414 6M LG2 TGCAGTTTCCTCTTCGGTAATAAGACACCGTTGACTTTGAATCGATGAACCCTTGAATCAAAACAAATA
72.38 AB D5 mab8803 6M LG2 TGCAGATCGCCGCGCCGACGGCCGTGCCG
73.05 S Cod mab831 6M LG2 TGCAGCGGCACGTCTCCTCCTCCCTCCTCTTCCG
73.05 B D5 mab114216M LG2 TGCAGAGGAGATCGGCCTCCCGATGGGCGCGGATCCTCGGATTACAGGCGGAGGCGGCCG
73.05 B D5 mab114286M LG2 TGCAGAGAGGAAAAGTGTGAGCGCACCTGAGGGGGTGGAGATCCG
73.05 B D5 mab113386M LG2 TGCAGCGAGCCATGGGGCACCGCCTGGGTCGCTGCCAAGCTCCTCTCCCGCCGCGCCG
73.05 B D5 mab127706M LG2 TGCAGGAGAGAGAGAAGATGAGAGGGAGATGGAGATGGAAGGAGAGGAGGGAGAAATAGAAAGGAAAGA
73.05 B D5 mab9658 6M LG2 TGCAGCTTCTCTTCGAGGAAACCGAGGATGGTGCCCCG
73.05 B D5 mab113266M LG2 TGCAGCGGCGATTGGTACGGCGGCGTGATCCG
73.05 B D5 mab9725 6M LG2 TGCAGACCCCAGTGGATTGCAGCTCGAGGAGTCCG
73.05 B D5 mab160216M LG2 TGCAGCTCCGTCCGCGAGCTCGTGCAACCATGGCCGCCACAGGAGCCTCGCGCCCGACCCCCTCGCTGA
73.05 B D5 mab7161 6M LG2 TGCAGAGGACGAGCCCCGCGCAGTAAGCGGCCAAGTAACATGCGCCTTGCTGTGAGGGGTCCTTGGTTA
73.05 B D5 mab105516M LG2 TGCAGCACGGGCGGCGGCATGGGGCGGAGGAGGCCTCTGGCGTTGGCCGGGACGGACAGGATGGAGGAG
73.05 B D5 mab6675 6M LG2 TGCAGGTGGCCGCGCTCGTGCTGGAGTCCTTCGTCTACCACGGCGACGTCCTCCTCATCTGGAGAGAGG
73.05 B D5 mab9530 6M LG2 TGCAGCAACAGCAACGACCCCGCCGTCTTCTCCCTCGGGTGGCGCGCCACCAAACTCCCCAGCAGCCAC
73.05 B D5 mab113876M LG2 TGCAGCAGAAGCGGGGGCGACGGCTCACGAAAACTTCTCCATCCCCG
73.05 B D5 mab111816M LG2 TGCAGTTCGAGGTGGGGCGTCGCGGCGACCG
73.05 B D5 mab105106M LG2 TGCAGCTTCCTCTCCTTCCTCGCCGTCCTCACCTGTTGTTGCTTCGACACCACAAGCTGACTCGTCTCA
73.05 B D5 mab9704 6M LG2 TGCAGCAAGTTGGACGCCTCTCCGACAAGCCAATAGCTCCGCGTGCTCCG
73.05 B D5 mab128806M LG2 TGCAGATCCCCAGCAAAAATTAGTCGCTGATTCCAGCAAAAATCATCCATAGTTCCAACAAAAAACGCC
73.05 B D5 mab128276M LG2 TGCAGCGCTGGGCGTACGTACTGTACGTATGCCTGTACGCCCGCCACCCCATGCTGACCACGCACTCGT
73.05 B D5 mab9651 6M LG2 TGCAGGAATCACGTCGTCAACCTCATCCAGGGCCGCCCGATGCTCAAGCCGCCGCCGCCG
73.05 B D5 mab129116M LG2 TGCAGAATTGCCCCGACACCTAGATCACAAGCATCTGTCTTGACAATGAACGGCTGAGAAAAGTTGGGC
73.05 B D5 mab104666M LG2 TGCAGTTTCTTTTCGCTATGGACGTCGACCGCCCCTATGAGTCGCTGACGGGCCATCGCACCAGCACGT
73.05 B D5 mab128886M LG2 TGCAGAGGCTGCGGTGCTTCGACCAGGTGTCCGCTGCTGCGAGGCTGGCTTGTTATGCTTTGAGCTGCT
73.05 B D5 mab9251 6M LG2 TGCAGGGGAGGAATGGATGGGCGCTCTGGCCACGGTCGTGATCGATCTCGCTGGCCATGGCTCGATCTG
73.05 B Cod mab4685 6M LG2 TGCAGTTGGGCGGACGTGGACTTGAAAATCGCTTTGACTTTGGATGTTCGGCTCGTCCATATTCCATCC
73.05 B Cod mab1619 6M LG2 TGCAGTCCAACGAAGCTCGGCTTAGCTCAGTTCACCAATCTAATTCTTTTGGAGATACCG
73.05 B Cod mab1460 6M LG2 TGCAGACGTTGCTCTTCTCGCGCGCCACCATCCCTCTGCTGCCTCACCG
73.05 B Cod mab3673 6M LG2 TGCAGCTTCGCGGGCAAGGAACTCTGCGATGCTGATCCTCTCGAGGGAGCCACGCACCTCGCCAATCTC
73.05 B Cod mab3382 6M LG2 TGCAGACTGTGTGCAAGTCCACGTGGGCCCCGTGCCGTACTGTCCG
73.05 B Cod mab3382 6M LG2 TGCAGACTGTGTGCAAGTCCACGTGGGCCCCGTGCCGTACTGTCCG
73.05 B D5 mab127516M LG2 TGCAGGCGCGCGCGTGCACGACGTGCGGAAGACCAGCGCGGCAGGTGGCCAGGGCAGAGGGATGTCGGC
73.05 B D5 mab8045 6M LG2 TGCAGCTCTCCGCCTCCTCTTCGGAGGTCGCCTCTCCATCCTCCACGGCTCCG
73.05 B D5 mab112396M LG2 TGCAGGGGCGCGTCACGGGGTACCAGACAACTCGGAGAGCAGCAGAAGCGGGGGCGACCCG
73.05 B D5 mab127686M LG2 TGCAGGAGATGTAGCGAGGGAGAGGGACGCGGCGCGCACGAGCTAGGAGAGGGGTCGGCGGCGCAGCAG
73.05 B D5 mab113986M LG2 TGCAGCAAGAAGGCGAAGCAGAGGAGGTCGAGGTCGCGCACGGGGAGGCTAGACGCCG
73.05 B D5 mab113336M LG2 TGCAGCGCCGAGCGCACAAGATAGCCGAGATGAGCGACCG
73.05 B D5 mab148686M LG2 TGCAGGTCTAGCCCAACCCTGACACGGTCGACGTCAAGCGCACCCCGACGCAGCGTCCTCCGTACTGCC
73.05 B D5 mab113536M LG2 TGCAGCCGCACCGCCCCGCGCTCATCCCGTTCGCCAGAATCGCCACAACCAATGCTGCCG
73.05 B D5 mab8273 6M LG2 TGCAGCCAACTGCGCCTCCCCAGCACCCG
73.05 B D5 mab128226M LG2 TGCAGCGGCAGCGGCGGCGGAGCAGAGCGTCTGTTTGCTACCCCTTCCTTCCCTGCGTTGGCCCGAGAT
73.05 B D5 mab113746M LG2 TGCAGCAGGGGCAGGTGGCTGCGCGGGGTGCGACCGTTGACTTCACCG
73.05 B D5 mab127736M LG2 TGCAGGACGAGCGGCAGACAGCCCCCCGCCGCTGCCCAGCCAGATCTGGGCCACACGCCTGCGGCCAGC
73.05 B D5 mab9671 6M LG2 TGCAGCGCGCTAGGCAGGGCTGGCGGAGCGGCCAAGATGGGGCGCCG
73.05 B D5 mab127136M LG2 TGCAGGTTGCGCGTGAGTACGTGAACTTCATGATGAGTCTTACAAACCTGGCGGCCGAGACCG
73.05 B D5 mab7436 6M LG2 TGCAGTGCGCTGGATTGCTTACGGAACTCCTTGAGGAGGGTGGTCGTGCAGGTCGACGTGGACGCGCTC
73.05 B D5 mab7866 6M LG2 TGCAGCGGGGCGCTTGTCTGTTGCGCGGCTCGGGCATGAGGAGGGATCAGGCGATCGAGGGCGCAGGGG
73.05 B D5 mab128106M LG2 TGCAGCGTGGGCAGAGTCGGCGGCCGAGTGGCGGGACTCGGGCAAGGAGCGCGCGGGATGGAGGCGGAG
73.05 B D5 mab128166M LG2 TGCAGCGGGAGGTGGGGCGAGGTGGTGGTGTCGACGTGGATTCGCGTGCAGCCAAACTTGACCG
73.05 B D5 mab152566M LG2 TGCAGCCGAGACGAGCTCCAGCTCGACGCTCGAGCTCCG
73.05 B D5 mab7075 6M LG2 TGCAGCGACAGCATGCTGCGCCACAACCCGCTGGCGGCCGCCCCCGACGACCCCGACGCCCTCGTCACC
73.05 B D5 mab9723 6M LG2 TGCAGACGAGTGTGGTGCGGTGATGGACGGTTTAACAGGCGCGTCCAGGACAATCCG
73.05 B D5 mab151096M LG2 TGCAGATGGCGAGGGGATGTGGGCGGCCG
73.05 B D5 mab128406M LG2 TGCAGCCCGTTGCTTGATTGGTGGAGGGACGCGTGTACTCAAAACGATCTTCACGAATTCGGTGCAGAT
73.05 B D5 mab105136M LG2 TGCAGCTGTCCGCCCAGCCTTCTGCTGCTGCTTCGTGTCGCTGCTGCCCTCACCGCATCCTAGCAGCCC
73.05 B D5 mab154986M LG2 TGCAGGTTGCCGCTTTGGTGATGATTGTCACTTCATCCATGACATCCCG
73.05 B D5 mab128016M LG2 TGCAGCTCAAGGCGAATGCTCGGTGACGGTTTAATGCATCGGGTGGTTTGTGTTTCCGCTGGAAATGGC
73.05 B D5 mab111726M LG2 TGCAGTTTACACGCGCGCGAGGTAACATGGAAAATAGCGCAGGTTGGAGGGCCATGCCG
73.05 B D5 mab128256M LG2 TGCAGCGGCAGCACCTGGCGCGTGGTGAAGGCGGCGATGAGGTCCGTCCCAGTAAGCCCCTCGCACGCC
73.05 B D5 mab128246M LG2 TGCAGCGGCAGCAGTAGCGAGCAGGCGCGGTGGCGGGGCTAGCTACGACAGCAAAAATGGAGGGGGCAG
73.05 B D5 mab105186M LG2 TGCAGCTCTCCTGCCGCATCAGGACGCAGGAACAACCCAGACATAGCAAAGAACAAGGATCATGCGGTG
73.05 B D5 mab7498 6M LG2 TGCAGGTGGAGCATGGCCAGGCAGCGCACGATCTCCACGCCCCGCAGCCTCTCGCCG
73.05 B D5 mab144096M LG2 TGCAGCTCGGAGGCGCCGCGGCTCTCTCTGCATCACGGCGGCCCG
73.05 B D5 mab128346M LG2 TGCAGCGAACGGCGATTCACACCACCCACGGCGGCCAAGCGGGGACGCGGCCATGGCAAAGCGGCCCAT
73.05 A D4 mab199936M LG2 TGCAGCCTTGCGCAAGGCGGCAGAGGCGAGGTGGTCGCCG
73.05 A D4 mab198696M LG2 TGCAGGCCACAACGACCCACAGGGCCG
73.05 A D4 mab229866M LG2 TGCAGGCTAGCCGACGAGTTGCAACAACTGGTGAAGCACATGGGGGCTCGCCG
73.05 A D4 mab200686M LG2 TGCAGCAACAGCAACGACCCCGCCGTCTACTCCCCCCG
73.05 A D4 mab208656M LG2 TGCAGGTGTGCAAAAGGCAGCTCGGGAAGACGTGTGGTTGCCG
73.05 A D5 mab6627 6M LG2 TGCAGGCGACCCCTGGCTGGGCGTGGGAGCGCCCTTAGCGGCGGCGGCGGCGACCATGACGATGAGCTT
73.05 A D4 mab219096M LG2 TGCAGCTGGCTACGCCGCATCGTCGGCGGCGTCTCAGTCGGAGCTCTCCTGCTTTTAGCCGAAGGCCAC
73.05 A D4 mab176956M LG2 TGCAGTTGCTGACGAAGGTGATGAAGCACAGCGCCCG
73.05 A D4 mab186216M LG2 TGCAGGTAGTGCAGGTTCGTCAGGTCATCCTCCGTCACCTTGTCGTGGCCCGCGAGCTCTCTCCGAGAT
73.05 A D4 mab214066M LG2 TGCAGAGCTCGAGGAGGCGCAGGGGACGACCACGGAGCATGACAGGCCG
73.05 A D4 mab190246M LG2 TGCAGGAACTGCTGCTGCGTTCTGGAGCTTCTCATCGCTTGCTGCGTGTGCGCCTGCCCGTGCATGGCC
73.05 A D4 mab209596M LG2 TGCAGGCGGCCCTCCGACGCAAGCAGGACGGCGGGGAGGTCCG
73.05 A D4 mab181966M LG2 TGCAGTGGCAGCGCATGGTCGACGACATGCGCGCCCTCGGCAAGCTCAACAGCTGCGTGACCGTGTGCG
73.05 A D4 mab208926M LG2 TGCAGGTCAGCACGGCCTCTTGCCTCAGGGTGGACACGGTTCGGGCCG
73.05 A D4 mab228786M LG2 TGCAGGTCCATGTGGCGGCTCTGGGCGTGGATGGTGGAGGCCG
73.05 A D4 mab228996M LG2 TGCAGGGTGGCTCAGCGGGTGTCTGGGTACCATCTTTACCG
73.05 A D5 mab156516M LG2 TGCAGAAGCATGGACCTTACGAAGGCCCCG
73.05 A D4 mab232506M LG2 TGCAGCTCAACAATAGCTTGGGGCCGCGAGCCCG
73.05 A D4 mab260496M LG2 TGCAGAGCTGTCATCGGAGGTTTCCATTTCCCCG
73.05 A D4 mab273476M LG2 TGCAGGAGGAGGCGCCGCGATCCCGTTTAGGAGACGCCG
73.05 A D4 mab231106M LG2 TGCAGGAGCAGGCAAGTCGAAAGCGCCG
73.05 A D4 mab212856M LG2 TGCAGCAGCTGCAAGGAAGCTTCCTGTTTCGTCGCGAGCCACAAAACCCCAGGCGCCG
73.05 A Cod mab5627 6M LG2 TGCAGCGGCAGGTGACGGACCGATGGACGGACGGGTGAGAGGATCGAAATGGGTTCGACCTTCGGCGCC
73.05 A D4 mab250326M LG2 TGCAGCAGGCTTAGTCAGCGGCTGATTTGTTTCTGGCCATGAAAAAGAAAATGCCAGCACGGGGCAACG
73.05 A D4 mab249496M LG2 TGCAGCCCGTTGCTTGATTGGTGGAGGGACGCGTGTACTCGAAAACGATCTTCACGAATTCGGTGCAGA
73.05 A D4 mab176766M LG2 TGCAGTTGTGGATGCGCGCCATGCGAGGCAAATCCGCAGCTATGGATGTGTGCCCG
73.05 A D4 mab178976M LG2 TGCAGTCGGAGGTGCGCTACGCCCG
73.05 A D4 mab185246M LG2 TGCAGCTCCACCGCCGAGGCACGCTGCTGCGCATGCGAGCTCATGCCG
73.05 A D4 mab191986M LG2 TGCAGGCCTTGCCTCACTCCGACGAGTCGTCGTCTATGCGTTGACCG
73.05 A D4 mab192666M LG2 TGCAGCGGTGACAAATCCGAGCCG
73.05 A Cod mab952 6M LG2 TGCAGCTTCGACGGAGACGCCGCACCACATGGCAAAGGGGAACGGCCGAATGACCG
73.05 A D4 mab214596M LG2 TGCAGACACGCATCCACTGGAGCCG
73.05 A D4 mab210206M LG2 TGCAGGAGGCACGCGGGCGCGCAGGGAGTGGCCG
73.05 A Cod mab1677 6M LG2 TGCAGTCTGTTGCCGCGCGTGCGTCAAGCCGACCGCAGATGCATCTGCCGCTGCGAGCCGCCCG
73.05 AB Cod mab113596M LG2 TGCAGCCCCGCGCCCCAGCCAAGCCCGAGCATCTCGACCGCAAAGCTCATCACCG
73.05 A Cod mab5381 6M LG2 TGCAGGCATGGGCCGCGGCCTGCCGCAGCAACGATGCTACTGCCGTGGGTACCGTGACGTTTGACCGCG
73.05 A Cod mab837 6M LG2 TGCAGTGGCAGCGCATGGTCGACGACATGCGCGCCCTCGGCAAGCTCAACAGCTGCGTGACCGTGTGCG
73.05 AB Cod mab7902 6M LG2 TGCAGATCGCTCGTCACAAGCCCGCCGCCGTCTGTCGCTGAGCACGGCGCAAGCTTCCACGTCTCCCAT
73.05 AB Cod mab140076M LG2 TGCAGTGGCAGCGCATGGTCGACGACATGCGCGCTCTCGGCAAGCTCAACAGCTGCGTGGCCGTGTGCG
73.05 AB Cod mab7155 6M LG2 TGCAGAGCATCAGCCCGCCGCCGCCGTTCCTGATGGCTCCGCCGCCCGTCGTGGCCATGTGGGGCTAGC
73.05 AB Cod mab1317 6M LG2 TGCAGATCGTTCATCACGAGCCCGCCGCCGTCTGTCGCTGAGCACGGCGCAAGCTTCCACGTCTCCCAT
73.05 AB Cod mab3293 6M LG2 TGCAGACTGTGTGCAATTCCACGTGGGCCCCGTACCTTACTGTCCG
73.05 AB Cod mab2564 6M LG2 TGCAGTACTGTACGGTGGGAAACATCGTGCGGATAAACAACCGAACCAGCAGAATGCAAACAGAACAGG
73.05 AB Cod mab305 6M LG2 TGCAGCACGACCAACACCAACCATCCGTCCAATGCTGTATACCAAGCACAACAACAGATTGCTGCTCGA
73.05 AB Cod mab8896 6M LG2 TGCAGGGCCATTGTCTCCGCTGCCG
73.05 AB Cod mab151386M LG2 TGCAGCGGACGTACTGCGCGATCTCCATGCTGAGTTCCCGAGGGAGACCCCATACCG
73.05 A Cod mab2043 6M LG2 TGCAGTGTGCAGCCGCGGTGGTGGAGCGGGTGTCGTGAGGCGGCACATGCGGACGTGGCGAGCTGGATG
73.05 A Cod mab306 6M LG2 TGCAGGCCCCGCCCAGACCGCTGCATCACGCCAAAACTTTAGCCCTAGCGGCCTCCTCTGCCGCCGCCA
73.05 A D4 mab177726M LG2 TGCAGTGTAAGTTGCACATGCACTAGCCAACCG
73.05 A D4 mab248596M LG2 TGCAGCGCTGGGCGTACGTACTGTACTACGTATGCCTGTACGCCCGCCACCCCATGCTGACCACGCACT
73.05 A D4 mab271756M LG2 TGCAGCAGCGACCTGCGCGGCGGCCCACTCCACGGGCCG
73.05 A D4 mab261146M LG2 TGCAGGGCGTCACCCAATGCGTTCCTTCCAGGAGGAAAAGAAGTCTAACTTCAGATTGGTTACTCACCA
73.05 A D4 mab269616M LG2 TGCAGCTACAAGCGCATCTTTGCGTTCGGTGACTCCCTCATCGACACCG
73.05 A D4 mab265076M LG2 TGCAGTTCATCGAGAAGCGGCAATGGCTGCCG
73.05 A D4 mab248226M LG2 TGCAGCGGGCGAGAGGAGAAGCGGAGGGAGCAGCGGCCAGGAGGAGCCGCGGCAAGGCAGCGGGCGGTG
73.05 A D4 mab280046M LG2 TGCAGATCGCTCATCACGAGCCCGCCGCCGTCTGTCGCTGAGCACGGCGCAAGCTTCCACGTCTCCCAT
73.05 A D4 mab235546M LG2 TGCAGCAGGACGCACAACCAACAATCTTCAGACTTCGCCG
73.05 A D4 mab255946M LG2 TGCAGGGCGCCAGGGCCTCAACTCAACCATGGGGTAGACGTTTATTTCCTGCCTCGAAGGAACGCCCGA
73.05 A D4 mab244396M LG2 TGCAGGGTGGTCAGCGGGTGCATGCACACCCATAAGCCCACAAGCGGTTGTCCCGTCTCAGGTGCATCA
73.05 A D4 mab233336M LG2 TGCAGCGGACATGCTGAGCTCCCGAGGGAGACCCCATACCG
73.05 A D4 mab244906M LG2 TGCAGGGAGGTTGGTGAGAAAGGCAGAAGAAATCAAAGCCGAGTAGGGAGCAGGGGCCCTCCCCGAGAT
73.05 A D4 mab248206M LG2 TGCAGCGGGCTCGTCTCCACTTCGGGCCGCCTCCGCCTCGAACTCGCTAGGCCGCACGCGCTCCGAGAT
73.05 A D4 mab233476M LG2 TGCAGCGCGCCTGCTGCTGCCTCTGGCGACCCCCTCCTGCGCCG
73.05 A D4 mab242236M LG2 TGCAGTTGAAGCACTTGACGAAGTCGGAGAGGCTTGACGAAGTCGGAGAGGCGGTCATCAAGGAGTATC
73.05 A D4 mab236026M LG2 TGCAGCACGAGCACGATGGAGGAGCCCGTGACCGTGATTCCG
73.05 A D4 mab220446M LG2 TGCAGCCCCCACCCAGCTGTTGTTGCTTCTGCCTCTGCCCACGCTGCTGTTGTAGAAGCCGCCCGCACG
73.05 A D4 mab247626M LG2 TGCAGCTCCTCTCCGCCCGTTGCCTGACCCTCCTGCCGCTCAGGATTGCTGCCGCTCGCCTCCG
73.72 S Cod mab719 6M LG2 TGCAGTAGATTACCTTCCTGTTGATGGCTTGAGTAGTCGCCG
73.72 B D5 mab8057 6M LG2 TGCAGCCGCGCTTTTGAACCGCCAAGGCCATGATCTGGCTTGCTCCG
73.72 B D5 mab8127 6M LG2 TGCAGTCCCGACTAGCAACTCCCATCAAAAGTCAGCTCAAAAGAGTAACGCGCGCAGCGGGAAACACCG
73.72 B Cod mab1394 6M LG2 TGCAGCACGGCGTGCATGGCGGTGCTCCACGATGGCAACGTCGTGCCCCTGGAGTGGCTCCGCGAAAAG
73.72 B Cod mab1435 6M LG2 TGCAGATGAAGGAAAGAGTCGGGACACCTCGTGATCCAAGGGAAACCTTGCATGTAAGCAGTAACGTGT
73.72 B Cod mab4479 6M LG2 TGCAGGCAAGATCATAAGAATCAGGTTGAAAACTGTGTGCAAGCATAACCG
73.72 B D5 mab104796M LG2 TGCAGGTTTGCTTTGGGGTCTTCTGCAAATCCTTTCTTTGCCACTGGACTCAATGCTTTATTCAGTTGG
73.72 B D5 mab8626 6M LG2 TGCAGCTGCTTCGATTTCTCCATCGTCGAGCCACTTGCCTCCGAGTTGCTGCCCGCCTCGCCG
73.72 B D5 mab7279 6M LG2 TGCAGCCACCTTTGCCGAGAAACTAAGCGGACACGCGCAATAGTTCATCCG
73.72 B D5 mab6671 6M LG2 TGCAGGTGACCCACTTCAAGTGCGGAGGCGTGGCCCTCGGCATAGGCATGCAGCACCACGTCGCTGACG
73.72 B D5 mab109686M LG2 TGCAGCACGGCGTGCATGGAGGTGCTCCACGATGGCAACGTCATGCCCCTGGAGTGGCTCCGCGAAAAG
73.72 B D5 mab7928 6M LG2 TGCAGCCCTGCATGGGCCGTGCGTCGAACCAGAGTTTCTGCTTCTGCCG
73.72 B D5 mab6972 6M LG2 TGCAGGCCCCTGGTCGAGCAAGCTGAAGCTGTGGCTCATCTCCCTGAACGGATTGCTCATCACGGCCTC
73.72 B D5 mab127926M LG2 TGCAGCTGAGAAGGATCGCGGAAGCGCGACCAACGACAATCCGCGGGAACCCGCAGCACCGCAGGGTGA
73.72 A D4 mab210856M LG2 TGCAGCTGCCTCGTGCCCAGAACTCCG
73.72 A Cod mab2257 6M LG2 TGCAGGTCCATGGACATGCACGGCCGGCTTTGGCTGAGTCAACGGACGGATCTCCG
73.72 A D4 mab226496M LG2 TGCAGTTGCAACCTCCCCAAGAAGAAAAAACCCCCAGACATCATTTGACCG
73.72 A D4 mab179226M LG2 TGCAGTCCTCACTTGTCACTTCTCAGCAGGTTGAATCTTTCAATTATTGTGCCG
73.72 A Cod mab2276 6M LG2 TGCAGCATGTGGGCGCTGGGAGTGGTGGCGGAGCCCCGACCAAGGCGGCCTCGGCGAGCAGTGGCAAGG
73.72 A D4 mab179786M LG2 TGCAGTAGCTCTCCCCTGGTCAACCGCCCCTTTGCTCAGCGCCGCCCG
73.72 A Cod mab2344 6M LG2 TGCAGCTTCTGGTGGCCCGTGGCCATCCGTTCAACAACTATCCTAGGTTACGTGGGAATTCAGGCTTTC
73.72 A D4 mab207506M LG2 TGCAGTGTGTATGTGGAAAAGCAAAACTCACATCCATGGACCTCGTGGCGCGCAGACCCG
73.72 A D5 mab9657 6M LG2 TGCAGCTTGCCCACCGTCGTGTCCACCCCAGAACGCCAGGCGGGGAGCTCGTTGATAGCCG
73.72 A Cod mab1344 6M LG2 TGCAGCACCTGGAGCAGGCCATCGCGCAGGCGGGGCGATGACAAAGCACGCGCGGCCG
73.72 AB Cod mab1524 6M LG2 TGCAGCGCAGCACACGACCCGTCCCGTTGCCCCATGAAAACGCAAGGGATCCG
73.72 AB Cod mab156276M LG2 TGCAGGAGTCCGCGGGGAGCAACAGCCTCTCCG
73.72 A D4 mab202796M LG2 TGCAGGCGCGGCGACGGCGACGGCGACCGCTGCCTCTTCGTGTTCAGGAGCCAGGGCGGTGGCGCCGAG
73.72 A D4 mab262986M LG2 TGCAGCTCCAGGTTGTGCCCGCTGCGACTGGTGTCGGACGGCGGCAAGAACCCGCCCAACGTGGGGACG
73.72 A D4 mab233326M LG2 TGCAGCGGACGAACTCGCCAGATCCAGCCG
73.72 A D4 mab266216M LG2 TGCAGCGCGCGGCCTGGCTCGGCGGGCCTCCG
73.72 A D4 mab176116M LG2 TGCAGACAGGCGCAGCAAGGAAACCG
73.72 A D4 mab173766M LG2 TGCAGTACCTTAACCTCTCTCACAACTCGCTATACGGTGGCCTGCCG
73.72 A Cod mab1377 6M LG2 TGCAGACCCGAGCTCACGCTTTTCTTGAAAATATCTACCCG
73.72 A D5 mab9070 6M LG2 TGCAGCGCAGCACACGATCCGTCCCTTTGCCCCATGAAAACGCAAGGGATCCG
73.72 A D4 mab221506M LG2 TGCAGATCGCCTGCGCGCCGACGGCCGTGCCGCCTATGAACGAGCTCGAGGAGACTGCGGAGCTGCCGT
73.72 A Cod mab817 6M LG2 TGCAGCCACCTTTGCCGAGAAACTAAGCGGACACGCGCAGCAGTTCCTCCG
73.72 AB Cod mab129086M LG2 TGCAGACCCCGTGCACTTCGCCATGGCACAACCCCTAGCTGCCTGCCAACCTCTGTGCGCACTGCCGCG
73.72 AB Cod mab518 6M LG2 TGCAGGCCGTGCGGCTCAATCCTGTGGCCGCGGCCACCG
73.72 A D4 mab177876M LG2 TGCAGTGGGTGTTCTTTATTTTTGGGTGGGCGCCCTGTCCACCG
73.72 A D4 mab230106M LG2 TGCAGGCGCCGCGTCCGTTTCGTTTGTGCGCAGATCCG
73.72 A D4 mab214376M LG2 TGCAGACGTGGGGAGCGACAGCCTAGGGTTTCGACGTACTCCG
73.72 A Cod mab2401 6M LG2 TGCAGCCCGCCTCCGCGCACCACCGTCCCCCATCCGACCATCCCACGCGCTGCCGCTTCACCTCCGTGC
73.72 A Cod mab5282 6M LG2 TGCAGTGCAAGCGACCTAAACTATTGCTTTGCTTTGCTTGGTTGCACATGCAGCCAGTTGTGGGGGTGA
73.72 A D4 mab248036M LG2 TGCAGCGTGTACGTGGAAAAGCTAGCACCTGACATGCATCGACCTCGCGGCGCGCAGACCCG
73.72 A D4 mab226196M LG2 TGCAGTTTGCTATGGTGGCTTATGCCG
73.72 A D4 mab173786M LG2 TGCAGGCTAACAAATCTCGGCAACTTCCTACCCGTGTATGCATCGGTGTAAACTAGCTGATTACCTGGT
73.72 A Cod mab307 6M LG2 TGCAGGAAGTCGTCCATGTCCGCCATGTCCCGCATCATCGCCAGGTCATCGTCCTGCGCCG
73.72 A D4 mab180606M LG2 TGCAGCCACCTTTGCCGAGAAACTAAGCGGACACGCGCAGCAGTTCCTCCG
73.72 A D4 mab221126M LG2 TGCAGCACGGCGTGCATGGCGGTGCTCCACGATGGCAACGTCGTGCCCCTGGAGTGGCTCCGCGAAAAG
73.72 A Cod mab448 6M LG2 TGCAGTCGCAATGCCTAACAACGCTGCCTCTGATGCACAACCG
73.72 A D4 mab200666M LG2 TGCAGCAAGGTGCATGGCGAGCTCCATGGCAGCACCCGCGCCG
73.72 A D4 mab226336M LG2 TGCAGTTGTGGATGCGCGCCATGCGAGGCAAATCCGCAGCTATGGATGTGTGCCCG
73.72 A D4 mab242606M LG2 TGCAGTGGAGCATCGATGGGGCCGCTGGAGCTACAATGAAGCGCCGCGACATCGTTGAACGCTCCGCTG
73.72 A Cod mab477 6M LG2 TGCAGGAATCCGCGGGAAGCAACAGCCTCTCCG
73.72 A D4 mab212686M LG2 TGCAGCATCTAGTCACCGCCGTCCAAGGCCTCCAGCTCCAGCAGCAGCAGTACGGGGCCG
73.72 A D4 mab199836M LG2 TGCAGCGCAACACGTCGGAGACCTCCG
73.72 A D4 mab213516M LG2 TGCAGATGCGGCAACGGGTTAGAGAGGTACCG
73.72 A Cod mab5556 6M LG2 TGCAGGTCAACGATTGGATTTCAGATTGGGAGTCTGGATGGGGATTCACCTTCAAACGTGTCGCATGAC
73.72 A Cod mab1655 6M LG2 TGCAGCGCCGACTACCCACTCATGCAGAAGCTGCGCGCCGTGCTCGTGGACCACGCCCTGACCGCCGAG
73.72 A D4 mab211136M LG2 TGCAGCTCCACTGTCATCCTGGTGTTGAACCGCCGCCG
73.72 A D4 mab212366M LG2 TGCAGCCCGATTTGCTCGGTGCACGCGGCACGCACCG
73.72 A D4 mab219066M LG2 TGCAGCTGGGTCGGCCATGCTGACAAGCGCGCGCCGCGGAAGCGCGCAAGCAGACAGCTTCACCGCTGC
73.72 A D4 mab192226M LG2 TGCAGGAATCCGCGGGAAGCAACAGCCTCTCCG
73.72 A D4 mab189806M LG2 TGCAGTCCCGACTAACAACTCCCATCAAAAGTCAGCTCAAAAGAGTAACGCGCGCAGCGGGGAACACCG
73.72 A D4 mab210036M LG2 TGCAGGCAACACCTGTCACGCTCCACGCGCGGGACTCCAGCCCG
73.72 A D4 mab249566M LG2 TGCAGCCCCGCCTTCGCCAGCATCGCCAGCCGCAGCTCCTCCTGCTTCCCCCTGGCGGCGGCAAGCGCG
73.72 A Cod mab874 6M LG2 TGCAGTCCCGACTAACAACTCCCATCAAAAGTCAGCTCAAAAGAGTAACGCGCGCAGCGGGGAACACCG
73.72 A Cod mab4806 6M LG2 TGCAGCCGCTCGGACGACCCCACGGGTACCTCCCAGGCGGCCTCAGCCATGTCGCGGCTGGTCCCGAGA
73.72 A D5 mab8277 6M LG2 TGCAGAGGAGGTGGCGGCAACGGCTGGAGCTGTGGAGGTGGGGGCACCG
75.52 S Cod mab4142 6M LG2 TGCAGCATCAGCCTCGCAAACGGCGCCTTCCCGTCGACGACCTCCACCGCCGCAGCCCGCACGGCGTAC
75.52 A D4 mab184326M LG2 TGCAGCATCAGCCTCGCAAACGGCGCCTTCCCGTCGACGACCTCCACCGCCGCGGCTCGCACGGCGTAC
75.52 A D4 mab183176M LG2 TGCAGCAGTGCGCGGTGTCGCCGACGCTCCTCAGGGCGCCG
75.52 A D4 mab276286M LG2 TGCAGCGAGAGGTCGAAGTCGGAGAGCATGATGTGGCCGTCGTCGCGCACCAGCACGTTCTCCG
75.52 A Cod mab1973 6M LG2 TGCAGCGCGCCAGTCACAAACACCAATCAATCAAGAACTATACTACATAGACTGGCGTCATGGCCAGGA
76.19 S Cod mab501 6M LG2 TGCAGCTGGGGCGCGGATAGGCGCAAAGGAGAATGATCACCG
76.19 B Cod mab456 6M LG2 TGCAGCACGCCGAGGCGGTCGGCGATGGGCGCGAAGTATGGCAGCAGGGTGCTCCG
76.19 B D4 mab192376M LG2 TGCAGCTGGGGCGCGGATAGGCGCAAAGGAGAATGATCACCG
76.19 B D4 mab210506M LG2 TGCAGCTTGCAACTGTTGCTCCTGCCATTGATCGGAACTCCG
76.19 B D4 mab178716M LG2 TGCAGTCTTTGGTGGAGCTCATCTCCCGCAGCGACGGGGTGCATCCTACGGGCCCG
76.19 A Cod mab4446 6M LG2 TGCAGCGAGGCAGAGCAGCCCGCAGGGGCGGCGCAACTGGTCTCGCCTCCG
76.19 A D4 mab213816M LG2 TGCAGAGTCGTTCTTGCCGCAGCACCG
76.19 A D4 mab182326M LG2 TGCAGATGCTGGGACTCGTACAATGGGCGGAACAAGAAGAAACTCGGGTACGCTGTGTGCAATCCTGCC
76.19 A Cod mab2281 6M LG2 TGCAGAAGTCGTCGTGAAAAGGTGAAAGAAACAGTGTAGAAGATCAGGCCTGCTTTTCCTAAGCGCACG
76.19 A D4 mab209646M LG2 TGCAGGCGCCGCGGGTCGCCGTCGTTGTGGCCG
76.19 A D4 mab221896M LG2 TGCAGAGCAGCACTCACAGCTGACTCGACGGAGGAATCCGACGTCGTCGATCGCTGCGTGTCTCCAGTC
76.19 A Cod mab309 6M LG2 TGCAGCTTTGCTGGGCAGAGTATTAACCTGGAACTCTCCCTGTCGATACCTGGATTGTAGTTTAGAACG
76.19 A Cod mab1711 6M LG2 TGCAGCTCTACTACGCGCGGAGCCGCCAGCCTCCAGCTTCGGTCGCCGTCGAGCAGCGCCCGCCCGCGT
76.19 A D4 mab202166M LG2 TGCAGTCTGCATATGTTGTTGGAACCGAGGATCGACAGACGATCAGACAAAAACACAAGACACGGTGGT
76.19 A D4 mab252516M LG2 TGCAGACCATGGCCGCCCCCTTCTTGGCTCGCCGCTGCCTGCTGTTAGTACATATGCTGCCGCTGACGC
76.19 A D5 mab6676 6M LG2 TGCAGATGCTGGGACTCGTATAAAGGGCGGAACAAGAAGAAATTCGGGTACGCTGTGTGCAATCCTGCC
76.19 AB D5 mab157786M LG2 TGCAGCTGGGGCGCGCATAGGCGCAAAAGAGAATGATCACCG
76.19 AB D5 mab151956M LG2 TGCAGTGTGGAGCTATGCCGCTTGCCGATCCG
76.19 AB D5 mab8786 6M LG2 TGCAGCCGTTGATCCGCTACTACGTGTTCAGCCG
76.19 AB D5 mab163766M LG2 TGCAGCGCGCCGAGGCGGTCGGCGATGGGCGCGAAGTAGGGTAGCAGGGTGCTCCG
76.19 AB D5 mab8315 6M LG2 TGCAGTAGAAACGGCACAACAGCGGCTCACGGCACGACCG
76.19 A D4 mab199596M LG2 TGCAGCGGCGCGTCCCGCCAACACCTCCTTCCTCGACCG
76.19 A Cod mab3070 6M LG2 TGCAGATGCTGGGACTCGTATAAAGGGCGGAACAAGAAGAAATTCGGGTACGCTTTGTGCAATCCTGCC
76.19 A D4 mab235986M LG2 TGCAGCACGGAGAGAGAGAGGGAGAGCAGAGCCGCCG
76.19 A D4 mab186776M LG2 TGCAGCCTCCGAAGAAACGGCCAACGGCCGACACTCCGTGGCTCAAGATGGAGGTGACTCGGAGGTGAC
76.19 A D4 mab266056M LG2 TGCAGTACTGACACGGTGCATTTGGCCG
76.19 A D4 mab242826M LG2 TGCAGTGCACAGGGTGGCTGCTCGATGGAATTTGGAGGCGTGGGGCCACAACGGTCAACAAGTAGGAGC
76.19 A D4 mab248756M LG2 TGCAGCGCCGCCGCCCGCATTCTTCGTTCACGGAGAGCACTGCTGCTGTCCTGCTCGCGCGCGCCAAGT
76.19 A D5 mab128046M LG2 TGCAGCTACTAAGTCGTCGAAGGGCCACATTGTGCCCCGCGGTGAGCACCTTCCCTCCCCTTCCATTTC
76.19 A D4 mab204186M LG2 TGCAGCATGCAGCCACACGCACGGACATGACGGATGCCAGGGCCAAGACAAGGCACGGCGGTTAGTTGG
76.19 A D4 mab191656M LG2 TGCAGGTCGATACCACCCCATCTAATCCCAGGATTAGCACTCCG
76.19 A D4 mab199886M LG2 TGCAGCGACGTGGGGCGACATTGGAGGTGACTCAGAAGGGCGCCG
76.19 A D4 mab188596M LG2 TGCAGCGTGGGTTGGTCGGCGCCGTACCTCGACGAAGCGCCG
76.19 A D4 mab169086M LG2 TGCAGGTGGCGCGCGCGTAAGTACAGCGGACAGGGGCGCGGCGGACGCGGTCGGGGAAGGCACGGGCCG
76.19 A Cod mab5475 6M LG2 TGCAGGAAAAGGAGATTGTGAAGAAGAAGAGCGGATTAGGCAGACTCAAGAGTCAAACATGCAGATTAA
76.19 A D5 mab8758 6M LG2 TGCAGGCTTCTACGGTACCGCTCCGTATACGCATCACCCG
76.19 A D5 mab8760 6M LG2 TGCAGGCGGAGCGTGTGGCTACCAGACCGCTGTCGGGCACCG
76.19 AB D5 mab9252 6M LG2 TGCAGGGCGGTCGGAGTTGACGGAGATGGTCGGCGACCGAAGCGGATGAGGTCGACGCGGATCCGAGAT
76.19 AB D5 mab105426M LG2 TGCAGCATGCCAGGGCCAAGACAAGACACGGCGGTTAGTCGGTCGGCCAGGACAGCAGCATACCGTGTG
76.19 AB D5 mab127936M LG2 TGCAGCTCGCCCCTCCCATGCACGCACGCTGGCACGAAAAATCGCAGGCCTCTGCCGCATCCCCTGGCC
76.19 AB D5 mab105416M LG2 TGCAGCATGGGAGGAGGCGCACGCGGGCGTGCAGTAGGGCGGGGCAGGCGGAGCGCGCGGTAAGTGCGG
78.44 S Cod mab2858 6M LG2 TGCAGGGACAGGCTGTGAAGCTCGGGTTCCTCGAGCACGACGAGCACGCGCAGAACAGCCTCATCAGCT
78.44 B D4 mab229826M LG2 TGCAGGCTCAGTGCATTTTTCTTGCTCATCGCCG
78.44 B D4 mab167896M LG2 TGCAGCCCAAACTATTTTTAATTGTATGCAAACCAGGCATCCCCTCGCCACCACAGGTTTTTGGATTCC
78.44 B D4 mab253546M LG2 TGCAGGGACACGCCGTGAAGCTCGAGTTCCTCGAGCACGACGAGCACGCGCAGAACAGCCTTGTCAGCT
78.88 S Cod mab1392 6M LG2 TGCAGTAACAGAGTTTGTCCAGCGTTAACAGCAAGCAGGATTAACAACATGGGATTATATGCTTAAGCT
78.88 B D4 mab218706M LG2 TGCAGGACCAGGACGCGGAGCCGCGGGCCACCAAGAAGCCTTGCGGTGCAAGCAGGAAGACGAGCAAGA
78.88 B D4 mab271456M LG2 TGCAGGCGCGCCGCGTACGATCGCTTCGAGGAACCGCGCGCCG
78.88 B D4 mab249336M LG2 TGCAGCCGCCGTCGCTGGCTCCAGGATAACAACTCCTCCTCGTTGCCCGTCAAACCACCGCCCG
79.1 S Cod mab4031 6M LG2 TGCAGAATCCTCTTTGTTGGCTGGACCCCGTCCTGGGCTTCGTCCCG
79.1 B Cod mab1496 6M LG2 TGCAGGTCGGTGCGCCCGTGCACAGCACGGCGTTCCAGCGCGTCGCGTAGTGCTCGTGCAGGGCCTAGC
79.1 B Cod mab2473 6M LG2 TGCAGGGACCCACTGGCCGACACCCGTCGGCTGGGGCCCGCACGTCAGTCGCCTCAGCCTCCCCCCGCA
79.1 A Cod mab1607 6M LG2 TGCAGGGCCGACACTGGTCGGCTGCTGCGGTACGGCGAAGTAGGCCG
79.1 A Cod mab4256 6M LG2 TGCAGCTTCGGGTGTGGGGGTTGCGGGGCGGAGATAACAAGGCGGAGCGGGATCCG
79.1 A D5 mab158396M LG2 TGCAGGCTCAGTGCAGGGCGTTTTTCTTACTCATCGCCG
79.1 A Cod mab4086 6M LG2 TGCAGGACATAGTCGTGAACGGGACGCAGCTCAACATACCGCCTTCCGCCTTCGCCGCCG
79.1 A Cod mab2608 6M LG2 TGCAGCGCGTCGGCCCACGTGGTACTAGCGGGCCGCGGCGCCACGGCTTCCTTGGCGACGGCGTCCTCG
79.1 A Cod mab5493 6M LG2 TGCAGATCTGGTAGCAAGATGCAGCAGAATCCGCGTTTAAATGTCTATATACGCGCATCAGCGCTAATC
79.1 A D5 mab127666M LG2 TGCAGGAGCACGCCGTGGAACGTCGGCACCTGTTCCCATCTGATCATCGGCGTCGTTCGGCGCGCCGAG
79.1 AB D5 mab164396M LG2 TGCAGGACATAGTTGTGAACGGGACGCAGCTCAACATACCGCCTTCCGCCTTCGCCGCCG
79.1 AB D5 mab129196M LG2 TGCAGAAGCTGCTGCACGCCGCCTACAAGCGCGGGGACACGTCCGTGGAGGTGCGCGTGCGCCG
79.1 AB D5 mab8076 6M LG2 TGCAGCAGCGGCAGCAGCAACTCGCGGCCG
79.1 A D5 mab106606M LG2 TGCAGTAACAGAGTTTGTCCAACGTTAACAGCAAGCAGGAGTAACAACATGGGATTATATGCTTAAGCT
79.1 A D5 mab139836M LG2 TGCAGAGGAGGCGCGCGGGTCACCG
79.1 AB D5 mab7730 6M LG2 TGCAGCTGTGTTGCTGCTGCTGTTCTTGGCGTAGTGGGACCGCGTGGACCCG
79.1 AB D5 mab9263 6M LG2 TGCAGCTCGCGCCACCCTCGGCCCGCGCCGCCTGGGCCCAGATCTGGCCGACCGACGCCGCTGGAACCC
79.1 AB D5 mab8754 6M LG2 TGCAGGGGGAGACGAGGTTGACGAAGGCGGCCCTCCTAGCGCGGTCCTGGCCGCCG
79.1 AB D5 mab8756 6M LG2 TGCAGGGGCACTCATTAGCTGGAGACCCG
79.1 AB D5 mab8062 6M LG2 TGCAGCCCTCCGACGGCTTCGAACGCGCACGGGCCAGCCGCCACCCCGTGCCCG
79.1 AB D5 mab127566M LG2 TGCAGGCCGCGCGAGTTTGGCGGCTTGGGAGTGCATGACCTGCAACGCCAAGGGGCTGCGCTCCGCGCT
79.1 AB D5 mab113906M LG2 TGCAGCACGGCGCGGACGGAGGACGCTGCGCCTGCGCCG
79.1 AB D5 mab127696M LG2 TGCAGGAGATCTGTACAGCCACATGGTCTCTCTCCCTCCCTCTGTAACCATTGCGGATCAGCGCTGCGC
79.1 AB D5 mab7321 6M LG2 TGCAGAGGTGACGGATCGACGAAGAACTGCGGCAACGACCGAGGAAGAAGATGGTGTCGATTCAGCCAC
79.1 AB D5 mab9577 6M LG2 TGCAGGCGTTGTCGTCGATGAGGGACGGCAGTGTGGTCCTGAGGTCCTTGGCGTTGGTGGTGGCGACGG
79.1 AB D5 mab7258 6M LG2 TGCAGTGGTGCTGTACGTCACAGGGTCCG
79.1 AB D5 mab6138 6M LG2 TGCAGGGACAGGCTGTGAAGCTCGGGTTCCTCGAGCACGACGAGCACGCGCAGAACAGCCTCATCAGCT
79.1 AB D5 mab9695 6M LG2 TGCAGCAGTATAGCGTGGGCGACCACATCGGCCG
79.1 AB D5 mab9675 6M LG2 TGCAGCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCGTAGCGATGCCCG
80.44 S Cod mab3667 6M LG2 TGCAGAGACGCGTACGTCAGGATATCATTTGGCATGAACACGAGCAGTCAAACAAATGCCG
80.44 B D4 mab191246M LG2 TGCAGTGTACAATAGGCGCACAGCTTGCCG
80.44 B D4 mab279176M LG2 TGCAGCACCGAGATGTTGTACGGCTCCTCGTGGATGGGCTTGACGAAGAGCACGCTGGTGGGGCGCGCG
80.44 A D5 mab149906M LG2 TGCAGCAGCGAAAGTTTGTAACAGGGCCG
80.44 A D4 mab193286M LG2 TGCAGCAGCAGCCTCGCGGAGGAGCGGCGGCGGCGGCGGATGGTCTCGAACCG
80.44 A D5 mab9665 6M LG2 TGCAGCTCTGAAGGCGGCGGCCACGGCGAGCCGCCCGTCGCCG
80.44 A D5 mab128836M LG2 TGCAGATACAGAGGAACGACATGTATTACGAGCGCTGTACATGGCCATAGCGACGTGCATGCTACAACG
80.44 AB D5 mab142696M LG2 TGCAGTCGCAGCCGACAGGTACGGGACGCTGGCGAGCTCGGCCG
80.44 AB D5 mab163726M LG2 TGCAGACCGAGCAGGCTTGGGCCTTGCAAGTATGGTAAATTGGTAATGTGCCG
80.44 AB D5 mab114306M LG2 TGCAGACTCACCGCGAGCCGCCGCGCTGGGTTAACCCG
80.44 A Cod mab3071 6M LG2 TGCAGTACAGGAACCAGCGGGGTCTCTTCGAGCAGAAGGCCAGGCGCTGGACCCACAGATACGCCTCGG
80.44 A D5 mab9649 6M LG2 TGCAGGAGCATCTGGGACAGCAGCTCGCTCCACAGGTCGATCGGCCCCG
80.44 A D4 mab242716M LG2 TGCAGTGCGCCTGCTGCTGGTACTCGTCCGACTCGTCCGAGTTGGACGGCCTGGTCCCGAACGGGAGGA
82.01 S Cod mab1246 6M LG2 TGCAGGTTGCCCTAACAGCGACCCTTGTGCTCACATGGCCG
82.01 B D4 mab233846M LG2 TGCAGCCTTTGCTTCCAACTGGTGCATCGTAGCCCTTCCAATCCGATATTCCCCG
82.01 B D4 mab222326M LG2 TGCAGCCTGGCGTGCAAGCACATCACTCTAGGGAACCGAGGACGGCGCCTGGTACGTCGTCAGTCAATG
82.01 A D4 mab267456M LG2 TGCAGGTCGCTCCCGACGGGGTCGCGCTGCGGGGATCGAACTGGGACCTCGGCCCGCCTCAGGCGCGTG
82.01 A Cod mab3526 6M LG2 TGCAGCCCGTCGCGGCCGTCCGCCAGCTCCGAGCGCCG
82.01 AB Cod mab235186M LG2 TGCAGCATTTTACAAGCCTACACAACACGAAGCGAATCGTGGCTAAGGGACACGGCCG
82.01 AB Cod mab193026M LG2 TGCAGCCCGTCGCGGCCCTCCGCGAGCTCCGAGCGCCG
82.01 A Cod mab3207 6M LG2 TGCAGGTTCGCATGCCACGACCGTGAGCTCGCAGAGTGGCCG
82.01 AB Cod mab268376M LG2 TGCAGGTCGAGGAGATCGGGCAGTCGGCCTCCG
82.01 A D5 mab113656M LG2 TGCAGCATTGTGCGTCGAGGAGGAGGGAGGCCG
82.01 AB D5 mab127786M LG2 TGCAGGAACGAACAGAGGAAAAAAACAACGTCAGAATCAATGATTTTACAGAGATCGACAATTGGCAAT
82.01 AB D5 mab113206M LG2 TGCAGCGGGCGGGCGGGCGGAACCG
82.01 A D4 mab213356M LG2 TGCAGCAAACCGTCTTGGGCGGCGCTCCACGCGCCG
82.01 A D4 mab167406M LG2 TGCAGTCAGCGGCAGCCAGCGACTCAGCATGAGGTACGAGGCGAGCAGCGGTTCCG
82.01 A Cod mab3210 6M LG2 TGCAGCGGGCGATGTGGATGACGCGGAAAGGGCCCG
82.01 A D4 mab280126M LG2 TGCAGAAAATGATAGGTTAGTGCTACGACGACTAGCATGCCGATGCTTTGCTCTAAAGAATAAGCTCCG
82.01 A D5 mab111996M LG2 TGCAGTCGCGGGAAGGGCGGGGCGGCGAGGCCG
82.01 A D4 mab212926M LG2 TGCAGCAGCATTGTGCGTCGAGGAGGAGGGAGGCCG
82.01 A D4 mab272186M LG2 TGCAGAATATATGCTGCGCGCTGGCTACCAAGCCG
82.01 A Cod mab369 6M LG2 TGCAGGACGATGGACTTGGAGCTGAGGCCCG
82.01 A D4 mab270316M LG2 TGCAGCGGGTGTTTGTGGATCTGGCTCGCGGGAGGCCG
82.01 A D4 mab214776M LG2 TGCAGAAGACCCGAGCCCTTCCTGAGACGCGCCCG
82.01 A Cod mab270 6M LG2 TGCAGCTCATCACGAACCCGCCGCCCGCGCACGACTCCCCCATGCTCGCTGCGCAGTACGACGCCGACG
82.01 A D4 mab186146M LG2 TGCAGTCGACGGGAAGGTCAAGACGGCCGTCGCTGGAAGTTCAGCAATCCTTGTAGATCCACCG
82.01 A D5 mab112096M LG2 TGCAGTAGGACGTTGTGGCTCACCG
82.01 AB D5 mab114166M LG2 TGCAGAGTGGGACTCTATGCCGCACCCG
82.01 A Cod mab3166 6M LG2 TGCAGCGGGCGATGTGGGTGGCGCGGAAAGGGCCCG
82.01 A D5 mab103866M LG2 TGCAGAGCAGTGCAGGGTTGGACTTTGGACTGGCGGTCGAGAGGGAGGAGACCTTTCCG
82.01 A D4 mab230386M LG2 TGCAGGCCAGATCCGCCACCAACCGCTGCATCCCCG
82.01 A D5 mab113736M LG2 TGCAGCAGGTCAGCAGTCAACCCGCCCG
82.01 A D5 mab9353 6M LG2 TGCAGGGGAGGAGATGGAATGGTGATACGGTCGAACAGGTGTGTGATGGATCGAGGAGGACGAAGCAAA
82.01 A D5 mab114526M LG2 TGCAGAAATCAACTTCTTCAAGGAAGCAAAACCTTCCCAAATAATCAAGTCCG
82.01 A Cod mab5388 6M LG2 TGCAGAGGCTCCTGCTGCTCTTCGCACTGCTCGGGACGTGCATGGTCATCGGCGACGGCGTGCTCACCC
82.01 AB Cod mab189376M LG2 TGCAGAGACTAGTGACTTGAGGTCGTTTTGGTGATTCGGTGGCTGAAGCGAGCTTGATCCG
82.01 AB Cod mab277856M LG2 TGCAGCCGCCGTCGCCCACCGCGGCGCACAGCTCCATGATCTTGGCCGCCGCCTCGGCCGCGTCCCGAG
82.01 A D4 mab190046M LG2 TGCAGGCGCGGCGCGAGCGCGCGAAGAAGCTGCGGGGCAAGGGCGCAGTCCACGGGCGCGGCCGTGCTT
82.01 A D5 mab113976M LG2 TGCAGCACAAGCTCATCTACCTGCTTGAGCTAGCCCAGGACTTCCG
82.01 A D4 mab228396M LG2 TGCAGGTGGCTGGCGCAGGTGGCCAACGGCAGCAGCAAGTCGGTGCTAGCCG
82.01 A D4 mab199226M LG2 TGCAGCTGCCTGAGCCTCTCCCACTGTGGCCGCCG
82.01 A D4 mab236196M LG2 TGCAGCACAATGCCATCAACTTGACAAGACCG
82.01 A D4 mab202236M LG2 TGCAGTCCGCTGGCCGTCTTTGAGGCCTAGGCCGAGAAGGCTGAGATCACCAAGACCGTCCTCTCCGTT
82.01 A D5 mab129266M LG2 TGCAGAAAATGATAGGTTAGTGTTACGACTAGCATGCCGATGCTTTGTTCTAAAGAATAAGCGCCGAGA
82.01 A D5 mab140686M LG2 TGCAGCAAAGGCACGCGGCATGGAATTGGGTAAGGGAAACGCAGATCTCCG
82.01 AB D5 mab152176M LG2 TGCAGCTAGCTCATTTCTTTCGCTAGAACGTACGTCCG
82.01 A Cod mab3041 6M LG2 TGCAGAAGACCCACGGAGACGAAGCAAACGAACATGTCGACGATGAGTTGGTCACCAGAGGCTGTAATG
82.01 A D4 mab231676M LG2 TGCAGCTTCATCAGCCGCCGCATGCCCG
82.01 A Cod mab776-1 6M LG2 TGCAGTCCTCGACGGCCTTCTCGTGCCG
82.01 A D5 mab8694 6M LG2 TGCAGCACAACAGGCAATACTCCCTGGGGCCGCAGACGTTCTACGAGCCGAGCTGCGAGGCGGCGAACG
82.01 AB D5 mab158146M LG2 TGCAGAGGAGAAGTGATTAGCAATGCGGCTTACAAAGTAGACGCCG
82.01 AB D5 mab113416M LG2 TGCAGCCTTTGCTTCCAACTGGTGCATCGTACTCCTTCCAATCCAAATATTCCCCG
82.01 AB D5 mab154146M LG2 TGCAGCGGGCGATGTGGGTGGCGCGGAAAGGGCCCG
82.01 AB D5 mab112026M LG2 TGCAGTCCCCGTTGTTGCCCTCCTCGTTTCCCTCCACAGACACCACCGTGCTGACCG
82.01 AB D5 mab128216M LG2 TGCAGCGGCAGTGCCATGGAGCTACCTCCTGTACGGGCTCACGGGCTCTGCGCTCCTGTGGCAGGCGCG
82.01 AB D5 mab127636M LG2 TGCAGGAGCGGGGCATCCACCACGGCAACCTCTTCTGCCGTGAAAATCCAGAGGAGCACGCACCGAGAT
82.01 AB D5 mab104716M LG2 TGCAGTGCCCAGTTGATCTCGGCAGGACCAGACCGCAAAAGATCAGCCCGCGAGAAATTTGTCAGAGCC
82.01 AB D5 mab9274 6M LG2 TGCAGCCTCGCGTGCAAGCACATCACTCTGGGGAACCGAGGAAGGCGCCTGGTACGTCGTCGTCAGCCA
82.01 A Cod mab4801 6M LG2 TGCAGAACCACTTTACAATGATAGTACTTCTTTTGATTGTTTCTCTCGTGCCG
82.01 A Cod mab1666 6M LG2 TGCAGGAGCACTCACTTGTAGCTACAGCGGGCATCGAACTGAAGTCGAGATTCTGGTCGCGTTGATTTC
82.01 A D5 mab159676M LG2 TGCAGGGAAATGCCGAGACCTACAGCATCCTGTTCTTTGGGTGGTGCCGCGCCAGGGACCCCAAGAAGG
82.01 A D5 mab8270 6M LG2 TGCAGCCTGGCATACTGCCGACCCCAAGCACAAAGCTTCCG
82.01 A D4 mab251726M LG2 TGCAGAGGTGGCTCGGTAGGCCCAGCAAGCGGGTCTCATTGGCGGAGTCAGCTTAGCGCGGTGGAGGCA
82.01 A Cod mab1457 6M LG2 TGCAGGCGAGCATGTAGTCGAGGCCACGGTCGCTGATGGTGATCAGGAACATGTAGAGCTCCCG
82.01 A D4 mab193816M LG2 TGCAGACCAAACACACACTACTGTAGGCGACTAGGCGTGTTCTCGCCTGCCCG
82.01 A Cod mab1826 6M LG2 TGCAGAGCAGTGCAGGGTTGGACTTTGGACTGGCGATCGAGGGGGAGGAGACCTTTCCG
82.01 A D5 mab105556M LG2 TGCAGCACAAGCTCCCGAGAGAGAGAGAGAGAGAGCTCATGACTTATCGGTCATGACTCATGAGCAAAC
82.01 A D5 mab6605 6M LG2 TGCAGAAGACCCACGGAGACGAAGCAAACGAACATGTCGACGATGAGTTGGTCACCAGAGGCTGTAATG
82.01 A Cod mab1453 6M LG2 TGCAGCCCAGCGGCGCGACGGCAGGCTCCAGCCCGCGCCCACCAACCGAACCGCCGATCGGGACAACAC
82.01 A D4 mab193126M LG2 TGCAGCCAGTTGCGCTGGCGGCGTTTTGGCCG
82.01 A D4 mab218856M LG2 TGCAGGAACGAACAGAGGAAAAAACAACGTCAGAATCAATGATTTTACAGAGATCGACAAATGGCAATC
89.95 S Cod mab310 6M LG2 TGCAGCTCAACTCTAGCTCCCAATACCACTCATCCGCCTCGCCGCTAATGTCCG
89.95 B D5 mab9673 6M LG2 TGCAGCGACGCGGGCAGCCGCGCGGGAGGAGCGGCTAGAAGGGCCAGCCG
89.95 B D5 mab127116M LG2 TGCAGTAATACGGGGCTAGGCAGAAGATACAAGTCAAAGTTGCAAAAAAAAAGGTCAAACATGACCCGA
89.95 A D4 mab203386M LG2 TGCAGCTGCCGCAGCATGGTAAACGAGACCGTCTTTTGTGTGTGCTTGTGTGTGTCATCTCGCAATCGC
89.95 A D4 mab209006M LG2 TGCAGGTACGGTGGATTTCGCTCCTAGTTTCCTCGAGCCCGCGCCG
90.84 S Cod mab2221 6M LG2 TGCAGCTGCCGCAGCATGGTAAACGAGACCGTCTTTTGTGTGTGCTTGTGTGTGTCATCTCGCAATCGC
90.84 B D5 mab142676M LG2 TGCAGTCGGATTCCGATTTCGGCCG
90.84 B D5 mab112406M LG2 TGCAGGGGATCATGCCCATGCCCGTGGATCAGCTCCG
90.84 B D5 mab9191 6M LG2 TGCAGATCAAGCAGAGACGAGGCAGCTCATATGACAACGAATGAGAAGGCCGACCCCG
90.84 B D5 mab8938 6M LG2 TGCAGGCCGTCAGCACGCCCGTGAATGTCACAGCGTCCG
90.84 A D5 mab105776M LG2 TGCAGACGAGATCTCCTCAAAGACCAGGGTTACTGATGTAGATATGCATCTGGTATTAAGAGCTTGCAG
90.84 A D5 mab127596M LG2 TGCAGGCAGCTAGAGCCAAGGAGCCAATCCAGAGGTGTGTGTGGTGCGGTGTGGTTCGCGGCACTCACG
90.84 A D5 mab8745 6M LG2 TGCAGTGCACCGTGTTTGCTTGGCATCTCGTCTCTGCCACGCGTGGCCGCCACCG
90.84 A D5 mab9260 6M LG2 TGCAGCTTCTGCATGCATGCATGCGCTAGCTTATCCATCTCGTCATCGTCATGCTGTCTTATTACCGTC
90.84 AB D5 mab128486M LG2 TGCAGCCAACTTGTATCGGCCGCCCGCCTCCATCGCCTCGTTGTCTCCTTCCTCTCCCCCTTTCTACCC
90.84 A D5 mab9421 6M LG2 TGCAGCTGCCACGGCATGGTAAACGAGACCGTCTTTTGTGTGTGCTTGTGTGTGTCATCTCGCAATCGC
90.84 A D5 mab114046M LG2 TGCAGCAAAGCAAGGAAAACTGCCG
90.84 A D5 mab127576M LG2 TGCAGGCCACAGCTCCGCCTCGCGCTGCTGCTGCCTGTCGTGCGCGCGCCTCGGACAGCAACGTCGCCT
90.84 A D5 mab8763 6M LG2 TGCAGGCCCCCCTTTTCATCTCCAGCCAACTTGTATCAGCCGCCG
90.84 A D5 mab126676M LG2 TGCAGTTTTTGCAGCAGTCATCTGCTAAACAAAAGATAAGCAAGACCATGACCCAAAAGCGAGTTCTGA
92.64 S Cod mab4024 6M LG2 TGCAGCGCGGACCAAAAGGATTGCATCCCG
92.64 B D4 mab238406M LG2 TGCAGAAGCGGCCAAGTGGCTCGACGGGGCTCCG
92.64 B D5 mab104686M LG2 TGCAGTTGAAAATCACGGAGCGAAGAAAACAGATGCTCCGCAGATCCTCGGATTTCTCGGAGCCGAGAT
92.64 A D4 mab245656M LG2 TGCAGGCCACCGTCACCTCTCGTCTCTAAGTCGCTAAAATCTCCTTGAGCCGCCTCTGCTTCACCGAGA
92.64 A D4 mab245416M LG2 TGCAGGCGCCATGCGCAGTGCGAGCGAAGCAGCAGTGACTCCGTTCCATGCAATATGCAAGGCCGAGAT
92.64 A D4 mab185296M LG2 TGCAGCGTCAGTTGCACATTGTACTATATTGGGTGTACGAATCATGCTTGATATATGCCG
92.64 A D4 mab228026M LG2 TGCAGTACACTCCCAGTCAGTAGTACCACAACCCG
93.98 S Cod mab889 6M LG2 TGCAGGGTTGGGTTGCGCGAACGGATGCCACCACCGCCG
95.1 S Cod mab3905 6M LG2 TGCAGGTCGTCAACCTGCGCTGCGTCAACGTAGACGGCAAGGGCACGCCCCG
95.1 A Cod mab452 6M LG2 TGCAGCTTCTGCGGCCTCACCGTCACGGCCACGCCG
95.1 A D5 mab9708 6M LG2 TGCAGATTCTCCTACGCTAGCTAGTGATGGCGAGAGGCCACCG
95.1 AB D5 mab128986M LG2 TGCAGACTTCTACGAGGACTCCATCGCCATCGGCGCCTTCGGGGCAGTGAAGAAGGGCATCGTCGTCTC
95.1 AB D5 mab9640 6M LG2 TGCAGGCCGTCGCCGTTTCTTTTTCTTTTCGGCCG
95.1 AB D5 mab7672 6M LG2 TGCAGAGAAGGTAGGTGTTGCTGGCGGCGACGACGAGCGCGCTGGCGATGAGGCACCG
95.1 AB D5 mab113636M LG2 TGCAGCCACGACATCTCTCGCCTCGGTTCGCGCAAAAGGACCG
95.1 AB D5 mab112516M LG2 TGCAGGCTGCTCCAGCTGGAAGTCAAAGTCAGTGGAAAGGTCTGTATTCCG
95.1 AB D5 mab113236M LG2 TGCAGCGGCTAAATGAATTGTTTGGGTCTGTCTCCCG
95.54 S Cod mab853 6M LG2 TGCAGCGGCGGGGCGGCGCGGTGCTGTTCAGGATGCCGCGGCGCCG
95.54 B D4 mab272606M LG2 TGCAGCGCCAACTCCAGGAATGAGATGGAGGTGCAGCAGATGTTGATGGCCATGCCGCCACCGCCGAGA
95.54 B D4 mab251636M LG2 TGCAGATAAACTATGCTGCTGGTGATGGAGAGTCCTTGCTCGCTCGTCTGGCAAGTCCTTTCAGACGGG
95.54 B D4 mab248156M LG2 TGCAGCGGTTGCTGCCTCCGCTACACGTTGAGCCCGAGTCGTGTCAATGATTGCCTGAGCGTCCGAGCC
95.54 B D4 mab180486M LG2 TGCAGCGGCGGGGCGGCGCGGTGCTGTTCAGGATGCCGCGGCGCCG
95.54 B D4 mab254166M LG2 TGCAGCTCAAGAAGGTAGACCGAACCCTCCG
95.54 B D4 mab211666M LG2 TGCAGCGCTGGCGCGTCGACCCCATCCGCGGTGCTGCTCGCCG
95.54 B D4 mab233006M LG2 TGCAGCGGGCGGCGCGCCCGAACCG
95.54 B D5 mab156646M LG2 TGCAGCGGCGGGGCGGAGCCGTGCGGTTCAGGATGCCGCGGCGCCG
95.54 A D4 mab191506M LG2 TGCAGGTTCGTCGACGTCGACCAGTTCACCGCCGAGCTGCGCCG
95.54 A D4 mab203426M LG2 TGCAGCTGATCACATCCACGACGTAGCCACAGCAGCTCTAGTTTCGCATACATACACACACATATATAC
95.54 A D4 mab173836M LG2 TGCAGCCACGACATCTCTCGCCTCCTCTAGCGTCGTAGGGTAGGGAGCGTGGAAGACGGGATGGAGATG
95.54 A D4 mab252186M LG2 TGCAGAGAAGGTACGTACGTGTTGCTGGCGGCGACGACGAGCGCGCTGGCGACGAGGCACCG
95.54 A D4 mab228316M LG2 TGCAGGTTAAGAGGAGACCACGCATCTAATCTTACATCCG
95.54 A D4 mab265636M LG2 TGCAGCGGCGCGGCGGCTGGCCGAGGGACGTCGCCGACCCCACCG
95.54 A D4 mab264206M LG2 TGCAGCAGCGGCTCGGCGAGCAGCGCCTCCACCTTCTCGTTCTTCACGTTGGGGAGCACGATGTTCTGC
97.56 S Cod mab4204 6M LG2 TGCAGCACCGTCCGAATGTGACTGTTGGGTTTGCAGTCCG
97.56 A D5 mab9035 6M LG2 TGCAGCGTGCTGCGGCCCCTGATTTCGCCG
97.56 A D5 mab7575 6M LG2 TGCAGGTCGGGGATGTGGGAGACCG
97.56 A Cod mab4272 6M LG2 TGCAGCGTGCTGCGGCCCCTGATTTCGCCG
100.51 S Cod mab696 6M LG2 TGCAGCCAAGCACAAGTTCGTCTACGATATTACACAGGGTTTTACTCCG
100.51 A D5 mab160226M LG2 TGCAGTGCGGAGCGGAGTGAGGGAGAGGGGAGTGGTATAAAGGAGGAGGAAGAAGGTTCGAGATGTTGC
100.51 A D4 mab219236M LG2 TGCAGCTGCATAAGGTAGACCGAACCCTCTGGCGAGCTGATGTAGCAGCGTCCTCCCAGGGAGAGCAGT
100.51 A D5 mab112706M LG2 TGCAGGATGGATCGCCAACCCATCGCACAACCGAGTTGGCCG
100.51 A D5 mab153996M LG2 TGCAGCTCCATAAGGTAGACCGAACCCTCCG
105.8 S Cod mab5162 6M LG2 TGCAGGCAGGCCGGCTCGGCCTCCTGCGGCGCGGCCGCAGCAGCCGCCATGGACGCCCG
105.8 A D5 mab8361 6M LG2 TGCAGGCAGGCCGGCTCGGCCTCCTGCGGCGCGGCCGCAGCAGCCGCCATGGACGCCCG
105.8 A D5 mab8769 6M LG2 TGCAGGACATGCACATTCGCAATGGAGGCCG
105.8 A D5 mab9686 6M LG2 TGCAGCCCAACTGGGAGGCTACTGGCCTGTTGGGCGCCTGTTTGGGCCG
106.69 S Cod mab3701 6M LG2 TGCAGCAGCAGGTGCAGATAAGCGGGGCTGCTCCCCG
106.69 A D4 mab197106M LG2 TGCAGTTGGAGAAGAAAAAGAGGATGGGAGGAAGTGGAATCTGAGACGCACTGCCG
106.69 A D4 mab217226M LG2 TGCAGTCCATGGGGGATCTCCGCCATTGCTGCAAGCAGAGGAGAGCTGCACAACACCGAGATCCGTCGT
106.69 A D4 mab198636M LG2 TGCAGGCCCGCGCCGCGTGACCCCG
106.69 A D4 mab183606M LG2 TGCAGAAAACAAGTAATGGCTATGTTCTCCCATCGGTTACCCCTCCCGCCGACCG
106.69 A D4 mab266776M LG2 TGCAGATCCTGCTCGAGTACATGGACGGCGGGTCCCTGGACGGCCG
106.69 A D4 mab202076M LG2 TGCAGTGCAGGAGCTGAGCGACGGACGAGGCATGGCGGCGACGGAAAGCAAAGGGTGGAGTTGATCCGA
106.69 A D4 mab266046M LG2 TGCAGTAGCAGCAGCAGGACCCCCCGCCG
106.69 A D4 mab234146M LG2 TGCAGCCTCAACGGAACATTCATCGTTGTGTGTTTCGCATGCGAACTCCG
109.17 S Cod mab5508 6M LG2 TGCAGCACTTCGACAGGAAGGACCTCAAGTCCCCCACCTTCAAGACGTGGAACGACGGGTCCCCCAGGA
109.17 B D5 mab126926M LG2 TGCAGTCTCGCGTTGCTCGTATCACCTCGTCAACAGGCCAACCACCACTATCATCATAAACTGTTTCGA
109.17 A Cod mab3644 6M LG2 TGCAGCTCACAGAAGTGACAGCGGCTCAATGCGGAGGTAGGTCCG
109.17 AB Cod mab173846M LG2 TGCAGCCACGCGCGCAGCCTCCGCACCGACACGCTCCCCGAGCCG
109.17 A D4 mab184356M LG2 TGCAGCACTTCGACAGGAAGGACCTCAAGTCCCCCACCTTCAAGACGTGGAACGACGGGTCCCTTAGGA
110.51 S Cod mab337 6M LG2 TGCAGCCACCGCGACATGGTCTTCTCGGTGGGGTTGAGGGAGCTCGCCGCATCAGCACACTGCATGTCG
110.51 A D4 mab198306M LG2 TGCAGGGCTGATTAACAGAGCCCAGGCCAGGCGACGGCCAGCACTGCCG
110.51 A D4 mab208366M LG2 TGCAGTATTCTGGCAACTTAGGACGTCGGTTTGTCGGCCG
110.51 A D4 mab214346M LG2 TGCAGACTCGATCGCTCACTTGCAGATGCATCCGTATGATCCACCCG
110.51 A D4 mab228486M LG2 TGCAGGTGCGACGAAAATTGGGCAAATGTTGGCTGGCCG
110.51 A D4 mab238596M LG2 TGCAGAACCCAGCGATCTGGAGATCAATGCGCAGTGCAGCGACCG
110.51 A D4 mab208096M LG2 TGCAGTCTTGACACGAACTTATTCTACTGACGCTGCCCAGCATCCCGTGCTTCTTCTCCG
110.51 A D5 mab9259 6M LG2 TGCAGCTTGACCACAACCATTTCACGGGCACCTTGGACCTGAACCCATTCGTGAGGCTAAAGAACCTTA
110.51 A Cod mab2218 6M LG2 TGCAGCGGCACGTGGATCGCGAGCGACGGAATCAACCAACGGGCGTACTCGCCTGCTACCGCCG
110.51 A D4 mab213236M LG2 TGCAGCAATCCCCAGCTTCTCACATGGCGCGAACCACTTGCTCAGCTCATCCTTCCCCCG
110.51 A Cod mab3236 6M LG2 TGCAGGTGGGCATTTCCAGCCCTCGAGGGAGGAGCACAAGGCCG
110.51 A D4 mab242296M LG2 TGCAGTTCGCGGTGCCCATGGTCCTCACCAACATGTCCTTTCTACGGCATCCCGCTGGTGTCCGTCATG
110.51 A Cod mab2078 6M LG2 TGCAGTTCGCGGTGCCGATGGTCCTCACCAACATGTCCTACTACGGCGTCCCGCTGGTGTCCGTCATGT
110.51 A D4 mab174266M LG2 TGCAGACGTCTGCGCACACGCAATAAGACGTGGGATAGTGGGATCCGATCCCCG
110.51 A D5 mab8267 6M LG2 TGCAGCTGCAAGCTCTCTTTGTGTGGACTAGATGTGCATGCATGGATAAACCACCG
110.51 A Cod mab5749 6M LG2 TGCAGGGGCTTGGAGAAGTGGTCGACATGACCCTCGGCATCATACATAGACAGCACGCACTTGAAGATC
110.51 A D4 mab232976M LG2 TGCAGCGGGGCAGTGGGCCGAGAGGTGCACGCACGGACGCCCGCCG
110.51 A Cod mab2078 6M LG2 TGCAGTTCGCGGTGCCGATGGTCCTCACCAACATGTCCTACTACGGCGTCCCGCTGGTGTCCGTCATGT
110.51 AB Cod mab128916M LG2 TGCAGAGGATGACCGCTGCGCCCTCGGCGACCAGAGAAGGAAGGCCACGGCGGCAGACGACGCGCCGAC
110.51 AB Cod mab9253 6M LG2 TGCAGGCTTCTCCGTCCATCTCGCCGACGCTGCCACCGTGGGCGCGTCTCGCCTTCCTCGACGCTGCCG
110.51 AB Cod mab150146M LG2 TGCAGCCCCGTGCCTCCCAGTACCCAGCCG
110.51 AB Cod mab8764 6M LG2 TGCAGGCAGGCAATGGGCAACAGCATCGGCGGCCG
110.51 AB Cod mab105006M LG2 TGCAGGCAGGCAATGGGCAACAGCATCGGCGGCCGGCGTAATGGCGCCAAGGAGATGCAGCTGGACGGC
110.51 AB Cod mab114276M LG2 TGCAGAGAGGATTGAGTGGCGCGGCTGGGATGGCCTAGGTGGCAGTGCTAGAGGTCGCCG
110.51 AB Cod mab5959 6M LG2 TGCAGGTCGACGGCCGCGTCCAAGGACGTGCACGACATGTTACCGCTGAGAACCGCGAGAAGGGCTACC
110.51 A D4 mab191516M LG2 TGCAGGTTCCGCTCCGAGAGGTCGAGTGTAGTGACCCTTCCG
115.33 S Cod mab3074 6M LG2 TGCAGGCGGTCCATCTGTAGGGGATCCTGGTGGTGTTGGCGTGCATGGCCTTCTGCACGTCGAGCCGAG
115.33 B D5 mab111876M LG2 TGCAGTGTGGTACTCCATTCAGCAGCGCAGGACAGCCG
115.33 B D5 mab128036M LG2 TGCAGCTAGCACATCGCCCAGTTTCAGCCAGTGCGGTGTCGTCCACGTACTTCTAGGAATCACACGTCG
115.33 B D5 mab9703 6M LG2 TGCAGCACAGGACCAACTGCGTCGTCTACCAAGCCGCCAAGAAGGCGGCCCG
115.33 B D5 mab112716M LG2 TGCAGGATGAAACTGCGCTTGTACTGGCCTGGCCG
115.33 A D5 mab6683 6M LG2 TGCAGAAATAACCACCGCAACCTTGGTCCTCACAAGTTGTTCGACTAAATGCTCAGGCAGTAGTCCGAG
115.33 A D4 mab208896M LG2 TGCAGGTCCGTCCAGCTGGCGCATCGACGACGGACGCCGTACGCGCGGGCGACCG
115.33 A D4 mab195506M LG2 TGCAGCAGATAGAGGAGCGGCACTGGATCTGGTTGCTCAAGGCTGTCAGCAAATTCTTCCCGTACCGAG
115.33 A D5 mab128446M LG2 TGCAGCCACGTAGTAGTCTCCCCAAGACCAACGCAACTACGGATTCAAACCACGAGCTCTGACGCGCAT
115.33 A D4 mab203616M LG2 TGCAGCGGATGCTTGCAGGCGTTCGTGCTGACATGCACTGCACGTCGTTGCACAGACAGTCGCTGGTGC
115.33 A D4 mab226816M LG2 TGCAGTGTACGCCAGTCGCCTGCTGGAGCTAGCGAGCCTGCGTGCGTCGGCGCCG
115.33 A D4 mab210676M LG2 TGCAGCTGGCGGGCTTCGATCGCCATCGCCATTGATTGACCG
115.33 A D4 mab174276M LG2 TGCAGCAAGAACTTACGCTTCTTCTCGAGGTCCAGTTTGGGCTGGTTGTCGCCCGAGAGCCG
115.33 A D4 mab188816M LG2 TGCAGCCACATCCACTGCGGCGTGTACTTGCCGTACGCCG
115.33 A D4 mab242326M LG2 TGCAGTTCCCACCACCAACGGACCCTAACCTTTAAGCTATAATTTGGAAGCCTTGGGCACCAGCCAAAC
115.33 A Cod mab5335 6M LG2 TGCAGGGAACTCCGAGGCGACTCGCGAACCTCTGTTTCTTGCTTGCTCGCCACGACCTTCGGCGCGGCC
115.33 A D4 mab197226M LG2 TGCAGTGTGTTTGACGCCGCCCGCCG
115.33 A D4 mab248876M LG2 TGCAGCGAGTCTTGAGCTGCATCACATCCAGAGGCACATAAAAGTTACTAGATCTCAACAATCAAAACC
115.33 A Cod mab5362 6M LG2 TGCAGCGGTTGCTTGCAGGCGTTCGTGCTGACATGCGCTGCACGTCATTGTACAGACAGTCGCTGGTGC
115.33 A D4 mab214496M LG2 TGCAGACCTTGCCTGGGCATGCATGCTCATCCTGGAGGCAGCCGTGCAGGTGCTGGCCG
115.33 A D4 mab238716M LG2 TGCAGAAATAACCACCGCAACCTTGGTCCTCACAAGTAGCTCAGGCAGTAGTCCG
115.33 A Cod mab4866 6M LG2 TGCAGAGCAGCGCGTCGGTAGGAGTCTCCTGGCGGGCAGGGCGGCGACGGGGGCCTCCTCGCGGGCATG
115.33 A D4 mab265506M LG2 TGCAGGGATGGACAGGGACGGGCATCAGCCCCACGACGGCACCG
115.33 A Cod mab4998 6M LG2 TGCAGCTCCCGGCGGCGTAGGCGGCCATCAGGCCGAGCAGCTCCACCAGGACGCACACCG
115.33 A D4 mab249986M LG2 TGCAGCCAAAAAAAATGTGTTGTTAGGAGAGTGAATTCATGCAACTATCTGCATTCAATGTTTTTTGGG
115.33 A D4 mab220216M LG2 TGCAGCCGTTAGACGCACGTAAGATGCTGCATGCTGTTGCGTCGCATTGGTAGCTCGCTGTCAACCGAG
115.33 A Cod mab1760 6M LG2 TGCAGAAATCAGCAAGCGGCGACGCTAAACCAGGACGACAGAGAGGGCAAGGAGTTGAGTGCAAAGGCC
115.33 A D4 mab174296M LG2 TGCAGCCGCGACCACGATCACCACCATCACCCTGGCGCGAGTTGCTGCCGCGTCCG
115.33 A D4 mab234176M LG2 TGCAGCCGTTCGCAGCCACAGGAGCCTCGCGTCCAGTTCCCTCGAGGTCCCGTGCTGCCG
115.33 A D4 mab231706M LG2 TGCAGCTTAACCCTCTGGCTTCTCCGATAGCCTAGCTTATGATTCCG
116.91 S Cod mab491 6M LG2 TGCAGAGTCTCACTGTCTCAGTGGCTACTGACCG
116.91 A D4 mab279556M LG2 TGCAGTCTGTGGTTTGAACTACTCATTTCTATCAGGTTAGCATTTGCTAGATCTCCG
116.91 A D4 mab246336M LG2 TGCAGGAGAGGCAGGCGGCGGCATTTCGCATGTGCGCGCAGATGAGGTGCTGGAGCTTAAATTTCCCAA
116.91 A D4 mab174306M LG2 TGCAGCCAAGAAGATCCCGCTGCCGCCGCTGCACGAGCCG
116.91 A D4 mab250296M LG2 TGCAGCAGGGGATATGAGTACTATAAAATAATTCGAAACCAAAATCAACTTGCATTGCAAATGTTTTCC
116.91 A D4 mab276456M LG2 TGCAGTTCAGGGGAGCGCAGATAGATCGGTCGACCAAGGCGGATAGATCACCACGCATGTGGCCGCCGA
116.91 A Cod mab311 6M LG2 TGCAGTCTTGTTCGGATGCTCTGGCGAGAGAGGTTGGAATTAGCGTACCTCAAGTGGATCCGTATGCCG
116.91 A D4 mab216606M LG2 TGCAGTTCAAATTGGCACAGTTATTCTGGGAGTGGATGATTACCAGGCCTATATCCAGTCCTTTCGCCG
116.91 A D4 mab219856M LG2 TGCAGCGCCTCTCTCCTCTCGGTGTTCTCTCCTGGAACGGCGGCCGAGCAGCGGCGGCCTGAGGGGGCG
116.91 A D5 mab111326M LG2 TGCAGGCGATAGCTTAGCTTCCTCCCCG
116.91 A D4 mab187866M LG2 TGCAGGGAGACAAAAACCACCATCTACGTGGTCTCCCTAGCCG
116.91 A D4 mab176646M LG2 TGCAGTTTCCGAGTATTCAGCGGCGTGGTATTGATCTGGACACTCTCTGCCCG
116.91 A D4 mab275986M LG2 TGCAGACCCTGCTGGGCATCTCGCTGCTGGAGATCCTGTCCAAGCACTCGTCCGACGAGATATACCTCG
116.91 A D4 mab232186M LG2 TGCAGCTCTCGCCCCCGCGGATGGCCTCCGCCCTCTCCGCCCCG
116.91 A D4 mab197036M LG2 TGCAGTTTGAGACGGCTGGGTCAGAGGTTCTCGCCAGCCTTCGGTCGAAGGTCGCCG
116.91 A D4 mab168386M LG2 TGCAGACCAATTCGTCTTGCCTAGCACTGCTTTGACCGATGGTTCCGAGATTAGTTTACGTGAGTGAGT
116.91 A D5 mab128116M LG2 TGCAGCGTGGCTCAGGCGGCGAAGATGGCGCCGCCGTCAAAACGCCCAAACTGCTCAGTGGCGACGGCC
116.91 A D4 mab243856M LG2 TGCAGGTGTTCGGCGAATTGCCACGCTAGGGAGATTGCGCCGTTAAGAGTTGGGCCATGGATCCGAGAT
121.77 S Cod mab5549 6M LG2 TGCAGCAGCGCGTGGAGCCTGCGGTTGCAGCGCTCGAGTTTGGCGCACTCCCTCCTGCTCTGCGGGATG
121.77 A D4 mab230506M LG2 TGCAGGCAGCAGAGATGCTGCTTCCG
121.77 A D4 mab182886M LG2 TGCAGGACGACAAGCTCGGTCAGCACCATGCAGGTGACCCG
121.77 A D4 mab237526M LG2 TGCAGAGATGTTGCCTCTGGCTGGCCCG
121.77 A D4 mab228326M LG2 TGCAGGTGTTCGGTGAATTGCCCCACTGGGAAGATTGCGCGTCCGATGGCCCG
121.77 A D4 mab227096M LG2 TGCAGTGCCTGTGGATCAGCCCG
121.77 A D4 mab174316M LG2 TGCAGTTTGGTCTGGTACTGCCACTGGCCCATTTATGTATGAACCTGCTCTGGAACTTTGGATGTGTGC
121.77 A D5 mab112226M LG2 TGCAGGTGTTCCTCACTGGGGAGACTGCGTCGCAGATGCTCCGATGGAGTACCCG
123.57 S Cod mab5440 6M LG2 TGCAGATGCTAATTGACTTGCCTGTATTCGTGATTGCAGAAACCAAGCAATGATTTGGTCAAGGGTTCT
123.57 A D4 mab198256M LG2 TGCAGGGGCGGAGGAGGAGGACGAGACGCTGACGGACTTGCCCG
123.57 A D4 mab244996M LG2 TGCAGGGACTGCTGCGCCGAGGTGGACACCGCGAGCGCCCTGCGTGCCCAGTGCCCGTTTTCCATGGGG
123.57 A D4 mab264446M LG2 TGCAGGCGCTGCGGACGGACGGCGGGGAGGCGGGCTTGCTGCTCCCG
123.57 A D4 mab258326M LG2 TGCAGCTGCAACACATATAAATCGGCGCCACTCTTTCACGAGGCCG
123.57 A D4 mab275376M LG2 TGCAGTCTGGGATCGAAGCGCATGGACAGCGGGCAGTGTGCCCGCAGAGCGCTCGCGCCGTCCCCCGCG
123.57 A D5 mab8553 6M LG2 TGCAGTGGCCGACGGGCTGCGGGGCCGCGCTGCTGCGCGCGGAGATGGGAGACTCCGTCGTGAAGGCGC
123.57 A D4 mab220766M LG2 TGCAGCATACGTGCAGCAGGAGCCCAATGGTGTCGACGGCTAGACCGATCCCACCAGCCCCG
123.57 A D4 mab188646M LG2 TGCAGCCGTGGTCTTGCTTCTGGTACTGATGGCGGCCACGGAGGCTGAAGGCATCCG
123.57 A D5 mab162936M LG2 TGCAGCCGTGGTCTTGCTTCTGGTACTGACGGCGGCCATGGAGGCTGAAGGCATCCGTCTAGACGCCGA
123.57 AB D5 mab9692 6M LG2 TGCAGCATATATAAACCTATGCAGGGGTCCTTGGACAATCCG
123.57 A D5 mab114316M LG2 TGCAGACTAATGCAATGTGTATCCGCTCTCTAGTCAGTGATGTTGGTGGGCCG
125.14 S Cod mab312 6M LG2 TGCAGTTAGGGCATCTTCAAAGAAGACCCGCAAATATCTTCGATATATGTTCATTTTTACATCCGAGAT
126.71 S Cod mab3480 6M LG2 TGCAGGGGCGCGTGGACAAATGGACCCG
126.71 A D4 mab184546M LG2 TGCAGGGGCGCGTGGACAAATAGACCCG
126.71 A Cod mab1108 6M LG2 TGCAGGCCTAGCTGTGTGCCGCGGCCG
126.71 A D4 mab228266M LG2 TGCAGGTTCATCGTTTTGAACGGCATGAACGAACAAACGGAGACACGTCCCG
130.15 S Cod mab800 6M LG2 TGCAGGACGCGGTGCTGCGGCACGGCGTGTTCGGCGCGGTGGAGGCGCGGCTCGGGGAACCCG
130.15 B D4 mab174386M LG2 TGCAGGGCCGCCATTGTGTTCCGCCTAGCTTCCACGCCAAGGCCAAGCTCGGGTTGCTGTCCCCGCCGC
130.15 B D4 mab191676M LG2 TGCAGGTCGAACTTGCGGGTGCGATCGTCGGAGGACGGGTGGCGCGGGGAGGCTCCG
130.15 B D4 mab193526M LG2 TGCAGATGCCCAGTAGACACACCCGTTCACAACCGTACCACTGTCTCCG
130.15 B D4 mab193456M LG2 TGCAGCAACAACCCACATCGATCTCGCGGACTAGGTTGGCAATGGCGTCCCCCG
130.15 B D4 mab245206M LG2 TGCAGGCTCCCCGCGTCTGAGGAGATCTGCCACTCCCTTAGTTGCCAAGTTCCCGTTCGAGCCG
130.15 A Cod mab287 6M LG2 TGCAGCTTGTTGTGTTGTACGTGGATTTCAAGCTGGATGAGAGCTACACGCCGAGCAAGATCTCCATCC
130.15 A D5 mab127046M LG2 TGCAGTACTCGCTCGCGGCCATCATCACTAGCTAGCTCGATTAAGCACAGCTAGTGCATCAATGGCCTC
130.15 A D5 mab9661 6M LG2 TGCAGCTGCTGCACCGCGTGGGACGGCACGAGCGCCTTGCGTGCCCAGTGCCCG
130.15 A D5 mab113156M LG2 TGCAGCGTGGAGGCGACCGTGCCCCAGCCTCCGCCCTTCTTCATCTTCTCCG
130.15 A D5 mab8323 6M LG2 TGCAGGTCGAACTTGCGGACGCGATCGTCGGAGGACGGGTGGCGCGGGGAGGCTCCG
130.15 AB D5 mab155126M LG2 TGCAGAAGTCCAAGAATCTAGAGAACGACTCGTTCACCGTCCG
130.15 A Cod mab3894 6M LG2 TGCAGGTCGAACTTGCGGACGCGATCGTCGGAGGACGGGTGGCGCGGGGAGGCTCCG
132.42 S Cod mab686 6M LG2 TGCAGCAGCAGAGGCAGCGCCAGCCG
132.42 B D4 mab173356M LG2 TGCAGGGCATCAGCAGCAGGCAGAAAGGACAAGACGTGCCG
132.42 B D5 mab128296M LG2 TGCAGCGCCGCCATTATGTTCCGCCTAGCCTAGCTTCCACGCCAAGGCCAAGCTCGGGGTTGCTGTCCC
132.42 B Cod mab3529 6M LG2 TGCAGAGCATCAGCCGCAGGCAGAAAGGACAGCACGTGCCG
132.42 B D5 mab159126M LG2 TGCAGGTCCTCCCTTCTGATGAAGGTCGAGTACCAGTTGAGGAAGCAAGACCTCCTGGACGAGAATGTG
132.42 B D5 mab105576M LG2 TGCAGCAACAAGCCAACAACCCACATCGATCTCGCGGACTAGGTCGGCAATGGCGTCACCCG
132.42 B D5 mab163216M LG2 TGCAGCAACAACCCACATCAGTCTCGCGGAGTAGGTTGGCAATGGCGTCCTCGGGCGCCG
132.42 B D5 mab158226M LG2 TGCAGAGCATCAGCCGCAGGCAGAAAGGACAGCACGTGCCG
132.42 B D5 mab127336M LG2 TGCAGGGCTCTCGCTTTGGCGGCGATTACCGCGACACCATTGAGCATCGGCGACGAGGGGAAGCCGAGA
132.42 A D5 mab105526M LG2 TGCAGCACGGCACAAGCTCCTGGCCTGTTTTCTGTAGCTACGGATCGTCATCTGACGGGGACGGCGCCC
132.42 A D4 mab247766M LG2 TGCAGCTCAATCGAGTTAAACTTTGTTTCTCAAAAACAAAAGGTTAAACTAACTGAGGTTATGGGTTGC
132.42 A D5 mab112136M LG2 TGCAGTAAATAAAGTACGTGCCGTTAGGCCTCGCCAGCTTAATTTGACAGCCCG
132.42 A D4 mab252786M LG2 TGCAGAAGCGTTGATGCTTTTTTTTAGTTGTCCAGAAGCACTGATGCAATCCCATATCACCG
132.42 A D5 mab7548 6M LG2 TGCAGCCTCCACAAGGAGCGCAAGCAGGGGGCCCCG
132.42 A D5 mab128546M LG2 TGCAGCAGGCCCGTCTCACCGCCTTCGCCGCCGTCGAAGCGCACGGCCAGCCCGTTCGCGCAGCTCGTC
132.42 A D5 mab6609 6M LG2 TGCAGCGACAAGCAGATGCTGGCAGGTGACGTCTTCCTCTTCTTTGCGCATCTCGGGCAATGAGCCGAG
132.42 A D5 mab105316M LG2 TGCAGCGCTTCATCGCTAATGACTTCGCCCTCATTGCCCAGACAGAGCTTTCGGATTAGGACATGCAGC
132.42 AB D5 mab160206M LG2 TGCAGCAGAGCATGGAGCCTGCGGTAGCACCGCTCGAGCCTGGCGCACTCACGCTTGCTCTGCGTGATG
132.42 A D4 mab201276M LG2 TGCAGAAAGTAAGCTACTCTGTAGACTGTAGTACACCG
132.42 A D5 mab127376M LG2 TGCAGGGAGGGAGGGGAGAGACGAACAGAGGAACAGGAGGCCCGCCTACGTGGCTCCCCACTCGCAACG
132.42 A D5 mab9244 6M LG2 TGCAGTGACCGCAAGGTGTGGGTCCTCGTTGGTTTCCGAGTAAGTTGTCCTATCCATGATCATTGTCTG
132.42 A D5 mab128936M LG2 TGCAGAGGAAACTGACAGTCTGAGACAAGAGGGTGTAAACAAATTAACTAAAACGATTATTCTACGGCA
132.42 A Cod mab5246 6M LG2 TGCAGTGCTCCTGCACCTCCTCGATGTCGTACTGCGTGAGCATCGACGACGCGTTCCCCATCGCCGAGA
132.42 A D5 mab113056M LG2 TGCAGCTCTTGTCCTGCCTGCGGCGACTACGGACGCCATGGCCGCGGGCTAGTGTTCCG
132.42 A D5 mab8733 6M LG2 TGCAGGCCACTGCTCCACGGCTCTGCTCTCGGCGGCTTTACTCGGATATAGGGCCG
137.47 S Cod mab1100 6M LG2 TGCAGCCCGCACCTGGTCGCGCTCCACGCCGCCTTCGACGACGCCGACGCCGTCCACCTCGTCGTCGAC
137.47 A D4 mab174346M LG2 TGCAGCGCCGCCAGGCGCAACACAACTGACTTTGCATGCCAGAGCATGCTCAGCGATTGTATCGACTCC
137.47 A Cod mab1100 6M LG2 TGCAGCCCGCACCTGGTCGCGCTCCACGCCGCCTTCGACGACGCCGACGCCGTCCACCTCGTCGTCGAC
137.47 AB Cod mab113086M LG2 TGCAGCTCTCGGCAGCACCAACGCACTTTATCCG
137.47 A D5 mab9726 6M LG2 TGCAGACCAATTGCTAAGCTAGCAAGAACGCTAGCTCGATCTTCACACGGACATACGTCCG
137.47 A D5 mab155966M LG2 TGCAGCACGTCGACCAACGTGCGCGATGGACGTCGCCG
141.17 S Cod mab1067 6M LG2 TGCAGCACCGCCAAGCGCAATGCCACAGACTTCGCCTACCG
141.17 A D4 mab193356M LG2 TGCAGCACCGCCAAGCGCAATGCCACAGACTTCGCCTACCG
141.17 A D5 mab6610 6M LG2 TGCAGCGCCGCTAGCCAAAACACGACGGACTTCGCCTGCCGAGGCGCTCATAGCGAGTGCTTCAATGTC
143 S Cod mab4714 6M LG2 TGCAGCTGCGACCGTCGATGTCGCATCTGATTTCCG
144.14 S Cod mab1198 6M LG2 TGCAGGGCGCGATGGAAAAAGGCCCGACGAGGACCGCAGAGGGCCG
144.14 B D4 mab191846M LG2 TGCAGGGCGCGATGGAAAAAGGCCCGACGAGGACCGCAGAGGGCCG
144.14 A D4 mab249306M LG2 TGCAGCCGCGAGATCGATCCATGGATCTCATCGAGCCCGCAGATCCCACCATCTACCACCCGACCCGAT
144.14 A D4 mab278026M LG2 TGCAGCTGGTAAATTCCTTTTTTATAGGGGAAGCCTGAGCAGCAAAACAGCCG
144.14 A D4 mab221276M LG2 TGCAGCAAGGAGTGCCGCACGAGCAGTTGCAGCTCGACGCTGTCTCCGCCAGGCAGGCAGCCCG
144.14 A D5 mab8341 6M LG2 TGCAGTGCACGATGGAAAAAGGCCCGACGAGGACCGCAGAGGGCCG
144.14 A D4 mab266436M LG2 TGCAGGGGGCGGGGTGGTCGCCCGACCCTGGCAGACTCGCGCTTGCGCAGAGGAACATGGCCGTCGGCG
146.64 S Cod mab3075 6M LG2 TGCAGCAGGCACAGATGACAGAGGGCGCGGCGGTGGCGGACGAGGTGATGGCGGCGCTGGAGCGCAACG
146.64 B D5 mab160946M LG2 TGCAGCCTCCCGCCCCTGCCGCCGCTTCCCTCCTTCTTGGCGTCCTTTTTGCCG
146.64 A D4 mab178316M LG2 TGCAGTGCCGCTTTCACGGCTACCATAGTGTGTTAATAGTAATCTTTGAGGGTCCG
146.64 A D4 mab244036M LG2 TGCAGGTGCTTCAAGTGGCCAGACAGGGTCTACATTTTTTACTATGTATACTCCAGTTTTGACCGAGAT
146.64 A D5 mab114256M LG2 TGCAGAGATGACAAAAACAACACCAGTGGGAATGCCG
146.64 A D4 mab246586M LG2 TGCAGGACAAAGTTACTGCGTTGCGGCGACCAATTAAAGCCAGCCAGACATCTCCCTTTCTCGCCGAGA
146.64 A D4 mab238696M LG2 TGCAGAAATGCATAGCTGACAGCAATGGTATCCG
148.01 S Cod mab2049 6M LG2 TGCAGAGGCAGCTGCCTGATTATTAAAGCGCACAAGCCTGACACAAGTTAACACGCCCG
148.01 A D4 mab177256M LG2 TGCAGTTCGCCACGAAAGGATGGATGGATGGTCAGTTCGCGCGCTGAGATGTAACCG
148.01 A D5 mab7921 6M LG2 TGCAGTGCACACGAGGATCAGTAAGTGAGTTTAGTTGACCG
149.61 S Cod mab3871 6M LG2 TGCAGCGCACAGAGCAAATTCCTCCCAGGAAACTCCG
149.61 B D4 mab188546M LG2 TGCAGCGCACAGATCAAATTCCTCCCAGGAAACTCCG


































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































0 B D5 mab15974 6U LG10
0 B D5 mab7716 6U LG10
0 B D5 mab7924 6U LG10
0 B D4 mab17598 6U LG10
0 B D4 mab21827 6U LG10
0 B D4 mab18503 6U LG10
0 B Cod mab506 6U LG10
0 S Cod mab4445 6U LG10
0 A D5 mab12761 6U LG10
0 A Cod mab5177 6U LG10
0 A Cod mab4509 6U LG10
0 A Cod mab1722 6U LG10
0 A D5 mab14301 6U LG10
0 A D5 mab14103 6U LG10
0 A D5 mab15096 6U LG10
2.25 B D5 mab8748 6U LG10
2.25 B D4 mab18695 6U LG10
2.25 S Cod mab1324 6U LG10
2.25 AB D5 mab8272 6U LG10
2.25 AB D5 mab14501 6U LG10
2.25 AB D5 mab6736 6U LG10
2.25 A D5 mab14011 6U LG10
2.25 A D4 mab17754 6U LG10
2.25 A D4 mab17539 6U LG10
2.25 A D4 mab17541 6U LG10
2.25 A D4 mab27224 6U LG10
2.25 A D5 mab14548 6U LG10
2.25 A D5 mab6836 6U LG10
2.25 A D5 mab8264 6U LG10
2.25 A D5 mab8812 6U LG10
2.25 A D5 mab9645 6U LG10
2.25 A D4 mab24377 6U LG10
2.25 A D4 mab17603 6U LG10
2.25 A D4 mab26466 6U LG10
2.25 A D4 mab24606 6U LG10
2.25 AB D5 mab8380 6U LG10
2.25 A D5 mab12687 6U LG10
2.25 A D4 mab21056 6U LG10
2.25 A D5 mab6782 6U LG10
2.25 A D5 mab6735 6U LG10
2.25 A D4 mab21829 6U LG10
2.25 A D4 mab24707 6U LG10
2.25 A D4 mab25185 6U LG10
8.48 B D4 mab23137 6U LG10
Kapcsoltsági 
csoport (LG)
8.48 B D4 mab18587 6U LG10
8.48 S Cod mab685 6U LG10
8.48 A D5 mab16422 6U LG10
8.48 A D5 mab14178 6U LG10
8.48 A D4 mab17600 6U LG10
12.58 B D4 mab25606 6U LG10
12.58 S Cod mab3589 6U LG10
13.03 S Cod mab2294 6U LG10
13.95 S Cod mab4775 6U LG10
13.95 A D5 mab15513 6U LG10
13.95 A D4 mab21430 6U LG10
16.03 B D5 mab6886 6U LG10
16.03 B D5 mab6937 6U LG10
16.03 S Cod mab1087 6U LG10
16.71 S Cod mab767-2 6U LG10
16.71 A Cod mab2260 6U LG10
16.71 A D5 mab9721 6U LG10
16.71 A D4 mab23707 6U LG10
16.71 A Cod mab1531 6U LG10
16.71 A Cod mab5542 6U LG10
16.71 A D4 mab24460 6U LG10
16.71 A D4 mab18278 6U LG10
16.71 A D4 mab25716 6U LG10
16.71 A D5 mab6386 6U LG10
19.26 B D5 mab12754 6U LG10
19.26 S Cod mab2027 6U LG10
19.26 AB D5 mab14435 6U LG10
19.26 AB D5 mab11379 6U LG10
19.26 A D5 mab11179 6U LG10
19.26 A Cod mab3932 6U LG10
19.26 A D5 mab12703 6U LG10
19.26 A Cod mab5272 6U LG10
19.26 AB D5 mab15500 6U LG10
19.26 AB D5 mab6739 6U LG10
19.26 AB D5 mab15687 6U LG10
19.26 AB D5 mab6740 6U LG10
19.26 AB D5 mab11250 6U LG10
19.26 AB D5 mab11224 6U LG10
19.26 A D5 mab12808 6U LG10
19.26 AB D5 mab8128 6U LG10
19.26 A D5 mab14292 6U LG10
19.26 A D4 mab25729 6U LG10
22.25 S Cod mab1273 6U LG10
22.25 A D4 mab18656 6U LG10
22.25 A D5 mab6783 6U LG10
22.25 A D4 mab17542 6U LG10
22.25 A D4 mab17495 6U LG10
22.25 A D4 mab17975 6U LG10
22.25 A D5 mab9656 6U LG10
22.25 A D4 mab25439 6U LG10
22.25 A D4 mab24301 6U LG10
22.25 A D4 mab25013 6U LG10
22.25 A D4 mab25035 6U LG10
22.25 A D4 mab17509 6U LG10
27.3 S Cod mab3105 6U LG10
28.42 S Cod mab5115 6U LG10
28.42 A D4 mab18428 6U LG10
28.42 A D4 mab20850 6U LG10
28.42 A D4 mab19733 6U LG10
28.42 A Cod mab2060 6U LG10
28.42 A D5 mab7507 6U LG10
33.71 S Cod mab3458 6U LG10
33.71 A Cod mab553 6U LG10
33.71 A Cod mab1076 6U LG10
33.71 A D4 mab24501 6U LG10
33.71 A D4 mab17548 6U LG10
33.71 A D5 mab11286 6U LG10
33.71 A D4 mab17547 6U LG10
33.71 A Cod mab4843 6U LG10
33.71 A D4 mab17500 6U LG10
33.71 A D4 mab17502 6U LG10
33.71 A D4 mab27281 6U LG10
33.71 A D4 mab17511 6U LG10
33.71 A D4 mab23115 6U LG10
33.71 AB D5 mab7344 6U LG10
33.71 A D5 mab14846 6U LG10
33.71 A D4 mab17604 6U LG10
33.71 AB D5 mab6743 6U LG10
33.71 A D5 mab14704 6U LG10
33.71 AB D5 mab7196 6U LG10
33.71 AB D5 mab11255 6U LG10
33.71 AB D5 mab6851 6U LG10
33.71 A D5 mab9201 6U LG10
33.71 A D4 mab25742 6U LG10
33.71 A Cod mab3384 6U LG10
33.71 A Cod mab335 6U LG10
33.71 A Cod mab326 6U LG10
33.71 A Cod mab325 6U LG10
33.71 A Cod mab3094 6U LG10
33.71 A D4 mab26581 6U LG10
33.71 A D4 mab17510 6U LG10
33.71 A D5 mab12877 6U LG10
33.71 A D4 mab23675 6U LG10
33.71 A D4 mab18067 6U LG10
43.75 S Cod mab5706 6U LG10
43.75 A Cod mab354 6U LG10
43.75 AB D5 mab6750 6U LG10
43.75 AB D5 mab12714 6U LG10
43.75 AB D5 mab11275 6U LG10
43.75 A D5 mab6747 6U LG10
47.89 S Cod mab3106 6U LG10
47.89 A D5 mab15660 6U LG10
47.89 A D5 mab15905 6U LG10
49.47 S Cod mab5137 6U LG10
49.47 A D4 mab27956 6U LG10
49.47 A D4 mab18771 6U LG10
49.47 A D5 mab16418 6U LG10
49.47 A D4 mab25483 6U LG10
49.47 A D4 mab17551 6U LG10
49.47 A D4 mab17503 6U LG10
49.47 A D5 mab6744 6U LG10
49.47 A D4 mab17706 6U LG10
49.47 A D5 mab11208 6U LG10
49.47 A D4 mab20288 6U LG10
49.47 A D4 mab21921 6U LG10
49.47 A D5 mab15339 6U LG10
49.47 A Cod mab4661 6U LG10
49.47 A D5 mab6745 6U LG10
49.47 A Cod mab327 6U LG10
49.47 A D5 mab8647 6U LG10
49.47 A D4 mab22814 6U LG10
49.47 A D4 mab20955 6U LG10
49.47 A D5 mab8251 6U LG10
49.47 A D4 mab23086 6U LG10
49.47 A D5 mab10509 6U LG10
49.47 A D4 mab22053 6U LG10
49.47 A D5 mab14360 6U LG10
49.47 A D4 mab23530 6U LG10
56.23 B D4 mab17550 6U LG10
56.23 B D4 mab24675 6U LG10
56.23 S Cod mab4096 6U LG10
56.9 B D5 mab14112 6U LG10
56.9 S Cod mab3643 6U LG10
56.9 A Cod mab3133 6U LG10
56.9 A D4 mab25962 6U LG10
56.9 A D4 mab22829 6U LG10
59.17 B D4 mab24389 6U LG10
59.17 B D4 mab17648 6U LG10
59.17 B D5 mab12849 6U LG10
59.17 B D5 mab8817 6U LG10
59.17 B D5 mab12673 6U LG10
59.17 S Cod mab3793 6U LG10
59.17 A D5 mab14105 6U LG10
59.17 AB Cod mab6919 6U LG10
59.17 A Cod mab5465 6U LG10
59.17 A D4 mab19520 6U LG10
59.17 A Cod mab4738 6U LG10
59.17 A D5 mab14293 6U LG10
61.44 B D4 mab21766 6U LG10
61.44 B D4 mab21037 6U LG10
61.44 S Cod mab1043 6U LG10
61.44 A Cod mab1070 6U LG10
61.44 AB Cod mab9493 6U LG10
61.44 AB Cod mab9637 6U LG10
61.44 AB Cod mab6788 6U LG10
61.44 AB Cod mab12783 6U LG10
61.44 AB Cod mab11278 6U LG10
61.44 A Cod mab328 6U LG10
61.44 A D4 mab24311 6U LG10
61.44 A D4 mab19341 6U LG10
61.44 A D4 mab26743 6U LG10
61.44 A Cod mab4624 6U LG10
61.44 A D4 mab25261 6U LG10
61.44 A D4 mab17606 6U LG10
61.44 A D4 mab17607 6U LG10
61.44 A D4 mab26738 6U LG10
61.44 A D5 mab15117 6U LG10
61.44 AB D5 mab11399 6U LG10
61.44 A D5 mab14617 6U LG10
64.66 B D5 mab6846 6U LG10
64.66 B D5 mab11287 6U LG10
64.66 S Cod mab3135 6U LG10
64.66 A D4 mab26011 6U LG10
66.48 B D5 mab6279 6U LG10
66.48 B D4 mab20751 6U LG10
66.48 B D5 mab15594 6U LG10
66.48 S Cod mab4037 6U LG10
78.25 S Cod mab4756 6U LG10
78.25 A D4 mab20395 6U LG10
78.25 AB Cod mab7687 6U LG10
78.25 AB Cod mab16398 6U LG10
78.25 AB Cod mab6087 6U LG10
78.25 AB Cod mab8865 6U LG10
78.25 AB Cod mab7040 6U LG10
78.25 AB Cod mab12161 6U LG10
78.25 AB Cod mab14483 6U LG10
78.25 AB Cod mab10218 6U LG10
78.25 AB Cod mab6244 6U LG10
78.25 A Cod mab666 6U LG10
78.25 A D4 mab16759 6U LG10
78.25 A D4 mab25197 6U LG10
78.25 A D4 mab23780 6U LG10
78.25 A Cod mab1994 6U LG10
78.25 A D5 mab11725 6U LG10
78.25 A D4 mab18174 6U LG10
78.25 A D4 mab24313 6U LG10
78.25 A D5 mab10779 6U LG10
78.25 A D4 mab26404 6U LG10
78.25 A D4 mab22165 6U LG10
78.25 A D5 mab10789 6U LG10
78.25 AB D5 mab6849 6U LG10
78.25 A D5 mab8015 6U LG10
78.25 A D4 mab21258 6U LG10
80.96 B Cod mab512 6U LG10
80.96 S Cod mab3692 6U LG10
80.96 A D4 mab23404 6U LG10
80.96 A D4 mab24702 6U LG10
80.96 A D4 mab26636 6U LG10
80.96 A D4 mab25955 6U LG10
80.96 A D4 mab21217 6U LG10
80.96 A D4 mab22949 6U LG10
80.96 A D4 mab25711 6U LG10
80.96 A D4 mab16785 6U LG10
81.4 B Cod mab1416 6U LG10
81.4 B Cod mab1670 6U LG10
81.4 B Cod mab2573 6U LG10
81.4 B Cod mab934 6U LG10
81.4 S Cod mab4352 6U LG10
81.62 S Cod mab441 6U LG10
81.62 A D5 mab14607 6U LG10
81.62 A D5 mab14459 6U LG10
81.62 A D5 mab13870 6U LG10
82.06 S Cod mab4916 6U LG10
82.06 A D5 mab14045 6U LG10
82.06 A D4 mab26161 6U LG10
82.06 A D5 mab14176 6U LG10
82.06 A D4 mab16786 6U LG10
82.06 A Cod mab1683 6U LG10
82.06 A D4 mab19288 6U LG10
82.06 A D4 mab27121 6U LG10
82.06 A D4 mab24900 6U LG10
82.06 AB D5 mab6095 6U LG10
82.06 A D5 mab13344 6U LG10
82.06 A D5 mab14226 6U LG10
82.06 A D4 mab23478 6U LG10
82.06 A Cod mab3859 6U LG10
82.06 A D4 mab23373 6U LG10
82.06 A D5 mab15392 6U LG10
103.32 B D5 mab8428 6U LG10
103.32 B D5 mab10794 6U LG10
103.32 S Cod mab1545 6U LG10
103.32 A D5 mab14163 6U LG10
103.32 A D5 mab14399 6U LG10
103.32 A D4 mab25553 6U LG10
108.71 B D5 mab7020 6U LG10
108.71 S Cod mab1077 6U LG10
108.71 AB D5 mab8404 6U LG10
108.71 AB D5 mab7265 6U LG10
108.71 AB D5 mab7945 6U LG10
108.71 A D5 mab8304 6U LG10
108.71 A D5 mab13150 6U LG10
108.71 A D5 mab6161 6U LG10
108.71 A Cod mab3690 6U LG10
108.71 A Cod mab2182 6U LG10
108.71 A D5 mab6247 6U LG10
108.71 AB D5 mab16098 6U LG10
108.71 AB D5 mab13653 6U LG10
108.71 AB D5 mab6246 6U LG10
108.71 A D5 mab6248 6U LG10
108.71 A D5 mab15430 6U LG10
108.71 A D5 mab6094 6U LG10
108.71 A D4 mab25940 6U LG10
111.95 B D4 mab24545 6U LG10
111.95 B D4 mab27289 6U LG10
111.95 B D4 mab27387 6U LG10
111.95 B D4 mab23067 6U LG10
111.95 B D4 mab23617 6U LG10
111.95 B D5 mab16331 6U LG10
111.95 S Cod mab2847 6U LG10
111.95 A D4 mab16880 6U LG10
111.95 A D4 mab26209 6U LG10
111.95 A D4 mab25609 6U LG10
112.4 S Cod mab3752 6U LG10
112.4 AB D5 mab15846 6U LG10
112.4 AB D5 mab14579 6U LG10
112.4 AB D5 mab11730 6U LG10
112.4 AB D5 mab15911 6U LG10
112.4 A D5 mab15180 6U LG10
112.62 S Cod mab4398 6U LG10
112.62 A Cod mab2358 6U LG10
112.62 A D4 mab22852 6U LG10
112.62 A D4 mab20772 6U LG10
112.62 A D4 mab25791 6U LG10
112.62 A Cod mab3242 6U LG10
112.62 A D4 mab21532 6U LG10
112.62 A D4 mab25422 6U LG10
112.62 A D4 mab19779 6U LG10
112.62 A D4 mab25977 6U LG10
112.62 A D5 mab9403 6U LG10
112.62 A Cod mab123 6U LG10
112.62 A D5 mab9628 6U LG10
112.62 A D5 mab7296 6U LG10
112.62 A D4 mab23113 6U LG10
112.62 A D4 mab23227 6U LG10
112.62 A D4 mab26950 6U LG10
112.62 A D4 mab16798 6U LG10
112.62 A D4 mab23386 6U LG10
112.62 A D5 mab15178 6U LG10
112.62 A D4 mab25937 6U LG10
112.62 A D5 mab15030 6U LG10
112.62 A D4 mab25343 6U LG10
123.33 B D5 mab7405 6U LG10
123.33 B D5 mab8516 6U LG10
123.33 B D5 mab14412 6U LG10
123.33 S Cod mab1627 6U LG10
123.33 A D5 mab13762 6U LG10
123.33 A D5 mab14865 6U LG10
123.33 A D4 mab21242 6U LG10
123.33 A D4 mab18041 6U LG10
123.33 A D4 mab22620 6U LG10
123.33 A Cod mab1603 6U LG10
123.33 A Cod mab2317 6U LG10
123.33 A Cod mab1935 6U LG10
129.82 S Cod mab5683 6U LG10
129.82 A Cod mab838 6U LG10
129.82 A Cod mab5159 6U LG10
129.82 A D5 mab8184 6U LG10
129.82 AB D5 mab13879 6U LG10
129.82 AB D5 mab14095 6U LG10
129.82 AB D5 mab14995 6U LG10
129.82 AB D5 mab7537 6U LG10
129.82 AB D5 mab13863 6U LG10
129.82 AB D5 mab15015 6U LG10
129.82 AB D5 mab11613 6U LG10
129.82 AB D5 mab9361 6U LG10
129.82 AB D5 mab14802 6U LG10
129.82 AB D5 mab13053 6U LG10
129.82 AB D5 mab15686 6U LG10
129.82 A D5 mab15381 6U LG10
129.82 AB D5 mab7307 6U LG10
129.82 A D5 mab16089 6U LG10
129.82 A D4 mab27693 6U LG10
129.82 A D5 mab14495 6U LG10
129.82 A D4 mab18341 6U LG10
129.82 A D4 mab18623 6U LG10
132.76 B D4 mab25430 6U LG10
132.76 B D4 mab16884 6U LG10
132.76 B D4 mab23870 6U LG10
132.76 S Cod mab4187 6U LG10
132.76 A D4 mab25790 6U LG10
132.76 A D4 mab26637 6U LG10
132.76 A Cod mab3196 6U LG10
132.76 A D4 mab26394 6U LG10
132.76 A Cod mab5639 6U LG10
132.76 A D4 mab17675 6U LG10
132.76 A D4 mab26936 6U LG10
132.76 A Cod mab2292 6U LG10
132.76 A Cod mab98 6U LG10
132.76 A D4 mab21873 6U LG10
132.76 A D4 mab26924 6U LG10
132.76 A Cod mab1251 6U LG10
132.76 A D5 mab6178 6U LG10
132.76 A D5 mab13484 6U LG10
132.76 A D4 mab25037 6U LG10
132.76 A D4 mab23829 6U LG10
132.76 AB D5 mab11535 6U LG10
132.76 AB D5 mab14582 6U LG10
132.76 AB D5 mab13066 6U LG10
132.76 AB D5 mab15442 6U LG10
132.76 A D5 mab15881 6U LG10
132.76 A D4 mab25774 6U LG10
132.76 A D4 mab24660 6U LG10
135.48 S Cod mab95 6U LG10
135.48 AB Cod mab26866 6U LG10
135.48 AB Cod mab26087 6U LG10
135.48 A Cod mab2848 6U LG10
137.73 S Cod mab3901 6U LG10
137.73 A D4 mab16722 6U LG10
137.73 A D5 mab14344 6U LG10
141.36 B D4 mab26830 6U LG10
141.36 S Cod mab124 6U LG10
142.49 S Cod mab2873 6U LG10
142.49 A D5 mab12632 6U LG10
142.49 A D4 mab22119 6U LG10
142.49 A D4 mab24653 6U LG10
142.49 A Cod mab59 6U LG10
142.49 A D5 mab12972 6U LG10
142.49 A Cod mab4862 6U LG10
142.49 A D4 mab22785 6U LG10
142.49 A D4 mab26640 6U LG10
142.49 A D5 mab7202 6U LG10
142.49 A Cod mab530 6U LG10
142.49 A Cod mab3494 6U LG10
142.49 A D4 mab16889 6U LG10
142.49 A Cod mab4834 6U LG10
142.49 A D5 mab6167 6U LG10
142.49 AB D5 mab6177 6U LG10
142.49 A D5 mab11909 6U LG10
142.49 A D5 mab13934 6U LG10
142.49 A D4 mab21491 6U LG10
142.49 A D4 mab22739 6U LG10
142.49 AB Cod mab27654 6U LG10
142.49 A Cod mab1026 6U LG10
142.49 AB D5 mab14640 6U LG10
142.49 AB D5 mab7299 6U LG10
142.49 AB D5 mab15181 6U LG10
142.49 A D5 mab15177 6U LG10
142.49 A D4 mab27505 6U LG10
142.49 A D4 mab24909 6U LG10
142.49 A D4 mab18675 6U LG10
142.49 A D4 mab16803 6U LG10
142.49 A D4 mab18632 6U LG10
142.49 A D4 mab17999 6U LG10
142.49 A D5 mab9391 6U LG10
142.49 A D5 mab9926 6U LG10
142.49 A D5 mab15782 6U LG10
142.49 A D4 mab23872 6U LG10
142.49 A D5 mab10007 6U LG10
142.49 A D4 mab19769 6U LG10
142.49 A D5 mab16016 6U LG10
142.49 A D4 mab19969 6U LG10
142.49 A Cod mab2189 6U LG10
142.49 A D5 mab6169 6U LG10
142.49 A D4 mab26654 6U LG10
149.76 B D4 mab20291 6U LG10
149.76 S Cod mab1991 6U LG10
156.54 S Cod mab286 6U LG10
156.54 A Cod mab5635 6U LG10
156.54 A D4 mab19374 6U LG10
156.54 AB D5 mab8189 6U LG10
156.54 AB D5 mab5912 6U LG10
156.54 AB D5 mab15602 6U LG10
156.54 A D5 mab14312 6U LG10
225.14 S Cod mab4695 6U LG10
225.14 A Cod mab571 6U LG10
225.14 A D4 mab26796 6U LG10
225.14 A D5 mab9993 6U LG10
225.14 A D4 mab17997 6U LG10
225.14 A Cod mab1291 6U LG10
225.14 A Cod mab3779 6U LG10
225.14 A D4 mab20958 6U LG10
225.14 A Cod mab4055 6U LG10
225.14 AB Cod mab9006 6U LG10
225.14 A Cod mab4227 6U LG10
225.14 A D4 mab26392 6U LG10
233.2 S Cod mab5365 6U LG10
233.2 A D5 mab10051 6U LG10
233.2 A D4 mab19569 6U LG10
233.2 AB Cod mab23510 6U LG10
233.2 AB Cod mab20084 6U LG10
233.2 A Cod mab2119 6U LG10
233.2 A D4 mab20497 6U LG10
233.2 A D4 mab21817 6U LG10
235.02 S Cod mab2765 6U LG10
235.02 A D4 mab25374 6U LG10
235.02 A D4 mab25788 6U LG10
235.02 A D4 mab25547 6U LG10
235.02 A D4 mab25604 6U LG10
235.02 A D4 mab16589 6U LG10
235.02 A Cod mab2478 6U LG10
235.02 A D4 mab16508 6U LG10
235.02 A D4 mab21757 6U LG10
235.02 A D4 mab21801 6U LG10
237.27 B D4 mab26289 6U LG10
237.27 B D4 mab18562 6U LG10
237.27 B D4 mab17079 6U LG10
237.27 S Cod mab1641 6U LG10
237.27 A Cod mab3545 6U LG10
237.27 A D5 mab14511 6U LG10
237.27 A Cod mab4104 6U LG10
237.27 AB Cod mab2033 6U LG10
237.27 A Cod mab2193 6U LG10
237.27 A Cod mab2011 6U LG10
237.27 AB D5 mab15114 6U LG10
237.27 A D5 mab14359 6U LG10
241.37 B D5 mab11649 6U LG10
241.37 S Cod mab3819 6U LG10
241.59 B D5 mab15623 6U LG10
241.59 B D4 mab19817 6U LG10
241.59 B D4 mab16509 6U LG10
241.59 B D4 mab23576 6U LG10
241.59 B D5 mab13948 6U LG10
241.59 B D4 mab24327 6U LG10
241.59 B D4 mab27413 6U LG10
241.59 B D4 mab22864 6U LG10
241.59 B D5 mab15922 6U LG10
241.59 B D5 mab14526 6U LG10
241.59 S Cod mab763 6U LG10
241.59 A D5 mab11850 6U LG10
241.59 A D4 mab22678 6U LG10
241.59 A Cod mab2498 6U LG10
241.59 A D4 mab18266 6U LG10
241.59 A Cod mab1470 6U LG10
241.59 A D5 mab14946 6U LG10
241.59 A D4 mab25438 6U LG10
241.59 A D4 mab25773 6U LG10
243.61 S Cod mab4698 6U LG10
243.61 A D5 mab13678 6U LG10
244.73 S Cod mab1126 6U LG10
244.73 A D4 mab18550 6U LG10
244.73 AB D5 mab10074 6U LG10
244.73 A D5 mab14569 6U LG10
244.73 A D4 mab16513 6U LG10
244.73 A D4 mab25022 6U LG10
244.73 A D4 mab24333 6U LG10
244.73 AB D5 mab15663 6U LG10
244.73 A D5 mab6022 6U LG10
244.73 A D4 mab22745 6U LG10
244.73 A D4 mab26960 6U LG10
247.9 S Cod mab596 6U LG10
247.9 A D4 mab18480 6U LG10
253.42 S Cod mab970 6U LG10
253.42 AB D5 mab15402 6U LG10
253.42 AB D5 mab14081 6U LG10
253.42 AB D5 mab7915 6U LG10
253.42 AB D5 mab6322 6U LG10
253.42 A D5 mab9528 6U LG10
254.09 S Cod mab1332 6U LG10
254.09 A D5 mab14219 6U LG10















































































































































































































































































































































































































































































































































































0 S Cod mab5251 6U LG12 TGCAGAGAGAAGGGGGAAAAAACTAGAGACTTTTGAGTTGGACTTAGAAAGGCCCAAAGATCTTTGCCG
0 A D5 mab102766U LG12 TGCAGGTGCCTAGGAGGCGTGCTAGTGCGGCCGTGCCCG
0 AB D5 mab118096U LG12 TGCAGATCGTGTCCCAAGGAGGTGCATCTTGAGAGCAAAACATGTTGCTGGCTATCAACAACACTATCC
0 AB D5 mab8409 6U LG12 TGCAGAAACAGGCCCGAAAATAAGTTGGTCCG
0 AB D5 mab8498 6U LG12 TGCAGCTTGTCGTAGCCGCGCTTCTTGCGCTGTCCCTGTCCACTACAGCGTCCTCGTCGCCTGCGTCGG
0 AB D5 mab160696U LG12 TGCAGGGATAAAATATGAACCACAGATATGTAAAGAAATTTAATGGGAGTCTTCATTCAGTCCCTGAAC
0 AB D5 mab140986U LG12 TGCAGTGGCGACGCATGGTGGACGACCTCCG
0 AB D5 mab141406U LG12 TGCAGTGCAGCTCCGCCCCGCCCACCG
0 AB D5 mab7836 6U LG12 TGCAGTTGGCAGTTGGTACTATTCCTACCTGGCAAGTCGGCAAAAAAGGGAAAATGAAACGAGTTGAGT
0 AB D5 mab120976U LG12 TGCAGTGGGGCGACCAAAATACAAAGTACTTTCAGAATAGGGCTTCTCACCG
0.67 S Cod mab4684 6U LG12 TGCAGTGCACCTCCATTGATCTCCTCCTCCTCCTCCTCCTCCTTGGTTACGGCTGATCAACTAGTGGGA
0.67 A D4 mab262786U LG12 TGCAGCGCATCCAGGAAGGCGGAGCTGGGCAGATGGGCGACCG
0.67 A D4 mab185516U LG12 TGCAGGAGTTGCATCCCTGCACGAGTCCATTTACCCGTGTGTTCCTGTCCG
0.67 A D4 mab189606U LG12 TGCAGCGGCTCGCAACTAACGGCCG
0.67 A D4 mab206856U LG12 TGCAGAATTGCCCCGACACCTAGATCACAAGCATCTGTCTTGACAATGAACGGCTGAGAAAAGTTGGGC
0.67 A D4 mab278226U LG12 TGCAGCCGCGACTTGTGCCATGACAGGTAGGAGCGGCGCAGGTTCTTCTGGACCAGGAAGGCCAAGAGG
0.67 A Cod mab5738 6U LG12 TGCAGGGGGAGCCTTGGGCTTTTCAGTGCTCTTCTGCTGGTAGATGGATCCAGTGGCACTGTTGACCAG
0.67 A D4 mab271416U LG12 TGCAGCAACTTCGACTTCATCATGGGGAGTTCTTAGAAGAGTGTCACTGATCTTGCGAGTCGAGCTAGC
0.67 A D4 mab239696U LG12 TGCAGCCCGCCGCGCAGCAGTAGCACGGCAGCCG
0.67 A Cod mab5139 6U LG12 TGCAGAATGAGTTCTCGAGATCGGCTGATCCCTGCACTGGCGGTGGACACAAGCTTGACAAAGGAGAGG
0.67 A Cod mab1808 6U LG12 TGCAGATCAGGCTCAGTACAACCACTGGACCGAAATAGACAGCCG
0.67 A D4 mab223726U LG12 TGCAGCACCGCGCGAACACGCTGCTGCCGAGGAACACGAGACGCGGGCGCGGACCAGCTGAAGAAGCTG
0.67 A Cod mab1868 6U LG12 TGCAGTTTTCATTTCAAACTCGAGTACGTGGGGTCACGTCAAGTTTAAGGCAGTTGTTTGATTCTTTGG
0.67 AB Cod mab9331 6U LG12 TGCAGGCGCAGAGGAGCAGTATGGTCCGCGACAGCACCG
0.67 A Cod mab2490 6U LG12 TGCAGCCCAAAGTCGCCATGGATGGAGGCCGAGCCTCGCCCGCGGAGCGCCCCACCGCCACTGTCCTTG
0.67 A D4 mab180176U LG12 TGCAGTAAGGCCAACTCCGACCAACTAACCCAACCG
0.67 A D4 mab225166U LG12 TGCAGATCAGCTCCAACGAAACAGCCAGCAAAGCCTGAGGGCAGATGGAGGAGTCCTGATGCGGACCGA
0.67 A D4 mab205586U LG12 TGCAGCCAAAAATGGTCTAACACCGAAAGGATCCTATGAAGTCGGAGGCGTACCTGTCCCACGATGTTG
0.67 A D4 mab201476U LG12 TGCAGTAACTGCTACTCCTGAAGCCAATCAAACAACCTACAACAGATTCCAGCACGGTCTTCAATCCTT
0.67 A D4 mab269256U LG12 TGCAGCAGTACTTGCCAACATCGTCAAATCTGGCATGAACCCG
0.67 A D4 mab165796U LG12 TGCAGCATCCCAAAGTCGCTACCTTCATGAAGGTGCCATCCTGGTTGCTGGGTTGGGTTCGGATTTGGT
1.34 S Cod mab4172 6U LG12 TGCAGGCACCGAGTTGGCGCGCAGGGCGGGGCGAGGCCTTCGCAGGCGATCCGAAGCTGGCACGGGAAG
1.34 B Cod mab4731 6U LG12 TGCAGCTCAAACAATGAAAATAAACTCTGCATCTCTGCTCTGGTCTGCTCTGCTCGATTATCTCTATCT
1.34 A D4 mab184296U LG12 TGCAGGCCTTGGTTAATACGGATCCAGTAAAAATAGAAGAAGAAGAAGGGCCACAACCCG
1.34 A D4 mab226056U LG12 TGCAGAGCACTATGCCATTGCCCGTTGCCGCATGCCATTGCCACCGCACCGCACAAGCTAGCCAGGACC
1.34 A D4 mab225556U LG12 TGCAGAGGCGCCGCTTCGCTAAGCGCCGCCGCCTCCGAGCTGCCGTTTCCGTCGCCGCGACCCTGAACC
1.34 A D4 mab225546U LG12 TGCAGAGGCGTTCGATCGCCTCCACGCGTGATAGGCGCGTCCGCGGCTGCTCTCGCGGCGGCGGAGGCG
1.34 A D5 mab143156U LG12 TGCAGGTGCTGGCCATCCTGCCGTCGTACGCCG
1.34 A D4 mab280496U LG12 TGCAGACTTTGTGGTTGGCCTGCTTATCCTCGCCGTGTTCGGGATCAGAGGCAGTGCGTGACCG
1.34 A Cod mab4692 6U LG12 TGCAGTACTGCTCCTCGCTGGCGTCTTCATCCTCTCGCGGCGCCTCTCTCGCGACCCCGCAGGTTCGTG
1.34 A D4 mab262676U LG12 TGCAGCTTGCGAGGAGCGCGCGGCAGGTGCTCGACGAAATGCCCCG
1.34 A Cod mab1984 6U LG12 TGCAGCACGTCCTCTCCTTCCTCCCGGCGCAGCAGGCCGTGCGGACCTGCGTGCTCGCCCG
1.34 AB Cod mab8130 6U LG12 TGCAGGTCTCGGGTTCGATTCCCGCCG





1.34 A D4 mab275776U LG12 TGCAGTGTGGGACAGAGGACTCGGTGCGGGGCCGTGCCTGAAGCGAAGCCG
1.34 A D4 mab164966U LG12 TGCAGCCGCGTGCAGGTACGTCGACGACGATCTCCCGTTCCTCCTCCTCTGCCGATGTTGGTGACGGCA
1.34 A Cod mab1728 6U LG12 TGCAGCGTGTGCGGCTTCCGCCACCTGGGCCACTGCCCATCCACGTTGGGCTTCCGCAATCAGCGCCCG
1.34 AB Cod mab115256U LG12 TGCAGTGAGCCGTCCTGCGCACCTCGCATCTCCTGCGGCTTTCGCTGTGGCACTGTGTTGACCTGCCCT
1.34 A D5 mab9437 6U LG12 TGCAGCAAGTACACGCACAAGGAAATTTGCAGACTTTGCCG
1.34 A D4 mab190366U LG12 TGCAGCGCGGCCATGCATGTGCAACACGCAGCATCATGACCG
1.34 A D4 mab267556U LG12 TGCAGTCTTGCTACAGCAATGCTATTGCTAGGTCCTTTCTGGTCGCCG
2.93 S Cod mab5367 6U LG12 TGCAGCTTAACTGAGATCGCAGGAGCAACGGAACCAAGTAAGAGAAGAGGGCAGGCCTTTTCAAAGCTC
2.93 A Cod mab2109 6U LG12 TGCAGAGGGCAGCGCTGACGCAACCAACTAGGGCGACCGACAGGGCCAACCACAATGCCG
2.93 AB Cod mab205856U LG12 TGCAGCAGAGAGATCATATGGAATGCAGCAAACCTTGTGGTACATTTCTTCATATGTGAAACTCTGACG
2.93 A Cod mab4149 6U LG12 TGCAGAGCATGGGGTGAGGCGCGGCTGGCTGCTGCTCCTGCCCCCCG
2.93 A D5 mab6333 6U LG12 TGCAGGTGTGCAACTGAAGAACCTCGTCTTATGACGGAGGGATCACATATCCG
4.29 S Cod mab4131 6U LG12 TGCAGCTGCTGGCAGTCGGCGACCACTGCCTCGTATGCGGCCG
4.29 B D4 mab190556U LG12 TGCAGCGCCGTGTCCTACATGGTCGGCATGCTGGACGCCG
4.29 B D4 mab183166U LG12 TGCAGGGAAGATGCTGCGGGCGATGCCG
4.29 A D4 mab203996U LG12 TGCAGGAGCATCAACCCTGACGAGGCTGTCGCGTACGGCGCAGCCCTCTACGCTGCCTACCTCACCGAG
4.29 A D4 mab274716U LG12 TGCAGCAATGGGCAGGAAGGCGCCCAGGGGGCGGCTACGAGCAGCGGGCGGCGCGGGCGCGGCCAGGGC
4.29 A Cod mab959 6U LG12 TGCAGGATAATCTGTGCAGGGATCCCAGCAGGAGAGCCG
4.29 A D4 mab206546U LG12 TGCAGAGCACTGCGGCGCCACGGACCAAACAACCGCTTCCATTGTTGAGCCGCGGCGGAAAGGGCACAC
4.29 A D4 mab206966U LG12 TGCAGAAGCTGCTGCACGCCGCCTACAAGCGCGGGGACACGTCCGTGGAGGTGCGCGTGCGCCG
4.29 A Cod mab3428 6U LG12 TGCAGCAAGCCTTCCACAAACCCG
4.29 A D4 mab225266U LG12 TGCAGATAAACTATGCTGCTGGTGATGGAGAGTCCTTGCTCGCTCGTCTGGCAAGTCCTTTCAGACGGG
4.29 A Cod mab1114 6U LG12 TGCAGCAGGTGGACATAAGGTTCGTGTACGACCTCAAGGACGCCAAGCTGTCATTTGCGTCGGAGCCGT
4.29 AB Cod mab7736 6U LG12 TGCAGCAGAGCTCACCAACGGCGAGCAGTGTTCCG
4.29 AB Cod mab149206U LG12 TGCAGCGCAATTTTAGGTATTTCTATGACCG
8.16 S Cod mab4028 6U LG12 TGCAGCTGCCGGCATCGCCCGAGCGCCG
8.16 A Cod mab1575 6U LG12 TGCAGTCGTCGGGCGTGGCTGGCGTGGCGTCGATCTTGTTGGTGATGCATCTCCTAGCTGGCTGTTCAG
8.16 A Cod mab4012 6U LG12 TGCAGTGCATAATAGGCAAATCATCGAGATGCATGGAACAGGACCG
8.16 AB Cod mab176366U LG12 TGCAGAAACTGGGTTTGGTGAAGGGTATGCTCTACCG
8.16 A D5 mab7899 6U LG12 TGCAGCTTGCCATCCTCGCCGCCACCGTCATGTACCAGACCG
8.16 A D4 mab257136U LG12 TGCAGGGTCTTTTCGAGCCAACGGCAGCCCAGACGAATGCTTGGGTCCG
8.16 A D4 mab223916U LG12 TGCAGCACAACTCCTCCGCATCGCTATTCGCTAGTGAAGCACCACCGCCGCCCGCCTCTACAGCTCGCT
8.16 A D4 mab224706U LG12 TGCAGATGCCGCAACGTGGTGCGACAGATTCCTGGTCCGTCTCTGCGCTGCATGATCGATCTAGCTGCA
8.16 A D5 mab119666U LG12 TGCAGGAATTGGTCGTGGAGCTCATCTCGAGTTGCTGGAGGATCAGGAGCCG
8.16 A Cod mab613 6U LG12 TGCAGCTCTCGCGCGCCCTGCATGTCCCCG
13.21 S Cod mab4468 6U LG12 TGCAGCACCGCCGTCTCACCTTGGCCCGCACCGTCACGGCCCAGCCTTCTCCGTTCCTCTACCTCCCGT
13.43 S Cod mab4971 6U LG12 TGCAGATTGTAATTTTATGCGAGGTTCAGGGTTACATACAGTGCAAAGCTCTGTGATCCGAGAGCAGAG
13.43 A D4 mab240956U LG12 TGCAGCAAAACAAAAACAAAAGGGGAGCGGCTGGAGGTGAGCTGCTCAGCCG
13.43 A D4 mab262036U LG12 TGCAGCAGACACACCAATTCGCATAAGAGGAGCTGGAGGAGCCCACCG
15.49 S Cod mab839 6U LG12 TGCAGGTGCGTCGTACAACTGGCATACACCGTCATGACCACTTGCACCG
15.49 B D5 mab8016 6U LG12 TGCAGTAGGGTGTATCCCCTCTGTACATGAAGACGTCACTGTCGCGTGCCAGCGGCTTGGCGCAGAGCG
15.49 B D5 mab102466U LG12 TGCAGTCGCAGCAGCTTGATTTGGTTGACCAATGATCGCTCCG
15.49 A Cod mab5520 6U LG12 TGCAGGAGGTCAGTTGGCCATAAAAAGCTAACAATTACGCGGTAGAAGATCGCCACCTCGCCGCAAAAC
15.49 A D4 mab188866U LG12 TGCAGCTACCGCCATCGGGATCATGCCCG
17.51 S Cod mab3730 6U LG12 TGCAGGTGTCGCACCCGACCAAGGAGGCGCCG
17.51 A D4 mab225736U LG12 TGCAGAGGACGAGTCTCGAGCTAGTAGCCTGAGGCCGTACAACAGAGTTGAACAACGGAGATAATCCGA
17.51 A D4 mab195306U LG12 TGCAGCAGCACTGGTGCACACGTTGCGACCG
18.18 S Cod mab4085 6U LG12 TGCAGCTCGCGGTGCTGCGCTTCGTGCCGACGCTCGCGGGCGTGTACATGTCCCGTGCCGTCTCCCGAA
18.18 B Cod mab4633 6U LG12 TGCAGGTGTCGGCGCTGATCGACCACGTCGCACGCGTCGACTGGTCCCTCCTCGACCGCGTCCCCGAGA
18.18 B D4 mab204856U LG12 TGCAGCGGGAGGTGGGGCGAGGTGGTGGTGTCGACGTGGATTCGCGTGCAGCCAAACTTGACCG
18.18 B D4 mab223986U LG12 TGCAGCAATAATGATGACGACGTGAGCGACGACTTCTTGCGTGACACCGCGGTAAACCTCCTGTTCGCC
18.18 B D4 mab196906U LG12 TGCAGATGTTGACACGCTGCACCAGGCTGAGCTGGGCCTCTAGGCTGAGCTCGGCCG
18.18 B D4 mab274226U LG12 TGCAGCCGCCCGAGCCCCTGTCTAGGAGCTCCTTGGGCATCCGTGCCCTGCCGTCCG
18.18 A Cod mab1811 6U LG12 TGCAGCCGTCGGCCGAGTCTCGCTCACACGGCGACCCTGCCCGTTGGCGCTGCAAGGCAATAAGTCGCG
18.18 AB Cod mab7848 6U LG12 TGCAGCTCTCCAGTGGTCACAAATTTTGGGAGGCGAGGAGGCCG
19.98 S Cod mab3742 6U LG12 TGCAGCTTCCCGCGCTCGCAAAACTGCCTCCTCCGCCG
19.98 A D5 mab114956U LG12 TGCAGAGAGCGCAGGTGCCATTGGATATGCCACCACAGTGCCCTTGATTTCCCCTTCTGCCG
19.98 AB D5 mab110046U LG12 TGCAGTAACCGCATTAATGGGGGAAATAATTGCAGTCGACTGCGCCG
19.98 A D5 mab143876U LG12 TGCAGGGGTATGTACGTTTTTTTCTGTACATTTACAACTGTCCG
19.98 A D4 mab192336U LG12 TGCAGCCGCGGCAAGGCCCAGCCGCGCTAGATCCG
19.98 A D4 mab215866U LG12 TGCAGGAATTTAAACTTCAAGACGTGTCTTTAACACTTGTGCATCAATGTTTGGGCAATAAATTCAGAA
23.15 S Cod mab2141 6U LG12 TGCAGCAGGCGCTGGGAAGGGTGCTGGGCTCGAAGCTGGCGCGGCGGATCCTGGGAGAGGAGGCGGAGG
23.15 A D5 mab148116U LG12 TGCAGCTACAGAGCGCGGAGAGCAGCGGCGGCCG
23.15 AB D5 mab139626U LG12 TGCAGAGCGGAGCGGCATCGCCAAGGCTCTCCTCTCGATCCAGCAGACGCTGGACCG
23.15 AB D5 mab9514 6U LG12 TGCAGTATGAAGCGTTCGTGGTGGCCATTATGGCTATCTAGGAGGCGCACCAGGGGATGGGAGGGGTCG
23.15 A D4 mab253266U LG12 TGCAGAGGGACGTCCTGAGCGTATCGCCCAAAACAAGTTTCAGTTTCACGAACAGAAGATGTGAAGCGA
27.96 S Cod mab4406 6U LG12 TGCAGTGAAGCAGCTCGGGCGACTCAGAACGTGGGCGACTCAGCTCGCGGTGGCGGCAATTTGTGATGG
27.96 B D5 mab124806U LG12 TGCAGCTCTGTTGGCCCGTTGCGTCGCGTGAAGAGTCTAGAGGTTCAGATTACAGCGCCG
29.76 S Cod mab3829 6U LG12 TGCAGGCGCCGTTTGGTCTAGCTCCATGGCGGCGCGTCACCG
30.43 S Cod mab724 6U LG12 TGCAGCCTCGGGCTGTACTCCCG
31.1 S Cod mab1882 6U LG12 TGCAGCTCGGAGTCATCACCATCACGGACTAAACTTCCCCTGTTTGTTAAACCAACCAAAGATGCACAC
31.1 A D5 mab146996U LG12 TGCAGCTGGGTAGCCGCCGCCCTCGCCACTTGTCCGCCTCTCCGAGTCTCTGACCG
31.1 A D5 mab6686 6U LG12 TGCAGAATGTATACAATTAATTCCCTTGCAACTATGGAATGACCCACCG
31.1 A D4 mab260096U LG12 TGCAGCGAGGGACCATCCCAACCGCCCG
39.3 S Cod mab905 6U LG12 TGCAGCTTCTTCATCACCCGTGGGGTGAGCATGATCTCTGACATGGCCCACTCCGTTGAAGAGCCGAGA
39.3 B Cod mab196 6U LG12 TGCAGGACGAGGTCCGACGAGCATTCCACGGCAAGGACAACATCAGCGAGACGGACCTCCGTAGCAATA
41.1 S Cod mab3572 6U LG12 TGCAGAGCCGACGGTCGGGGGCACACGCGGCCG
41.1 A D4 mab192896U LG12 TGCAGCCCTAATGAAGGGCCAGCGCAGCACCGAAAGGAAGGCTCCG
41.1 A D4 mab234946U LG12 TGCAGTGCACCACCAAAAAGGCCAGTCACGATATAATCAAGAATCCG
43.81 S Cod mab3154 6U LG12 TGCAGGCCACGCGGCCGTCGGCGACCTTCCG
43.81 B D4 mab260156U LG12 TGCAGGTGGTAGTCTTGGTCTGATCCG
43.81 B D4 mab179646U LG12 TGCAGTCACCAAATACAGCCATCAGTCCAAAATCTGAACCCAAGGAAAATCTAAAACCCG
43.81 A D5 mab144246U LG12 TGCAGGGCCATAATCCTCGCCCAGGAGGGATTAAGCAGCGTTGTAGCCTGGGAGTTGACCG
43.81 A Cod mab721 6U LG12 TGCAGTGCGGAGGCGGCGACGGGTTCTACACCCTGCCCG
43.81 A D5 mab160006U LG12 TGCAGGTGACGGTTCCGTCCTTCCTTCCTCCCACGCCGTGCTTATCTGCGGCGAACCTTCGTCGTCGAC
43.81 A D5 mab162636U LG12 TGCAGCTGTATGGACTTTGGAGGCCATATGAATGAATTCGCACTGAATTCGCAAAGCAGCCCGACCTCG
46.53 S Cod mab5752 6U LG12 TGCAGGCGGCGTCGGACGCGGCCAAGAAGCGGCACTCGGACCTCAAGCTCGTCGTCTTCGACATCTACA
46.53 B D4 mab202146U LG12 TGCAGTTCTTCACGAGCCTCTCCCCGCCTGTCGCGCCGCCGCCGCCGCCGCCGCCATGCTCCGCCTCCG
46.53 B D4 mab237746U LG12 TGCAGCTTGCTTGCTTGCCCGTGCTGTTGTGCCG
46.53 A D4 mab211236U LG12 TGCAGGTGCCTAGGAGGCGTGCTAGTGCGGCCGTGCCCAGGGGACACGGCACGGCGGCGAGCCCGCGGA
46.53 A D5 mab134966U LG12 TGCAGCACGACGGCCAGGTACAGCCCAGCCAGGGATCATTCAAGACCCACACCCCATCCGTAGGCCACC
46.53 A D5 mab146126U LG12 TGCAGGAGCTCGCGCGTCTGATCAGCGTCGCCG
46.53 A D4 mab258576U LG12 TGCAGCACCTGGGCCGCCGCCGCGCCGCCGCCG
46.53 A Cod mab163 6U LG12 TGCAGCTTGGCGTTGAAGGTGAGGGAGTCGTTGTTGAGCCGCTCCACGCAGCCGCCCCCGCCGCCGCCG
46.53 A Cod mab2567 6U LG12 TGCAGATCTCCGAGGAACGCCTCAGGTACAAACCAAGACCTTTTATTTTTTAGCGCTTTGTTCGTGTGA
51.91 S Cod mab1662 6U LG12 TGCAGGCAGAGTGCTCGCTCGAGCAAATCTGCATGCAGCGGCATCTGCAACCGTATTGCCG
54.9 S Cod mab709 6U LG12 TGCAGCAGAGGGGGCGGGCAAGGGGCCTCCTAACCACGGCCCG
54.9 B D5 mab9155 6U LG12 TGCAGAAGGTTCCTGTAACCACCATCTTCACGCCCATGGAAATCAGCCGCCACCGTCGCCATAGCATCC
54.9 A Cod mab4650 6U LG12 TGCAGTGATTTACTACCTACTTGCAGCGAGAACAACGCCAGAGCATGATGCCTTGCCATCCG
54.9 A D4 mab200516U LG12 TGCAGAACCGAGCAAGCGGCTTCCAACGCCACCG
57.61 S Cod mab576 6U LG12 TGCAGACACACCCACTGTCCATCCG
57.61 A D5 mab115776U LG12 TGCAGGGCGCCATGCATGTCAGGACAAGAGCACGGGCAATGGAACAGTAGTGGCTCGCTCTGGTTGGTT
57.61 A D5 mab9509 6U LG12 TGCAGTGCCCCGACGGGCCGGCACACGCCGACGAGCTGCGGTCCCTGGCGCGGGCGCAGACCGAGTACG
57.61 A D4 mab261476U LG12 TGCAGTACAGGATCGGCTACTGCCAGCAGTGCCCG
65.82 S Cod mab1236 6U LG12 TGCAGCATGCAGGCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCG
65.82 A D5 mab9136 6U LG12 TGCAGACGCTTGGAGCACCGTCCG
65.82 A D5 mab116986U LG12 TGCAGCGGCAGCTAGCGGAGGCAGCAGTAGCTAGCGGAGGCAGCAGTAGCTAGCGGCGGACGGTGGTGG
67.39 S Cod mab3576 6U LG12 TGCAGGTATATGTACTTGTGGCGACCCAACCCCAAACCCG
67.39 A D4 mab237176U LG12 TGCAGGATTCGACGCATCCCGTCACCG
67.39 A D5 mab7099 6U LG12 TGCAGGTCCCCAATTTCATTGCCTAGCCTTGTGATGCTTGCCGCACACACCTCCAGTGCTTTCAAATGC
67.39 A D4 mab280266U LG12 TGCAGAGGCTCTGCCTTTCGCGCTGCAAGCCCATGACGGACATGGGGCTCGGCTGCATCGCCGTCGGGT
67.39 A D4 mab274856U LG12 TGCAGGGCTGGACGCTACGCGTGTGAGCTGCTGCAAGAAAGGAGGGTGCCG
67.39 A D5 mab8663 6U LG12 TGCAGGCCATGTCGCCGCCACCGCCGCCCATGCTGGCCTCACCGTGACCCG
67.39 A D4 mab208956U LG12 TGCAGTCTTCACAGGGTTCGGAGCCGATCCTCCTGCAAGCTTGGCAGACGAAGGCGGGGCACGGCCTCG
67.39 A D5 mab122486U LG12 TGCAGGGTTAAGATCAGAATAGCCCAGGGCTGGTTGACGGAGACTCGCCG
67.39 A Cod mab1569 6U LG12 TGCAGAATCCAAGATTACGTCACTGTGCGGGAGCGACGGCAGCGGAAACGGCGGCGCACCG
67.39 A Cod mab1926 6U LG12 TGCAGGCGGAAGGCGACGGGCATGGTGTGCATGGCGTTGCGCAGCGTGAGCTCCCCCCTGGCCG
67.39 A D4 mab261116U LG12 TGCAGGCGCGACCAGTCGGCGGAGGACCCCG
67.39 A D4 mab180996U LG12 TGCAGGTGCCCGCACCCGCTGGCCG
67.39 A Cod mab390 6U LG12 TGCAGGTCGAAGGAGACGAAGCCGAGGTGCGCGTCCG
70.36 S Cod mab746-2 6U LG12 TGCAGGCTTGGAATTTTCCTACGAGGCTGTGAGTTCGATCCG
70.36 B Cod mab420 6U LG12 TGCAGCACGGGGCCAACGAGATGATCCTCACCG
70.36 B D4 mab171256U LG12 TGCAGTCAGTCCTACGCACAAACAAGCTTTCAGCACTAAACAGCCG
70.36 B D4 mab235906U LG12 TGCAGGTGATCCCATGCCACTCGCAAACGTCCG
70.36 B D4 mab261216U LG12 TGCAGAGGGACGGTTCGCCTAGAAGAAGCCCG
70.36 B D5 mab7546 6U LG12 TGCAGGCGCGGCGACGGCGACCGCTGCCTCTTCGTGTTCAGGAGCCAGGGCGGTGGCGCCG
70.36 A D4 mab221546U LG12 TGCAGCCCCCGTCCTGTCCTGTGCGGCGGCTGCTCGATGGCGGAAGCGGTGCTTCCGTCGCCG
70.36 A D4 mab209856U LG12 TGCAGTAGTCTACTACGATACGGAGCACTATGAAAGTGAGGGAGCAGCCGTGCGCGCTTTTAATGCGTT
70.36 A D4 mab251046U LG12 TGCAGAGGCGGGGCGTCGGCGTCGGCGTCCG
70.36 A Cod mab5429 6U LG12 TGCAGAGTAGATAAAAAAACAAGTGGGTTATTCATGTGGAATGCCAGTAGTTTCAGTGAACTGAACAAA
70.36 A Cod mab2297 6U LG12 TGCAGCAGCGGCAACACTCCCAGCACGCCCCCAAGCTCGTGCATGCGCGAATCCCGCCGCACAGGTCGC
70.36 A D4 mab278426U LG12 TGCAGGTGCTGTTGCTGCTGCTGCTGGTAGTGCATGGCGAGGAGGGACCAGTAGTCCTTCTCCGCCGAG
70.36 A D4 mab204056U LG12 TGCAGGAGAGAGAGAAGATGAGAGGGAGATGGAGATGGAAGGAGAGGAGGGAGAAATAGAAAGGAAAGA
77.14 S Cod mab2107 6U LG12 TGCAGGGTCCCGCTCCTCCTGCTGCGAGGCTGCTCCTCCCCTGCGGGCGCACGCGTGCAACGGGGTTCT
77.14 A D4 mab229996U LG12 TGCAGCACCGCGGCTGCCCCGCGCTCGCCTCGCTCGTTACCGCTGGACCAAGCCTGCTCCG
84.85 S Cod mab1183 6U LG12 TGCAGGGCTTACTGCTACAAGCGAGGCTACGACCTGCTGAAAAGCTATTGCAAGCCG
84.85 A Cod mab3575 6U LG12 TGCAGGCGCCGCCACCACTGGTTTCCAGCATCCCGTCCAAATATCCG
84.85 A Cod mab552 6U LG12 TGCAGCGCCAGCGTCGCGGCCACGGACGTTGCCTCAGCGTGACCCGTCCTCCG
85.52 S Cod mab2486 6U LG12 TGCAGCACTTCGACAGGAAGGACCTCAAGTCGCCCACCTTCAAGACGTGGAACGACGGGTCCCTCAGCA
85.52 B Cod mab2506 6U LG12 TGCAGCCTGCGCTCGGCGCGCCGCCGACCTGTTGAACATGATGCCCGATCAGGAGGAGGAGCTCGGACA
85.52 B D4 mab170786U LG12 TGCAGTTAAGCAAGAGATCCATGCGTCCATCAAACCTATGCTGGAGCCG
85.52 B D4 mab264326U LG12 TGCAGACAGAGGGATTAGGCCACATACCG
85.52 B D4 mab191826U LG12 TGCAGCCTCCGTGTTGCGATGTTGCCGCCCCACAGTCTCGACCG
85.52 B D4 mab182286U LG12 TGCAGGGGCGTGCGTGCGTGTGTGTGTGAGCGAGCAACTTGGGGATCCG
85.52 B D5 mab7633 6U LG12 TGCAGAAATACACGCGCCCGCCGTCGCCGTCGCCGTCGCCTCCCTCTGCTGCGGCTGACCAGACCAGGA
85.52 B D5 mab139246U LG12 TGCAGCACACCACTCAGGTCGATGTTCGAGTGGAACACCG
85.52 A D4 mab169216U LG12 TGCAGCACCACCACCACCAGGAGCCCATGCAAATGCAGTTCCCG
85.52 A D4 mab179766U LG12 TGCAGTAGGCGGACGAGGGCTGCTGCTGGGTAGCCAGAGCCG
85.52 A D4 mab169416U LG12 TGCAGTGAGGATCTGCCAGCTTCCTCTCCCTCTCCG
85.52 A D4 mab279516U LG12 TGCAGGGAGGGATCACGGTGAAATCCACAAGATCAGGCCAGTAGTAAAAGGCGCAGCTAGATCCATAAG
85.52 A D4 mab173746U LG12 TGCAGCGGCGTCGGGATGGCGGAGGACTTAGCCG
85.52 A D4 mab173736U LG12 TGCAGCGGCTAAATGAATTGTTTGGGTCTGTCTCCCG
85.52 A D5 mab116966U LG12 TGCAGCGGCGACGCCAGTGGCACGGCGAGCGCCAGCGCCAGCGCCAGCGACGGCAGCAGCATCTCCGAG
85.52 A Cod mab283 6U LG12 TGCAGCTCGTGCCGCACGTGAAGGTGGAAGCAGACAGTGTCAGCTTGTACGGCGAGGTGAGGCATGAGC
85.52 A D4 mab271246U LG12 TGCAGATCATAATTTACGTGTCCGCACACCGAGTCCGTTCGTCAGAGCTGCCATGGGTTCCGAAGTGGT
85.52 A D5 mab100966U LG12 TGCAGCCTCCACCTCACTGTACCCTTCGGAGTTTCGTCGTCCCGAGATGAGCTCGAATAACACCATTCC
85.52 A D5 mab7634 6U LG12 TGCAGAGTAAGTTTCTCCAGGCTGGGAGCATTGTTCAGAAACAACTCTAGCATGTTGTAAACTTCACCG
85.52 A D4 mab234726U LG12 TGCAGTGGTTGCTTGCGCGGAGCCATGTCTCCCGAATCTACACTTGCCCG
85.52 A D4 mab174186U LG12 TGCAGCCTTGGCATATTTGCAGCCTCGTGTACGACGCGGCCATTGCAGGACCCCG
85.52 A D4 mab248906U LG12 TGCAGTACCCCCGACGGCCACCTGTCCCG
85.52 A D4 mab192646U LG12 TGCAGCCGATCAGGACACGCATGAAATATTCATTGCTGCATTTATATACTTTGTCCG
85.52 A D4 mab197986U LG12 TGCAGAGGGACGGTGGACGACCTCCGCCCGCCCG
85.52 A D4 mab236716U LG12 TGCAGGCTCCAAAGACAGCCGCACGCATCTGGACGCCGCCGCTGCCG
85.52 A D4 mab259326U LG12 TGCAGGAGGCGGGAGGCCGCATAGCCGCGGGGCCG
85.52 A D4 mab195526U LG12 TGCAGCACTGCAACAACAACAACGCCG
87.32 S Cod mab4150 6U LG12 TGCAGCGCTGCTGGCCCGAGCCCATGGTGTCGTCCAGCCCCG
87.32 B Cod mab1580 6U LG12 TGCAGCGGCGGTGAATGCGAGGCGGCGGTGGGAGAGCAGCGGACGGAGGCGAGGCTGGGCAGTGTACCC
87.32 A D4 mab182956U LG12 TGCAGGGATCGGTCCGTCCAATACTTTCCG
87.32 A D4 mab260046U LG12 TGCAGCTCGGCGGCCTCCACACCCCGGAGCAACGCCGTCGCCG
87.32 A D4 mab229906U LG12 TGCAGGGAGGAGATGCGCAGGGTGCTCGGCGTCGCGCTGCTCTGCGCCTCCAGCCTCCCGATCAACCGA
87.32 A D4 mab226346U LG12 TGCAGAGAACCATCGGATCTGGAGGAATCCTCACGAAGATCTTTTGATGGTCAAGGTCACCGCACTGCA
87.32 A Cod mab466 6U LG12 TGCAGACCATCTACAAATTCATGCAGTTCAACCG
87.32 A D5 mab133716U LG12 TGCAGCGGCAGGCCGTCATGCCGTGCTCGATGGCCTGTGTGACGTGTGAGAGAAAGGAGAAGGTGGTTC
88.44 S Cod mab5036 6U LG12 TGCAGGCCCTCCGCGTCCCGGCCGCCTGCTCTCTCTGCCCCGTCCTGCCGCCTTCGCCCTCCTACGCAA
88.44 A D4 mab258176U LG12 TGCAGCAGCAATTTGGAGAGTTCCG
88.44 A D5 mab144606U LG12 TGCAGGCTGCTCCTGCTAGAACGCCG
88.44 A D4 mab173716U LG12 TGCAGCGGCTCCCGTAGTGAAGGACGCGGCTCCCGCAGCGCGCGACGGATGGCGGCTCCG
93.03 S Cod mab3165 6U LG12 TGCAGGCATGAGCAGACGCCGAGCGGCCCG
93.03 A D4 mab184956U LG12 TGCAGGCACTCCCGGCCAGTGATGGGATCCCAGACTACTAATTCCCCGAATCCG
93.03 A D4 mab187586U LG12 TGCAGCTGCTACTACAGTATGCAAATTGCCG
93.03 A D4 mab260906U LG12 TGCAGCAATGCATGGATGGATGGATAGCCG
93.03 A D5 mab144816U LG12 TGCAGGCGTCGACGACCGTGTCCCCGCCACCATCTCCACCGCCG
93.03 A D5 mab130566U LG12 TGCAGTGACTCAAGGCGTCTTCTGCGAGGCCGCTCAGCGTGATGCAGACCACGGGACGCTAGCGGATGC
93.03 A D4 mab251456U LG12 TGCAGCGGTGCTGTCGAAATGCCGCCACCACCG
93.03 A D4 mab200676U LG12 TGCAGAAATGGATGCTGTCGTTCCACAAGGCCAGCGGCAGTGTGGGAGGAGATCCG
93.03 A Cod mab4304 6U LG12 TGCAGTTGACGACCACGACGCCGATGTCCCTGGCCG
93.03 AB Cod mab172366U LG12 TGCAGGCGCGAGCGTGAGCGCGAGCACCGACGGCGACGACGGCCCG
93.03 A D4 mab204776U LG12 TGCAGCGTAGGAGATAGGGAAAGCATGTCAGAATGATAAGTGAGAAACAGAAATTTGGTTGGAGGATGC
93.03 A Cod mab1398 6U LG12 TGCAGGAAGCACTGATAAACGCACGACCACACCAGCACCG
93.03 A D4 mab262196U LG12 TGCAGACGAAGCAGAATAGCCACGGGCAGGGAGGGTTATCACCG
93.03 A Cod mab2211 6U LG12 TGCAGCACGGAGACGAGCTCAGAGAAGGTGTTCAAGGTGTCGTCGTCTGTGATCGTGCCGTCCAAGTTC
93.03 A D5 mab140596U LG12 TGCAGTGTTTCTTCCTCCTTGGCGTGTGTGTGTCTGGTTCCG
93.03 AB D5 mab6667 6U LG12 TGCAGGTGGTGCGTGCGGGTACCAGCGCGACGTGGAGAGCCCGCCCTTCTCCGCCATGATCACGGCCGA
93.03 AB D5 mab101866U LG12 TGCAGCTGGAACTCATCTAGGGGCGCCG
93.03 A D4 mab181636U LG12 TGCAGGTAGTCGCCGATTTTCAACTAGAACCCCATCCACCCACGCCG
93.03 A D5 mab109986U LG12 TGCAGTAGAAACGGCACAACAGCGGCTCACGGCACGACCG
93.03 A D4 mab230796U LG12 TGCAGGTTGGCCGTGGGCGGTGTCTGGTTCCCGTCCCCGCGGCCACGACCG
93.03 A D4 mab277336U LG12 TGCAGGTGCAAGGCGATGGTAACATCGTCTTGTACCTCACAAACCTTGCCACCG
93.03 A Cod mab607 6U LG12 TGCAGGATGTCGGCCATCCATTGCTGGAGTGACGGCGAGGCTACTGCTGATGCCG
93.03 A D4 mab264516U LG12 TGCAGCCAACAAGGCATGTTTGCTCGCCG
96.89 S Cod mab502 6U LG12 TGCAGAGGAGCCAAGCGGACCGCGCCG
96.89 A D5 mab6663 6U LG12 TGCAGAGGTATTTAGCTTACAGAGTTAGAGGTGTATCTTACCAACCGCAATTGATTTCCGTCCG
96.89 A D5 mab123506U LG12 TGCAGGCCACAATCCCCTGCGGCAACCCCCTTACCCCTCCCCTGCTCCGACGCCG
99.19 S Cod mab266 6U LG12 TGCAGCAGATATGTGAGGCCGCCGAGACACAGGCGCCCGCACTGGAGAGCACCAGGATCAGGGGATGCT
99.19 A D5 mab101846U LG12 TGCAGCCAGCAAGCGGCGAACTGGCCG
103.85 S Cod mab2118 6U LG12 TGCAGCGGCGGGGAGTTCCTCATGGCCTCCGCGGGCGTGCACGTCATGGACTTGGTGCAGGCCGACGCT
103.85 A Cod mab4636 6U LG12 TGCAGACGGCGGAGGCGCGCGGGAGGGAGGATGGCTGCGGGGGGAGGCGGAGGAGGATCTCGGAGTGCA
103.85 A D5 mab116816U LG12 TGCAGCTCAAGTCCGTCCTCGTGGGCGGGGAGGCGGTGGACATCCCGTCCGACGCGCTGGCCGCCGAGA
103.85 A Cod mab827 6U LG12 TGCAGCTTGTTGGCCATCATCTGCGGGTTGACGAGGCGGACGGCGCCG
103.85 AB Cod mab254746U LG12 TGCAGTGGATTCCTCTTGGACGACTACATTATTGGGCTGTCTCCG
103.85 A D5 mab148136U LG12 TGCAGCGTTTCTACGAGCACCTGGGGGGCGCCCG
103.85 A Cod mab5258 6U LG12 TGCAGGCACTGTGGTCGCAGTCGGCGCACGCGGCGCAGAGCACCGTGTGGTTCGTGCAGCTATCGGGCA
103.85 A Cod mab5391 6U LG12 TGCAGTTGACGGACATGGACGGCAACGTTGTAGGGACGACGAAACGTGTATTCGGCACCAGCCGCACCA
103.85 A D5 mab6821 6U LG12 TGCAGCTAATTAGTCCAACGGCGAGACTTGCTGCGGAAATATAATTCACGTCCACGAGCTGTGCAATCG
103.85 A D5 mab9365 6U LG12 TGCAGCTGCATGCAGCGTCGGGGCAGCAACATCTAGGTGCTTGAGCGCCG
103.85 A D5 mab128946U LG12 TGCAGAACTTGACCGATTTTGCTCATCATCCG
103.85 A Cod mab264 6U LG12 TGCAGCCGTGTCTTGTCGAAGACTAATACGAGGCCATGGCGGCACCCGAGGAACCAGAGGTCGCCGCGG
103.85 A Cod mab301 6U LG12 TGCAGGCAGGATGGTATCGTATTGTACCCCAAATCTACAACCCCGTTGGTTTTTCTTAGGGAAGGCCTA
103.85 A Cod mab3178 6U LG12 TGCAGGCGGCGACGACGACCTGGCAGAGGCTCCTGAGCGGCGAGCCG
103.85 AB Cod mab178286U LG12 TGCAGTGCGAGCCATTGAGCTGATGGCTCAGTTTTTTGGGTATGTGGTGTTGGTCTTCCG
103.85 A D5 mab141886U LG12 TGCAGTCGCTGGATTGTGCAAACAACACCCG
103.85 A Cod mab4464 6U LG12 TGCAGTATTGTCAGAGGACTCGCGTGAGCTTGCTACAGGAGCACCACGTAGCACCACACCCG
109.78 S Cod mab4636 6U LG12 TGCAGACGGCGGAGGCGCGCGGGAGGGAGGATGGCTGCGGGGGGAGGCGGAGGAGGATCTCGGAGTGCA
109.78 A D4 mab238176U LG12 TGCAGCTGCCAACCATGCCACAGCTAAATATATGGATTTTGTCCG
109.78 A D4 mab176816U LG12 TGCAGTTGGGGAGCGGAGGAGATCCGAACAGGGCCTAAATGTCCG
109.78 A D4 mab194506U LG12 TGCAGCAGTACCTAGCGCCAAGACAATAGTCACCTGGGCCTTCTCCG
109.78 A D5 mab133786U LG12 TGCAGCGCGTTCCGCAGGCGGGCAGCATGGACCCGCGCCACCGCCTCCGCCCCTTCGCCGCCCCGCAGC
109.78 A D4 mab246826U LG12 TGCAGACTTGAACAGGTGATTAAAAATCATGTCAATGTAGCCACATGCCCTGGTCGCTGTACGCTTTGG
109.78 A Cod mab5408 6U LG12 TGCAGCCCGAACACGGCGGCGATGGCGACGACGGTGAGGTACGCCACGCCCTCGGCGGCGCCGAGGAGG
117.68 S Cod mab4359 6U LG12 TGCAGGCGGGCCTGAGCTGGGCGTGCGGGCAGGGCCAGGCCGACTGCTCGGCGGTGCAGCCCG
117.68 A D4 mab277166U LG12 TGCAGAGGGAGGAGCGTGAGTCCTGCTGCGCGCTGCGGGGGGAAGGGTGCGCGTCGTCCG
119.03 S Cod mab1385 6U LG12 TGCAGGACAGAGGCAAATGCCTCACTATTGTTGTCAGTGCTACATTGTACCG
119.03 A D4 mab250026U LG12 TGCAGATAGATTGAATAGATAGGATGGGTATCACCTGATGTATGACCCG
119.03 A D5 mab116046U LG12 TGCAGGCCGCGAGTCGGCTCGCCAGTGTGACATTGCTGAACCGCTGTGGCCTCATCCCGCCTTAACTAT
119.03 A D4 mab189406U LG12 TGCAGCGGGGACGACATCTCCCGCAAAGTTGTCAATGACTGCATTGCCG
123.83 S Cod mab299 6U LG12 TGCAGTATTCTTCTGTTCGTCCGAGGGAGATGGACGGGATTGGGTTCGCCGTCCCAAATATTGAGATTT
123.83 A D4 mab259966U LG12 TGCAGCTCGCCCCTGCGGCCATCGACTGCCCCGAACGTCCCGATCGACAGCATTGCCG
123.83 A D4 mab219346U LG12 TGCAGCGGCAGCGGGCACGTCTGGTGGACGATCCGAGAACGGACCGCGGCTTGCTGGAGCGCTGCGACA
123.83 A Cod mab5685 6U LG12 TGCAGCTTGGCATGGGTGGCGCCCTGCGGCGTGTTGAAGCTGTTGATGAGGTGCGCCGTGGCCGTGCCG
128.43 S Cod mab3774 6U LG12 TGCAGATCCACCCACGCCCTCTCCATTGCCACTCTACCG
132.1 S Cod mab3038 6U LG12 TGCAGGCGAGGAGGGGTGAGGAGCGACGGCGGGGTGGAAGCGTGGGTGTTTATGGTACGGCCGTCGGGC
135.07 S Cod mab5341 6U LG12 TGCAGCGCGGTGTAGCTGCTGCCGCTCATCTGGTCGCCGACGAAGGCGCCGTGCGACGGCGTCACGTTG
136.19 S Cod mab265 6U LG12 TGCAGCGCTTCCCGAAACATCCCAGAGCCGCGGGGCACGCCTACAGCTTCGGCGCACGCTGCCATCGCC
136.19 B D4 mab173226U LG12 TGCAGCTGGGGCGTCGGGTGCAGGATCGGTAGCACGCTCCCG
136.19 B D5 mab6603 6U LG12 TGCAGCGGGAGCCCCTTGTACTCCATCACGGCGGCCACGTCCCGCGCCAACGTGGAGCGAATGATGGCC
136.19 B D4 mab190236U LG12 TGCAGCGCTGGACGAACTGTCGTCAGGCCGCCGCAGTACGCACTCCG
136.19 A Cod mab4625 6U LG12 TGCAGCTACCTAGAGTCAACTCTTAATTTGTACTTAGCGTAGGATCAAGTACACTTCCG
136.19 A D5 mab150096U LG12 TGCAGCCGAGGAAGACGACGACTGCGGCGCGTCATAGGTGAGCGGCGTCGCGTCTTCCG
136.19 A D5 mab114066U LG12 TGCAGAGCGCGTAGAGCGCCGTGGCGGCGTCCTTCTTCCTGCGCGCCCCGCCG
136.19 A D4 mab230256U LG12 TGCAGCCACACGGGGCTCTTCTTCACCTCCTGGCACGCGGCGGCGCCGCCG
136.19 A D5 mab9256 6U LG12 TGCAGACACCAGCATCGTCACCAAAGAGAGCACCAACCCAATGCCGATCCGCTGGAGCTGGGTGATGCC
136.19 A D5 mab128236U LG12 TGCAGAGGACATTTCCACGATGTTGAAGAACGTGTCGATATGGTTGATGGATATACCG
136.19 A Cod mab4491 6U LG12 TGCAGTCCCATTCAAATATATAGCTTATCTCCTATAAGTGGTTCAGCAGCCCG
136.19 A D5 mab128756U LG12 TGCAGAATGCACTCTACCGAGTCCTTGGCCCGCGCGCGCGGGCCG
136.19 AB D5 mab157086U LG12 TGCAGCCAGAGGTGATTCTCTACACGGCGTCAGCTTCAGCGTCATGCCGCAGAGCGCGCACCTCCGCCG
136.19 A D5 mab7455 6U LG12 TGCAGGGCTGGCGTCGCTGGGCGGGGGCGCGCTACAAGAAGGTCTTTGGCATACTTGACGGAATTATCG
136.19 A D4 mab238526U LG12 TGCAGCTCAAGGACGCCGTATACGAGGCCGACCG
136.19 A D4 mab274476U LG12 TGCAGTAGGAGGGGAGGAAGGAGAAGCTGAAGTCAGCGGCTAGGGCGAGCGCGCGGGCGGCAGGCGCGG
136.19 A D5 mab7005 6U LG12 TGCAGGACGCGGTCGTACTGCCTCCCGTACTGGAGGTAGGGGCAGACGGACTTGAAGAAGTCGAGCGTC
141.01 S Cod mab297 6U LG12 TGCAGCAGCGCCTTGAGCTGGTCCTGCGCCAGGGCCTTGGTCGGGAACACGTAGAGCGCGCAGGCCGCC
141.01 B D4 mab258196U LG12 TGCAGGGGCGGCCGCGAGGTTCTCTTCATGGACCGCGCCG
141.01 B D5 mab105036U LG12 TGCAGCAGGCACCCTTTATGATGCACTCTTCAAAGACGTCTCCG
141.01 B D5 mab9680 6U LG12 TGCAGTGTGGGACAGAGGACTCGGTGCGGGGCCGTGCTTGAAGCGAGGCCG
141.01 B D5 mab128156U LG12 TGCAGAGGTGGACTGCACGGAATCAACCG
141.01 B D5 mab6657 6U LG12 TGCAGAGAGCGGTCACGTACGACGGGTCCAGAAACAGACGCACGATAGGAGACTGGTTGTAGTCCCCGA
141.01 B D5 mab9705 6U LG12 TGCAGTAGCATACCGACGCCCGCACGCGGCACGCTGCCG
141.01 A D5 mab6595 6U LG12 TGCAGCTTCGAGGGCGTACGTTCGGCTACAAGAAGGGCACATCGCGTCGGAAAATGCTACCCAAAGATC
141.01 A D4 mab259986U LG12 TGCAGGTGCGCTAGTATAATTAGTCGCACGGGCCG
141.01 A D4 mab276736U LG12 TGCAGTTGCCATGTACACAAACCAACCAATGTCAAGCAGCATGACAGTGCTAAACACCATTGTAACAAC
141.01 A Cod mab3583 6U LG12 TGCAGCCTGGAGACTATGGCTCTACGGCGGAAGCCGCCG
145.11 S Cod mab4183 6U LG12 TGCAGTAAGACAGCATCCGAGGTAGTAAAAGTGAAACCG
145.11 B D5 mab7959 6U LG12 TGCAGTGCTGTCGTAGGTGTTGCAAGAGGACAAGACATTTGCACCG
145.11 A D5 mab141676U LG12 TGCAGTCTTTTTACCTCTCTGCCACAAACGTCTCGGCCG
145.11 A D5 mab130696U LG12 TGCAGTCGCCGCTGTCGTTTGATCGCCCGTTCGATTTCGATTTTACCGCCTCTCTCCCCGCCCCGAGAT
145.11 A D4 mab270706U LG12 TGCAGTCATGTATGCTGCTACGGCCGTAGACTGCAACCAAGCTGTCACTCAGTTCGGCCAGGGCAATGT
145.11 A D5 mab154396U LG12 TGCAGACACGCATCCACTGGAGCCG
145.11 A D5 mab139526U LG12 TGCAGATCAGTTTGCCGTGAGCTGGAGGCACTTTCCTCTTTGCCG
145.11 A D5 mab7421 6U LG12 TGCAGAAAGCAGAATTCATGTTGATCATCATGGACTTCCATGGGCAACATATGGGGTATCCG
145.11 AB D5 mab7787 6U LG12 TGCAGGTACGGCGAAGGTTGCACCGAATGTCATCGTTGTGATGAGTACTGATAAAAGGCCAAGTGTCCG
145.11 A D5 mab144806U LG12 TGCAGGCGTCGCCTGGATCGATCGGCCG
146.23 S Cod mab1112 6U LG12 TGCAGGGCGTCGACGGCGCGGCCCTGGAGTCCG
146.23 A D4 mab227666U LG12 TGCAGAACAAGACATTGATGGGAAGTCATCGCAAGGTGGCAACGACCTTGTCCAAGTACTGCGCTTACT
146.23 A Cod mab4302 6U LG12 TGCAGGCTGGCCAGCCGTGCCGTGCTCCGCCGTCGGTGCATGCCAGCTTGCTGGCTGGCCG
146.23 A D4 mab195956U LG12 TGCAGCACAGGCACCGTGTACAGGTCAGCCG
146.23 A Cod mab1134 6U LG12 TGCAGGGCGTCGACGGCGCGGCCCTGGAGTCCGGGAAGAGCCTGGAGATGGCCCG
146.23 A D4 mab187486U LG12 TGCAGCTGCTTGGCTTTTAAAATATCCG
146.23 A D4 mab263216U LG12 TGCAGTACTACCTGCCTCTCGCCG
150.1 S Cod mab4292 6U LG12 TGCAGCGGACAGGCTTGACCTCGCGACTCCATCCCCGTACACAGACGACTGCCCG
150.1 A D5 mab129716U LG12 TGCAGCGCTGGATAGGAGCTCCCAGAAAACAAATAGTGCTGCTTATCCAAGTCGATACAGTCTCTCTCG
150.1 AB D5 mab120416U LG12 TGCAGACGCACAAGATGCTCGCCGCCG
150.1 AB D5 mab9941 6U LG12 TGCAGACGCCCGCACCCATGGCGCCCAGCGCCCGCCCCTGCCTCCCAGCGCCG
150.1 A D5 mab117726U LG12 TGCAGCACGGCGGCATGCCAATGCCATGCATGGCTTGGCACCTACTCCACTGAGACGATCAAGCCATAC
150.1 A D5 mab145686U LG12 TGCAGGCAATGACACCAGCTCAATGGCCG
157.56 S Cod mab3046 6U LG12 TGCAGATCCATCGTCTCCGCTCTACACTACTACCTGAATCTCTTCGGGTCCATGGACAACTTGCTCCGA
157.56 B D5 mab102356U LG12 TGCAGTGGCATAGTCCAACACTCATGACCG
157.56 B D4 mab219736U LG12 TGCAGCGCGGGGCATTCACCATTCTTACCGATCACAAGAGCTTATCTAACCTGGCGGATCAGCAACCGA
157.56 B D4 mab174066U LG12 TGCAGCGAGTGGATAGCATTCTCGAGGTAGAAGGCAAGCGGTCCG
157.56 B D4 mab234096U LG12 TGCAGCTCGGGACCATGCATGCGCGCTCCATCGACAGTGAAGAATGGCAACATAAACGCCGTCCGAGAT
157.56 A Cod mab5076 6U LG12 TGCAGCGCCTCGGCCAGCCCGTGGTCGCTCTCCTCGCCGTGTGCGCGCTCCATGGCCG
157.56 A D4 mab199966U LG12 TGCAGAATCCGTGGCGGTCCGCCGTGGCGCTGGGGCCG
157.56 A Cod mab3482 6U LG12 TGCAGTACTACCTGCCCCTCTTTGGCTCCTCCGAGAACCTCCTCCG
157.56 A D4 mab190686U LG12 TGCAGCGCCCCATCTTTGCAGGGAGCCATGGCCG
157.56 A D4 mab221076U LG12 TGCAGCCGCCGTTGCTGGCTCCAGGACAACACCTCCTCCTGGTCACCCGTGAAACCACCGCCCG
162.37 S Cod mab293 6U LG12 TGCAGATCCGTCGTCTCCAAGCTAGAGTACTACCTTCCACTCTTCGGCCCTATCGACAACTTGCTCCGA
162.37 B D5 mab147936U LG12 TGCAGCTCACGGATCCAATCCAGGAAACGTCCTGCCAGCTAGTGCCATGGTTCCCCCCG
162.37 B D5 mab141546U LG12 TGCAGTGAGGTGCTCGGAGCGGGGGCATTTTCGCCG
162.37 A D4 mab261876U LG12 TGCAGGGCGGAGGTCGTCGGTGGGAGGTTGTTCCCCACCCG
162.37 A Cod mab1860 6U LG12 TGCAGGAGTGCACGCTAGGTGCTTGTGAAATTGGCAAGCTAGCCGTGTCTGTGCCAAGGATGCTCACCA




































































































































































































































































































































































0 S Cod mab4014 7M LG8 TGCAGATCGCGAACGACAGCGCCAGCGCCGCGCCGCCGTGCAGCACCGACATGCCTCCCCG
0 B D4 mab278797M LG8 TGCAGCATGTCTTTGAGGAGGGCGCGGCCGTGGCGGTACCCGAGGAAATAGATGTCGTAGCGGTGGTCG
0 A D5 mab7410 7M LG8 TGCAGGAACGGCCTTTGGACCGTATTGCACTGCATCCACAACAGGTTTCTGGTCATGTCCAGCGCGAGG
0 A D5 mab6892 7M LG8 TGCAGCACCGCGACTATGGTTGGAAGGCCACAATATGGAGCATCAAGACCG
1.8 S Cod mab425 7M LG8 TGCAGGTCAAGAGAGACGCTTGGGAAGGCAACGCATACACACACAGCCCG
1.8 A D5 mab9934 7M LG8 TGCAGAGCTTCCATTTGATTGTGTCCG
1.8 A D4 mab237927M LG8 TGCAGCTTAGGAACCAGTTAGCAGGGGCCGCCGACTCGGCCCG
1.8 A D4 mab211417M LG8 TGCAGGTCGCCATGGCGTACTGGCAGCGCTACCTCCCGCCGAACTCCGAAGTCCTCCCCTCTCCTCTCC
1.8 A D4 mab191707M LG8 TGCAGCCTCTCTCCCCCCATCGGCCTGTCCACCGCCGACCCCACTCCACACAGCCGCCG
1.8 A D4 mab269887M LG8 TGCAGCAACTGGAGCCGTGGGCAAAGGCGCACGTGCTGTCGCTGCACAAGCCG
1.8 A D5 mab8325 7M LG8 TGCAGATTTGGATGGGCTGCCTGGACCACGCAGCGGACGGCGATGGTTCGAGCAACTCCTCGACGCAGG
4.98 S Cod mab338 7M LG8 TGCAGTGGGAGTGCTGCGGCGCGCTGGACGGGGTGGTGGACGTGGTGGCGGCCCG
4.98 B D5 mab7004 7M LG8 TGCAGCTCAACAAACCTGATGTGGTCATTAAGGAATGAAACATCCCGAACAGCCG
4.98 B D5 mab6797 7M LG8 TGCAGTGGGCGGCGCGGTCGGTTGCTGCTGGTCGATATAGCGGCGTACCG
4.98 B D4 mab175567M LG8 TGCAGATCCCCTTGAGCTCCCTCGCTCGCTTGCTCGCTCCG
4.98 A Cod mab5494 7M LG8 TGCAGGGTGACGAGCACCAGCGGGTCGAGGCCCCCGTTCATGGCCACCTTGACGAGGGACACCATGACC
7 S Cod mab3084 7M LG8 TGCAGACGGGCAGGAACATGACCTACGACATCCACAACGACGGGGGAATGCTGACATTTGGGCCGAGAT
7 A D4 mab171177M LG8 TGCAGTCCCCGTTGTTGCCCTCCTCGTTTCCCTCCACAGACACCACCGTGCTGACCG
7 A Cod mab3084 7M LG8 TGCAGACGGGCAGGAACATGACCTACGACATCCACAACGACGGGGGAATGCTGACATTTGGGCCGAGAT
7 A D4 mab227107M LG8 TGCAGAATTTTCTAGGTCGCGAAGTTGAGGGCGATGCACACGGGCAACCGATTTGTCATGTTCATCCGA
13.23 S Cod mab3082 7M LG8 TGCAGTAATGAGACCGAAGCGTACCTGCAACACACTGATTGCTCGCCATTGTGCAGAATTGAGCCCCTT
13.23 A Cod mab933 7M LG8 TGCAGATATGTCGAACCCATCATGTTATCACCG
13.23 A D4 mab174477M LG8 TGCAGCCCCTCCCGCACGGGCTCCCAGTCCCACTCGACGGACGCGTCCGCCGCCG
13.23 A D4 mab227387M LG8 TGCAGAAGCAAACCAAACGGCGATCTAGCTAGCCTGGTACGAGTTGCTGCGACGGACGAGGACGAGCAC
13.23 A D5 mab6695 7M LG8 TGCAGGTCGATGCAGTCGTACAGGAAGAAGAGCTCCCG
16.63 S Cod mab192 7M LG8 TGCAGCTGCCCAGCGAACAAGACCATCATGCAGATGGCCGCCATCTTCTTAAGTGTTGCACCG
16.63 A Cod mab4208 7M LG8 TGCAGCAGCTGGAACTTGGCGGCGTCGACCTGGAGCTTGAGCGCGTTCATGTTCCAGGCGTTTGTGGCT
16.63 AB Cod mab7136 7M LG8 TGCAGACCAACGTGTACGTCCGCGGCACGGGCGACGCCCACCCCATCGTCGGCCG
16.63 A D4 mab235277M LG8 TGCAGTCCCTATGTTTAGCATTTTTGGCTCGCCG
16.63 A D4 mab207717M LG8 TGCAGTTCCCACCACCAACGGACCCTAACCTTTAAGCTATAATTTGGAAGCCTTGGGCACCAGCCAAAC
16.63 A D4 mab186837M LG8 TGCAGCTTTGCCGACGGCGAGAACCATCTCGTAGCAGCACGCGCCTTGAGTTGCAGCTCCG
16.63 A D4 mab235377M LG8 TGCAGTCACAGTTTGATATCGGCCATATCCCGTTTACACCCG
16.63 A Cod mab4084 7M LG8 TGCAGGATGAGCCAAGGCATTTGCTCCTGCTGGCAGGTACCGTAACCG
16.63 A D4 mab224237M LG8 TGCAGATTTTGTTTCGAGCGACTGCAATTCGACTATTCTCCATCGGACTTTAGTTTGTGCTTTTTTGGT
27.42 S Cod mab3162 7M LG8 TGCAGGGCGTGCAGGCCAGGCTGCGCCG
27.42 A D4 mab229017M LG8 TGCAGGTGGCGACTGCGCTGGTGACGATGGTGTATCCG
27.42 A D4 mab219707M LG8 TGCAGCGCGTGAAACCGTGAGAGTGGACCATCCATCCTACTACAGCGTAGAGTATATATCCG
27.42 A D4 mab248927M LG8 TGCAGGTAGGAGTCGTAGTACCTTGGCGCCG
27.42 A D4 mab276887M LG8 TGCAGAACTTCACGGCGAACCACAACAACTTCAGCGGTAGGCTACCGCCCTGCTTGAAAAGTTGCATGT
27.42 A D4 mab198617M LG8 TGCAGAGATGTTGCCTCTGGCTGGCCCG
27.42 A D5 mab6012 7M LG8 TGCAGTCCCTCCACTCCTCCGCCGCCTCCTGCGTCGAGGTGCTCGCCGCCTCCGCCGCACCCGCCTTCC
27.42 AB D5 mab9760 7M LG8 TGCAGGCAACTGAACGCGCATTTATTGTTGGTCAAGGAACCCG
27.42 AB D5 mab7582 7M LG8 TGCAGCGTACGCAGATGTAGAGCAGCAGTTCACGTGGAACCAACTAACATTCTGCCG





27.42 AB D5 mab107437M LG8 TGCAGCTTGCTTGCGGAGTCCGCTTGCTTCCTCTGCGGGAAATGGCGGCGCGGAAGGGAAACGGGAAGG
27.42 AB D5 mab160107M LG8 TGCAGGTCGAAGTCTCGCATCCGAAACCAACCGATACGAGATACAAACCACCGAGACTGACAGGCTTTG
27.42 AB D5 mab125017M LG8 TGCAGCTCATGTACCACTTCGACTGGAGGCTGCCAGCCG
27.42 AB D5 mab106397M LG8 TGCAGTCTGAGTAGCAGCGGCTAGACGTGGTGGTGCACGTTTGGCGCCTGCTTCGCCTGCCTGCCTGAA
27.42 AB D5 mab9015 7M LG8 TGCAGTCCAGGTCAGTGGGTTCAGCCTCAGTCCTCCTCATCCTCTGTCCG
27.42 AB D5 mab115827M LG8 TGCAGGGAGCATGATGAGGAGGACAAGGAGGAGGTGGCCGCCGTCGTCGTCGACGCGGACTCGTCGAGG
27.42 AB D5 mab8034 7M LG8 TGCAGCGAGGAGTGCCGCCACGAGCAGATGCACCTCGACGCCGTCTGTGCCAAGCAGGCCGCCCGAGAT
27.42 AB D5 mab133397M LG8 TGCAGCGTGCCGATCCCACCCGAAGCCTCCCTGCCCCAGTGCCTCCTCCGTTGAGCAGACGGTCACGCC
27.42 AB D5 mab123597M LG8 TGCAGGCAGGGGCAGTCGAACCTATCCG
27.42 AB D5 mab135307M LG8 TGCAGATTCCGCCTTACCCTGCCCGTTCCATCGACGTTTAGCCGCCGCCCCCGTAGTTCGGATGCCATG
27.42 AB D5 mab100377M LG8 TGCAGCTTGTCAAGAACGGACAGGAGCACCTGCACATCGCCGCAGACAGTCCAGTCAGATCGAGTCACC
27.42 AB D5 mab106297M LG8 TGCAGTGGCTGATGCGCCTCCACCATGTTCACCTTGCCGCGCCGCACCATCACGCTCCCGCAGCTGGAC
27.42 AB D5 mab121147M LG8 TGCAGTGCTGCACGCAACGCAGAGGCAACCAATCATGACCATGCACCG
27.42 AB D5 mab7476 7M LG8 TGCAGTTTAGTTAGATTTCTTCTCCCTCTGCGGAGTAATCCG
27.42 AB D5 mab143217M LG8 TGCAGGTGCCCAGAGCAGCTGCCGACTGCGACGGTGGCCGCAGAGGCGAAGGCCCG
27.42 A D4 mab211567M LG8 TGCAGGTCCACGACGCTGAACGGTCAACGCGGTGGTGAACGGTCTGGTGCTGCCAGATCAGAGGGTGTG
27.42 A D4 mab238357M LG8 TGCAGCTCCTCGACGAGGCGCGCAAGCTTGGCGGCGCCCG
27.42 A D4 mab251107M LG8 TGCAGCTGCGGAGCTGCTCGATATCGAGTTGCAGGGTGTCTTTGTGGACGATGTCGACCACCGCCACCG
27.42 A D5 mab6704 7M LG8 TGCAGCCATCCCCAAGGTGAGAAAGCTATCAAGGCTAGGGTTCACCG
27.42 A D4 mab267077M LG8 TGCAGTGTCGTGTTCTTCTTGACATCGCGATTATCCG
27.42 A D4 mab265627M LG8 TGCAGTTCATCGCCGTTTTCCCACGCCG
27.42 A D5 mab6483 7M LG8 TGCAGCGCGGTCACCGTGGTGTCCACGCTGGCCGTGAGGAACTCCGTGCAGAGGCTCACCATCTCGGCG
27.42 A D4 mab221717M LG8 TGCAGCCATCGCAGAGAATTCGCAAGTCAATTCAGGCGAACGCACGTCACTTTCATCCTGCCGACAGCG
27.42 A D4 mab221597M LG8 TGCAGCCCATTTAAGTAGCACAAGTCTTTTCCCTTGCAATAAGTACGAGGTGCCAGGTAATAACCGAGA
27.42 A D5 mab114797M LG8 TGCAGGGGCCCGTGGCCCAGACCTCGAGCAGGGCCCCGCCGCAGAGCAAAACGCCGTCGCCGTCGCCGT
27.42 A D4 mab198277M LG8 TGCAGAGCTGGAGGATTCTTAGCCG
27.42 A D4 mab275027M LG8 TGCAGTGCCTGATTGATTCCAGGTACAAAGACGGCCGCGCCACGACCGAGACGGAGGTCGTCGGGATGC
27.42 A D4 mab192027M LG8 TGCAGCCGTGACACGGCAGCCGCCATGCGAGCGCCCCCTCCACGCTCCTGCCG
27.42 A D4 mab197047M LG8 TGCAGATGGAGATGGGGATGAACGCAGCCGCCGCGGACGGCCG
27.42 A D5 mab162267M LG8 TGCAGGAAGCGAGGAAGATGTACCACAAGTTCGCGGAAGTCGTGGAGCCGTCCAAGGAAGGGTACGCCC
27.42 A D4 mab214657M LG8 TGCAGGCACCTCAAGGCTAATCCGCCTCCAGATCAAATCATTACAGATCGGTAATACGCCGTACTACAT
33.92 S Cod mab3184 7M LG8 TGCAGCACCCTCGTGGACGCGGCAGCGCCGTACGTCCG
34.36 S Cod mab4705 7M LG8 TGCAGATAGTACTCCAACCACGCCCACAACCTTCACTGTGGTCTACACCACAGACCATGGAATTCAGGA
34.36 B Cod mab4197 7M LG8 TGCAGGACGAGGAACGCGACCACCGCGGCCACGAGCGCGAAGACATAGATTGAGGTGCGCAGCAGCCGA
34.36 B Cod mab3168 7M LG8 TGCAGCAAGAAGCATGGTCCTGGTCCG
34.36 B Cod mab3281 7M LG8 TGCAGATTGGAGGGGAGGAAGGGAAGGCGGAGGGGGGATGGATCGGCCG
34.36 B Cod mab4409 7M LG8 TGCAGTTGTGGCTTTGGGTGTTGATCGGGCTTCTTCTCCATGTAGCCCTTGTCGACCTCGAAGTAGCCC
34.36 B Cod mab3907 7M LG8 TGCAGCCAATAATTCATCGATCGGGTGCGCGGGAGATGTGCGACGATCGATCGATGGACACATCTGGTC
34.36 B Cod mab3679 7M LG8 TGCAGAGGGCGTCGACGGCGGCCTGCGTGCGCAGGGTCGAGGGGATGCGCTCGGCGGCGGGCCCGAGAT
34.36 A D4 mab216627M LG8 TGCAGCTTCCACCGCCATCCTGTCGCTCATCTCCTCGGCTTCGATTGTCTTCCTCCTCGAGGCCGAGAT
34.36 A D4 mab220937M LG8 TGCAGCCGCTGCCGCTGTCGGCTGCACTTGCGTTGCTGTCCGCCGATGCGCCAGTGCTCCCCACCGCCG
34.36 A D4 mab217267M LG8 TGCAGCTGCGCCATTTTTGGGCTTGATTGATCTGGGAGGGAGGAGGGAGGAGAGGGGATGGGGCCCGAG
34.36 A D4 mab216527M LG8 TGCAGCTTCGCTGATGGCTGCAATGGAGCTTCAACGGCGACTCCCAGAGCTGCGATGAGCACGTGAAGC
34.36 A D4 mab220997M LG8 TGCAGCCGCGTGCGGGCGTGCGTGCCGGCCGCCGATGCTGGCTTGCGTGCTGACGGACTAGCCG
34.36 A D4 mab184497M LG8 TGCAGGCCCGCCGCATCGTCGGCCTCCCCACCG
34.36 A D4 mab217627M LG8 TGCAGCTCTCGTCCTTCGTGACGTTTTGCGAAGGCTACATCGACATCTTGCCGTACACCAAGCTCTAGT
34.36 A D4 mab219127M LG8 TGCAGCGGCGCTGCTGCGGCCTGGTGGTTGTCCGATCTGTGCGTGGCAACGACGGGTCTCTCCG
34.36 A D4 mab219597M LG8 TGCAGCGCTTCGACGCCGAGTCCTCCTGCACGGCCACGGCGACGGTGCTCGTCAGACGAGATCGACCTT
34.36 A D4 mab218217M LG8 TGCAGCTAGGCGGACGGACAGCCGCGCGCGTGAACCGTGCTGCTGCTGTGCGTGTCTGCCGACGCCGTC
34.36 A D4 mab220097M LG8 TGCAGCGATTGGATTAATCAGTATTTTTTTATGTAATTATGTTGTCCTGCTTACGCTAAATCAAGCGGC
34.36 A D4 mab217147M LG8 TGCAGCTGCTGCGCACCTTTGGTTATCTTCTACAGTATAGTACGTATGTGGACGAAAGAAATCTTGGCG
34.36 A D4 mab229587M LG8 TGCAGGCGTCCAGGCTGTGGAGGACGGCGGCGTCGGGGACCCTGACCCG
34.36 A D4 mab232847M LG8 TGCAGCAGAAGAATTTTCAACCTCGCCG
34.36 A D4 mab232927M LG8 TGCAGATTGGCGCCGCCGCCGTCTCCCTTTGCCCGCAGATTGGCGCCGCCGCCG
34.36 A D4 mab233137M LG8 TGCAGCAGCTGGTGAAGCTTCAGCTTTACGATGCGTTTGACGGCAGCAGGATGCACTTCCG
34.36 A D4 mab233357M LG8 TGCAGGCTCTGGGGCTAGGGCTGGGGCTGGGGCCG
34.36 A D4 mab233417M LG8 TGCAGCTCTGCCTGCACACATCGGCCG
34.36 A D4 mab233437M LG8 TGCAGTTCCACGCCACCCAGGCACGCCACGATCCCCCGCTCGCTCCG
34.36 A D4 mab233527M LG8 TGCAGGGCATCTACTCCCTCGCCGCTGCCG
34.36 A D4 mab233567M LG8 TGCAGCTTGGCGTTGAAGCTTCGGGCGACGACGTTGTACTCCTCGTTGCACTGCCCG
34.36 A D4 mab233577M LG8 TGCAGCTGTACTCGAGCCCAGGAAGATCCATCACGGGAAATCTCACCACTTCACACCG
34.36 A D4 mab235177M LG8 TGCAGTCGGCGGTGGAGCAAGTCCCG
34.36 A D4 mab235227M LG8 TGCAGTCGCAGGGGGGCCTACTTGAGCTGGGCGACCACCCG
34.36 A D4 mab235657M LG8 TGCAGTAAAGAGAACATCATCGTTGGTCGGCCG
34.36 A D4 mab235957M LG8 TGCAGGTCGCTGCAAAGGCTTGACTATGCAAACCCCG
34.36 A D4 mab236287M LG8 TGCAGGGGCGGCGGATCATGGGAGCAGGGCGGCAGAGCCCG
34.36 A D4 mab236307M LG8 TGCAGGGGCGAGTGCACGCGGCGCTCTACGCTTTGGTAAAGCAGCCG
34.36 A D4 mab236707M LG8 TGCAGGCTCCATCTTCAGGGTACCGAGTCCG
34.36 A D4 mab237337M LG8 TGCAGGAGCTTCGGCGCCAGGCGCCCCGTCGCGGCGCTGTTCCG
34.36 A D4 mab237417M LG8 TGCAGGACGCGGGGCGAAGCACCG
34.36 A D4 mab221587M LG8 TGCAGCCCCACCAAAATCCGAATCCAAAAGGTCGTCAGTAAATCGGCGGCGCGGGACGGACGGAGGAGC
34.36 A D4 mab231897M LG8 TGCAGCACCTTCCCGTGGCGCCTCCCCCTACTTCCCGTGGCCACGCCG
34.36 A D4 mab222357M LG8 TGCAGCATGTATGCGTGCACTGTGGTCGTCTGTTTCAGAGTGTGAAACTGACGAAGATGAACCTGATAC
34.36 A D4 mab226287M LG8 TGCAGAGAAGGAGATGGGAGAACGGCTACTTTTGCCCGCTGTGCATCAGGAACCTTGAATCTTCTGTTC
34.36 A D4 mab226507M LG8 TGCAGACGTCGGCGTGCTGCAAGCACGCCACAGCCTACGACCTGGAGGACTGGAACGGCGTGGCCCGAG
34.36 A D4 mab226567M LG8 TGCAGACGGAGGCAGCGGAGAAAGCTCCTGCCATTGGAGGTGGCGGCAGTATGGAGTAGGGTTCCACCG
34.36 A D4 mab226637M LG8 TGCAGACGCCAGAGCAACAGCGGCAAGTCAGGAAAGGAAAAAATCACGCAAAAAACACTCCCCTCTCCA
34.36 A D4 mab226927M LG8 TGCAGACCACATCGGGAGGCCGCTGCCAGAGCATTGGGAGCTCCCTGCGTAGGGACGGGCATCACCACA
34.36 A D4 mab228767M LG8 TGCAGCTACGCGCTCAGCTACCGCGACGGCTCCTACTCCCGCGGCGTGCTGGCGCACGACAAGCTGAGC
34.36 A D4 mab229117M LG8 TGCAGACTGTGTGCAAGTCCACGTGGGCCCCGTGCCGTACTGTCCG
34.36 A D4 mab229417M LG8 TGCAGCCATTTCGGGCCTCCTCGAACGGCACCTTTTCAGGCCCG
34.36 A D4 mab229807M LG8 TGCAGCAAAAAGGGCACGCTCAGGTGGACTTCGATCCCGCGCCGCCCG
34.36 A D4 mab230627M LG8 TGCAGATCCTCCAGCGCCGCCTCAAGCACCCGCTCGCTCGCCTCCG
34.36 A D4 mab230757M LG8 TGCAGTTGATTCGGGTTGCCGCCTCCG
34.36 A D4 mab231017M LG8 TGCAGCCGTCACACCATCGACTTCAGCCGCAACAACCAGCTTGCCGCCCG
34.36 A D4 mab229037M LG8 TGCAGGACGGCTGGTCTCCTCCTACTGCTGTTGCCTCCG
34.36 A D4 mab186727M LG8 TGCAGGAACAGAGACTTGACCACTGGTCGTCCTTCTGGCCG
34.36 A D4 mab177097M LG8 TGCAGTTGAATATTGGGGAGCAGACCTACCTTCCTTGAATCCAGGACCGATTCCG
34.36 A D4 mab177187M LG8 TGCAGTTCGTGCGCCCATGGAAGCCCCG
34.36 A D4 mab174707M LG8 TGCAGCATCTGCTCGTCCCCCAACAAGACCAGAATTGTGCTGACTGCTGAGTGCACCG
34.36 A D4 mab175697M LG8 TGCAGAGGCAGCTCCTCGAGGCCCGCCG
34.36 A D4 mab177977M LG8 TGCAGTGGCTCCCGCTGCTCTCCGCGCTGGCGGCCG
34.36 A D4 mab178197M LG8 TGCAGTGCTTCATCGACGAGACCATCGGCGCGAGGCAAATGCGATATGGGCCG
34.36 A D4 mab195437M LG8 TGCAGCAGAGCTGGGCGCCGTCTCCTCCG
34.36 A D4 mab195157M LG8 TGCAGCAGCAGCCCGCCAACTCCTCCCTACCG
34.36 A D4 mab170697M LG8 TGCAGTTCTCGTTCATTCTCCG
34.36 A D4 mab179517M LG8 TGCAGTCAGGTAGTATCACGCTATCGTGACAGCGACTCGAACACGCCCTCCG
34.36 A D4 mab194777M LG8 TGCAGCAGGACTAGCAGCAACGGCGAGTTGTGTAGGTCATTTTTGCAAAAACACCCCCG
34.36 A D4 mab194677M LG8 TGCAGCAGGCGCGGAAGGCGGGACCGAAGGCGCCG
34.36 A D4 mab179657M LG8 TGCAGTCAAGATAAGCATGGAGGGGGCCCG
34.36 A D4 mab197167M LG8 TGCAGATGCAGACACTCACAGCGTCGACCTCGGTCTCCTCCATACAGCGGCACCG
34.36 A D4 mab193917M LG8 TGCAGCCAACATCAACTGATTCATTGCTATTATTAGCGTTGGCTGCCGTCACCG
34.36 A D4 mab197437M LG8 TGCAGATCCATCTCCAAAACGAATTGTCTGACTGACTTGTCCAGACCG
34.36 A D4 mab197497M LG8 TGCAGATCATGCCATTTTCCTGCCTCGTGGCAATGCCG
34.36 A D4 mab200957M LG8 TGCAGAAAAACCCAGACATGACAAATCCTTCTCCTTCTGCCGAGCCG
34.36 A D4 mab200737M LG8 TGCAGAAAGGTTGGCGAGGCTGGCGGCGGTGAACTTCACCG
34.36 A D4 mab200707M LG8 TGCAGAAATAATCGATCATGGCCTAACACGTACCG
34.36 A D4 mab200557M LG8 TGCAGAACCCAGCGATCTGGAGATCAATGCGCAGTGCAGCGACCG
34.36 A D4 mab200137M LG8 TGCAGAAGGCGTGCGCGCAGCCGCGGCTCGCCCG
34.36 A D4 mab199977M LG8 TGCAGAATCCCCGAATGCATGCGCGGGACCG
34.36 A D4 mab199947M LG8 TGCAGAATCGCCACTGCATGCCAATCCTAAAAGGACAGGATTGATGGACACCCG
34.36 A D4 mab199817M LG8 TGCAGACAATGGTTTCGATTAATCAGAGCGCATTCATATCCG
34.36 A D4 mab199297M LG8 TGCAGACGCGGACCACGTGCCCTCTGTGCCGCGCCAACCTCGACATGCCACCGCCACCG
34.36 A D4 mab199167M LG8 TGCAGACGGTGGAAGGGGCGCCGTCGCGGGAGCGGGGGATGGGGGGCGCCG
34.36 A D4 mab177057M LG8 TGCAGTTGCAACCGTGCCTTAGAACAGTCGCCG
34.36 A D4 mab198987M LG8 TGCAGACTTGAGGTCGGCCCCCATGGCTGGCCGTGGAAGGGCTACTAGGGTTCCG
34.36 A D4 mab198967M LG8 TGCAGAGAAAGATGCACCAGACTTGCGTGTGGCAAAAATTGATGCCG
34.36 A D4 mab198777M LG8 TGCAGAGAGCAGTGAGCCTAATGTGTGGGCATTTCGCTACCG
34.36 A D4 mab198647M LG8 TGCAGAGATCCGAAACACACCACATGGTCCCCG
34.36 A D4 mab198407M LG8 TGCAGAGCGCGCGCGCGCGCGCGCACGCCGAGGTTTCTCCCATTCCGCGCGCTCGCCG
34.36 A D4 mab197777M LG8 TGCAGAGTGCAATTGCCAAAATATCTCTATTTTGCTTAGTCCG
34.36 A D4 mab197737M LG8 TGCAGAGTGGGAGGCTGACAGCATCCACCG
34.36 A D4 mab197487M LG8 TGCAGATCATTTAGTCCATTAATTAAATCTTGTGGAGGACGGCCG
34.36 A D4 mab193657M LG8 TGCAGCCACTTTCGTCACGCTCCGACTCTCACCCGCGTCCACCG
34.36 A D4 mab193117M LG8 TGCAGCCCCCGCCGCGCCTGTGCCACTCGCCG
34.36 A D4 mab189317M LG8 TGCAGCGGTGCGCCGAAACGAGAGAGCAGCGGGGGCCTGCGGCTTGGGAGGCCG
34.36 A D4 mab183307M LG8 TGCAGGCTTCGACCACGAGCATCGGGGGAAATCACACAACATCTATGTTCCTCCCCCG
34.36 A D4 mab183327M LG8 TGCAGGCTGTGACACGAGGCTCCG
34.36 A D4 mab184007M LG8 TGCAGGCGCTCAAGTTCTCGACGAGCAAGATGAACCTCGGGGCCG
34.36 A D4 mab188487M LG8 TGCAGCTCCACGACACTTGACCG
34.36 A D4 mab170947M LG8 TGCAGTGCGTGGTTGTGATTACCTGAACCG
34.36 A D4 mab184847M LG8 TGCAGGCAGGCCAGGCACCCTGTCCTGTATCTGACGAAAGCGTATGATGTCCTGCCG
34.36 A D4 mab187877M LG8 TGCAGCTGATCCGATGTTGACGACGGTGCCCCTCCCACGCTCAACCATGCCG
34.36 A D4 mab187607M LG8 TGCAGCTGCGGGCAAGTGGGCAGACGCGGCGCGCAGCGAGCGCAGCCCCG
34.36 A D4 mab170527M LG8 TGCAGTTTGCCCCGACGCGACCTGATCCATCCAACCG
34.36 A D4 mab185097M LG8 TGCAGGCAAGCGACCAAGAAACAGAGTTACTTAACTTAACCATCATCCAGCAGCACCG
34.36 A D4 mab185427M LG8 TGCAGGATCCGCCGCCCACCACCGCGTCCCCTCCCACCCAGACCCCG
34.36 A D4 mab185897M LG8 TGCAGGAGCGACGACTTAATTTGATGGTTGTAATTTAACCG
34.36 A D4 mab186397M LG8 TGCAGGACATGTAAAGTGTATGAGACTGATCAATATCCG
34.36 A D4 mab186817M LG8 TGCAGCTTTTCTCACGCCCTTATCTGAAGTCTGCCCACTGCCG
34.36 A D4 mab189417M LG8 TGCAGCGGGGAAGGCGCCGAGCTCGTTCACGCGGCGGCGCCCG
34.36 A D4 mab179667M LG8 TGCAGTCAACGCCTCGCTTCGTGCGGGTGGTTGTGGCCG
34.36 A D4 mab189487M LG8 TGCAGCGGGATCATCGGCTACCCTTCCTGGACTCCG
34.36 A D4 mab182567M LG8 TGCAGGGCTCCCCCGAGCCACGCTCCGGCAGACACCG
34.36 A D4 mab192237M LG8 TGCAGCCGCTCACGGCCACTGCGACCTGATCCCGCGCCG
34.36 A D4 mab179957M LG8 TGCAGTACTGAAAGCCATCTATACATCGCACCTCCCTGATATGCACCG
34.36 A D4 mab180157M LG8 TGCAGTAAGTTGTCGGAAAGGCTCAAATTGAACAACATCATTACATTGCCAATTTCCG
34.36 A D4 mab180647M LG8 TGCAGGTTACAAGGGGGCGGCGATGGAGGACCATGACAGGAACCTCGGCCCG
34.36 A D4 mab190657M LG8 TGCAGCGCCGACGACGCAATGACTCCTAAGAAGATGCGCAAGAGCGCGCTGCCG
34.36 A D4 mab190277M LG8 TGCAGCGCTACGGTAGCAGCATCCG
34.36 A D4 mab190137M LG8 TGCAGCGGAAGAAGTACCAGCCGTTCCCATTTTTCCATGTCCACAGGGAGAAATAGTGCCG
34.36 A D4 mab189917M LG8 TGCAGCGGCATCTGATCGATCGAAGGTCGCTGCCG
34.36 A D4 mab189777M LG8 TGCAGCGGCGCCCCTCCTCCGCGCCCTCGCCTCCG
34.36 A D4 mab189637M LG8 TGCAGCGGCGTGTCCCCGCGCCCCCCGCTGCCTGCGCAGTCGCCCGTAGCGCCCACCG
34.36 A D4 mab181677M LG8 TGCAGGTAGGCAGAAGAGATATCGGGCTTTATCGTTTTTCCG
34.36 A D4 mab182797M LG8 TGCAGGGCCCCACCGCTTGTTGGTCCTTGTTGGCGCAACTCTTGCCCTAGCACTCACCG
34.36 A D4 mab176527M LG8 TGCAGTTTTCAGAATTTCGGCTTTGTGTTGCGTGTGTGTGTGTGGCTGCCTCCCGTTCCG
34.36 A D4 mab176517M LG8 TGCAGTTTTGATGTGGATTCTTGCTGCTGGCTCCG
34.36 A D4 mab211877M LG8 TGCAGGGTTATTAGTTCCTGAACCAACCTAGTGGAATTAGTACAAGACAAATAGCAGGTTCCTGAACCA
34.36 A D4 mab211847M LG8 TGCAGGGTTTAGAAGTTCAGAACCAAAAGGGCGCGAGGGATCAGGGATGGATTCATCGCTCCGTCCGCC
34.36 A D4 mab173687M LG8 TGCAGCGGGCGCTGCGTGCGAGCAGGGGAAGGCGACGGGCGTGCGAGGCGGTGGCCTCCG
34.36 A D4 mab211757M LG8 TGCAGGTACGTACGTCTACAAAAACATGCGTGTACACTGTCTGGGTATGGCTTCACGAATGATTCGCGT
34.36 A D4 mab228127M LG8 TGCAGCGTTTCATGGAGAAGCGCAGGGGAAGGGTCGCCGCGCGCGCAGTCCCCTACAGCCG
34.36 A D4 mab211457M LG8 TGCAGGTCGAGCAGGAGCGACGCGCGCGGTACGGGGTGGTGTGGGGTGGTCGGGAACGGAGCCG
34.36 A D4 mab211177M LG8 TGCAGGTGCTTCAAGTGGCCAGACAGGGTCTACATTTTTTACTATGTATACTCCAGTTTTGACCGAGAT
34.36 A D4 mab202187M LG8 TGCAGTTCGAGGGCTCGGTTCCCATGGAGAATTACAATCTAATTTGGAGGGCGCGGGCGCCTGAGAAAT
34.36 A D4 mab210417M LG8 TGCAGTAAGCTTTCAAGAGCGGTACCGCCTGGACGAGCTCGACGGGCTCGGCCTCGCGGCGAATCCGAG
34.36 A D4 mab242517M LG8 TGCAGGGGGGTGTGCATGTGAAAACGTCACGGATCCG
34.36 A D4 mab226317M LG8 TGCAGAGAACTGGTACCGCGTCGATACGTCCCTGAACTGCACGAGCCTCTCCGAGCTCTTGTGGACCGC
34.36 A D4 mab210007M LG8 TGCAGTAGCGACTGCGACCGACGTGTCTTCATGTCATAGACGCTACAGTACAACGGCACCCTCTTCCGA
34.36 A D4 mab209967M LG8 TGCAGTAGGAGTAGTATTTAACCGCATCCATGGATGAAACGTGCTTGCTTCTGTCTCTGCTCTAATCTG
34.36 A D4 mab212957M LG8 TGCAGGGAGAGCTTTCGTGGGGAAGAAGATGTGCCTGGTCAGTTGGGATGGAGGTATGCGAAAAAGGAT
34.36 A D4 mab207327M LG8 TGCAGTTGTCGCAGGGGCAGGCCGCAGGCCTCGACAGCGCCGGTGGCGGCAGCACGAGAGCACCGCCCG
34.36 A D4 mab219177M LG8 TGCAGCGGCGCCAACGACGGTGGCGCTGTAGCCGCGGCTGCGTGCCGTGTCGGCTGCTTCGGGATGCCC
34.36 A D4 mab242987M LG8 TGCAGTTGGTCTGTTCCAGCATTTGTAAACCACGGTTGCAGCTACGACGTCAAATGGTTCCAGCAAATC
34.36 A D4 mab214577M LG8 TGCAGGCAGATCGCCGCCTTCTCACGTGCCGACGCGCTGCTCGTCAACACCGCCGAGAAGCTGGAGCCC
34.36 A D4 mab246107M LG8 TGCAGCAGCTATCTAGCGGATGTTTGTAGCTTTTCAGTTTGCGCGGTGGCCATCCACAACTTTTGCGTC
34.36 A D4 mab214567M LG8 TGCAGGCAGCAAAGATGGACAAAGAACCCAGGATTCGCACCAAGTTACCTCTGGTCGCCGCGCAGGAGG
34.36 A D4 mab174737M LG8 TGCAGCATATCGGGGAGCTCTTCAAGCGCCACCTCCATGGTGGCAGGTGGACCG
34.36 A D4 mab221357M LG8 TGCAGCCGAACCACCTCTGAGCCGCTGTCGCGGTCTCTGCCGTCTGCCGCGGATGAGTCGCCGTCCGAT
34.36 A D4 mab214137M LG8 TGCAGGCCGACGATCACTGGCGGCCCAACGAGCGTTGGGCCGAAAGCATCAGGCGGCCCACTGGGCAGC
34.36 A D4 mab249627M LG8 TGCAGCTCCTCGCGCGCGGCTCGCCTCCGCGACAGCACCACCCG
34.36 A D4 mab186637M LG8 TGCAGGAACTTCGTGGCTAGCGCCGACGGCAAGGCCGTTTGGATCTTCGCCG
34.36 A D4 mab213967M LG8 TGCAGGCCTCCCTCTCTCCGCCTTCGGAAGCCGTTAGCCTCGTCAATCTTCCATTCTGTTGTATCAACA
34.36 A D4 mab213497M LG8 TGCAGGCGGCTCATTACGAGGCGCGACGACGGAGGCTCGAGGCGGGGCGGACGGGGCGTCAGCCCAAAA
34.36 A D4 mab185307M LG8 TGCAGGATGGGGGCCCTGGAGGGTGGGGTCCG
34.36 A D4 mab272877M LG8 TGCAGCTCCTCGATGTAGGCGATGGCGTCCTGGATGATGGACGCCTTGTTCATCTAACGCCCG
34.36 A D4 mab199867M LG8 TGCAGAATTTGTAATTTTCGGACCG
34.36 A D4 mab179867M LG8 TGCAGTAGCAGCATTGACTCGGGGTGAGGAACCG
34.36 A D4 mab209517M LG8 TGCAGTCCAGTGCTCACCTTTATGTTTGGACAGGATGTGCGCCAGTGCCTCCCATTTCCCGAACTGCTC
34.36 A D4 mab175897M LG8 TGCAGAGACCGCCTTGTCCGCCGCTGTGTGATTCCCG
34.36 A D4 mab204757M LG8 TGCAGCGTGGCTCAGGCGGCGAAGATGGCGCCGCCGTCAAAACGCCCAAACTGCTCAGTGGCGACGGCC
34.36 A D4 mab204487M LG8 TGCAGCTCGCTGTAGTATGCGATTTTAGCTACTCTTCTCTCTGCTGACTTGCTTCTCAGCTGATCATGG
34.36 A D4 mab204287M LG8 TGCAGCTTCAGCTGCGGGGCCACCGCATCCAGCGGCGCGGGCACGGGCGCGTCGACGGCGAGGGCAGGG
34.36 A D4 mab204007M LG8 TGCAGGAGCACGCCGTGGAACGTCGGCACCTGTTCCCATCTGATCATCGGCGTCGTTCGGCGCGCCGAG
34.36 A D4 mab203607M LG8 TGCAGGCGGCGGAGGAGGCTGCTGTCCTAGACAGCAGCGGCAGCGGCCGCCGCCGCCTCCCCG
34.36 A D4 mab170917M LG8 TGCAGTGGCACCAGCGGAACCAGGAATTGAACTTAGCCG
34.36 A D4 mab203027M LG8 TGCAGGTGGCGCTGGATCGGACAGCAGCTTCGGGAGGCGCTGCCACCTTGCTAGGCTTGCCGCCGCATT
34.36 A D4 mab202697M LG8 TGCAGTCCTCTACACTACTGATCATTCATCCTGTCCACCTAAGCTTCTCAATCTGGAGCAGGCAATTTC
34.36 A D4 mab175217M LG8 TGCAGCACAAGCTCATCTACCTGCTTGAGCTAGCCCAGGACTTCCG
34.36 A D4 mab176507M LG8 TGCAGTTTTGCAGAAGACCGCACGAATCTCATCCAGGCGGGACGGATTGGATAACCG
34.36 A D4 mab201067M LG8 TGCAGGTGAAAGTTTATGAGTGAAAGGTGGGAACAAAGCACGTGACATGTATGCTGTGGTGGCCGAGAT
34.36 A D4 mab198107M LG8 TGCAGAGGATCTGCGGACGGCGGCGGCCACCACCGCGGGTTGGACCAAGCACGGCGCTCCG
34.36 A D4 mab194917M LG8 TGCAGCAGCGTCTCAGCCTGTGAGCGTGAGGTTGGCGGGTGCCGATCCCGTGGTCAGCCG
34.36 A D4 mab193107M LG8 TGCAGCCCCCTCCCACTGGTGGCCGCTTGGCCG
34.36 A D4 mab198447M LG8 TGCAGAGCCGCGGCTCGGCCAGGAGGCCCGTCATGAGGCCGCCGAGGCTGCCG
34.36 A D4 mab209227M LG8 TGCAGTCGGGTTGCGTGGTGGCTCCTTGTCAGGATGGTGGTCCGCGGTGGCATGGTCGGGGCATGGCCT
34.36 A D4 mab214127M LG8 TGCAGGCCGAGGTGCACCCGTGGAGCGACGGCAAGGACATGGAGGAGACGCTACTGCGGCTCATCAGCC
34.36 A D4 mab185837M LG8 TGCAGGAGCTAGCAGCAGCACCGTTAATTAATACGTAAGAGTTCACGCTGCCACGCCG
34.36 A D4 mab208177M LG8 TGCAGTGGCGCAACATCCAAGGCCATCTTAGCATCGAGGTAACGCCGGAGCTCGATTTCGACGGCTACA
34.36 A D4 mab267027M LG8 TGCAGCCTGGCGTGCCCCAGCTCTGCTGCGGGGCGCCG
34.36 A D4 mab207947M LG8 TGCAGTGTGAATACAAGCTGAATTGTTGTGAAAATTACTTGCAATTAGCCATCTCTAAACCG
34.36 A D4 mab177687M LG8 TGCAGTGTCCTGCACCCGTTCCCCTATCAGCCCCTTCCG
34.36 A D4 mab182617M LG8 TGCAGGGCGTGCCTGATTGCTGACACGACATATCATGCCG
34.36 A D4 mab183017M LG8 TGCAGGGAGGAGTAGCATTACTCGCAGGCGGCAGTCGAGATAGTGTTTATTGCACCG
34.36 A D4 mab183397M LG8 TGCAGGCTGCTGGCACGGCTGGCACTTCAGCCG
34.36 A D4 mab183707M LG8 TGCAGGCGTGCAGTGCGGCCTACCTGGACAAGCCCG
34.36 A D4 mab190587M LG8 TGCAGCGCCGCGGACACGCCGTGGCCG
34.36 A D4 mab207897M LG8 TGCAGTGTGGGGATGGATGGGGGAGGAAGGAGATGCGAAGATGCGATATGGAGCCCGCGCCCCGCGGTA
34.36 A D4 mab184097M LG8 TGCAGGCGCCGACTTGCAGGGGCGCCAGGGGGGCGCGGTGGCGCCG
34.36 A D4 mab237037M LG8 TGCAGGCAGCCGCCTCAGAGACGTCTCCGCCGCGACCG
34.36 A D4 mab170967M LG8 TGCAGTGCGATGCATTGGCATACAATATATAAGTTCGAACGAGGCGACCGACTCGGCCG
34.36 A D4 mab218047M LG8 TGCAGCTCCCAATCACATTCCTCGTACTCCACGGCTTCTCAAGAAGGTATAACAAGTTGTTCAGATGGT
34.36 A D4 mab217007M LG8 TGCAGCTGGCGGTGGATAGCTCGATGCCCTGCAACTCTCCGTCGTCCTCACCGACTCACCGTGCCCCTC
34.36 A D4 mab215027M LG8 TGCAGGAGTGGCGTGCTGCTCATGAGAGGAAGATCAAGATTCCAAGCATGACACTAGTCCAGCGTTGGA
34.36 A D4 mab214927M LG8 TGCAGGATCTTCTATATGCCGCCATGCCCCGAGCATGAGAAAATGAAGACATGGCAGCATCCCAATGAT
34.36 A D4 mab213827M LG8 TGCAGGCGAGCTGCTGGGGGAGAGATCGGGCCTCGGGCGGAGTCGGCGACTTGGAGCAGTGGCTGATGG
34.36 A D4 mab213407M LG8 TGCAGGCTAAAATAATGGAGCTGGAAAGTAGGAGCTCCACAGATCCTGTAATTTCACGGAGCCG
34.36 A D4 mab218617M LG8 TGCAGCGTGCGGCCTGAGGCGGTGGTCAATGCCTGCTGATTTGGTTTGGGCTCACGCTTCCGTCCGTGT
34.36 A D4 mab209787M LG8 TGCAGTATAAACTGCAAAATGTTCCAGCACTATTATTTTGTTCCACTCGCAGCATATAATTGGTAAAAA
34.36 A D4 mab209417M LG8 TGCAGTCCTCAGCGATTGTCCTGGTCCACGGGTCAGACGGGGAACACCAATTCTGTTCCACGGCTCACC
34.36 A D4 mab209097M LG8 TGCAGTCTCTGCCTCTCTCTAACTCTAAGTAAGGGCGAATCGTCCTCTGTTTGCGCAGGCCAGGACGCC
34.36 A D4 mab208007M LG8 TGCAGTGTATGGCTCCACGTATTCTCGCACAAGTAGACATTGACGGCGTAGAAGCTGCCTGTCTCAGAA
34.36 A D4 mab207657M LG8 TGCAGTTCGGCGTGGTCAACCGCGGCAAGGAAAGGATCGCATTCTGAGGTCTGGTTGATCAAATACAAC
34.36 A D4 mab212617M LG8 TGCAGGGCCCCAAGTTCTCTCGCGGGCAGTGTGGCTAGGCTAGTCGACGGCGGGCTGCGGCTGCTCGAC
34.36 A D4 mab219207M LG8 TGCAGCGGCCTGAGATCGCGGCCCTCTACGGGGAGGCAGCGCAGTGCCCCAGGCGACGTCCAGCGGACA
34.36 A D4 mab219497M LG8 TGCAGCGGAGGAGGGATTTGGGGTCTAGGAGGACGAGGATCTCCCAGACGACGATCTCGTCCG
34.36 A D4 mab233717M LG8 TGCAGACGGCCGTGCCACGTGGCTCCTATTTGCCG
34.36 A D4 mab232567M LG8 TGCAGGCATGTAACTTGGTTCGGTCGAGCTAGCTGATTCCGCCG
34.36 A D4 mab232337M LG8 TGCAGAATCCCGCATCAACCACTAGCAATTGACTAGCTGATTTGACCAACCCATCCCACGCCG
34.36 A D4 mab230667M LG8 TGCAGCACAGGAGGCGCACGGGCGGGTTCCGCCCACGGCCGAGCCG
34.36 A D4 mab229527M LG8 TGCAGCTTCTACGCGCACTCCAGCGGCACCAGCAGCGCCTGCGGAAACATGATCACGCAGCAGCAGCAG
34.36 A D4 mab229187M LG8 TGCAGGACTGGCAGCGGCGGTACGCCGACGTGCTGCGGCGGCAGGGGATAAAGGTCCAGGTGGCGGAGT
34.36 A D4 mab228817M LG8 TGCAGCCGCTACGGCTGGTGTGGCTCCACCCCG
34.36 A D4 mab228047M LG8 TGCAGATGAAGGTGGACCACGCGTCGCCGCCGTCGGCCGCCGCGAGGTGATCCGTGAGCTGCGAACGGT
34.36 A D4 mab226987M LG8 TGCAGACAGGTGTTGCGCCCACTAATTCCAGATCGACCAAGACACGAACATGAGCAGAGGCGGTTTTCC
34.36 A D4 mab221537M LG8 TGCAGCCCCGCCCTTTCCTCACTTGCTACCATCGGCGTGCTGGCGTCGCCCCAGCCATCCCTCTACCAC
34.36 A D4 mab220387M LG8 TGCAGCGACGAAGGAGAGAATATGGGGCACGGGCCGCCGAATGGAGATGAGGCCCGACACTGGGGGCTC
34.36 A D4 mab228087M LG8 TGCAGAGGAGGTGGGCTCCTCCCTGACCAAAGAAGCAAAAAGGCGAGAGGGGGGAAGAAAAGCAAAGAA
34.36 A D4 mab205007M LG8 TGCAGCGCTGGGCGTACGTACTGTACGTATGCCTGTACGCCCGCCACCCCATGCTGACCACGCACTCGT
34.36 A D4 mab180707M LG8 TGCAGGTGTTCGGTGAATTGCCCCACTGGGAAGATTGCGCGTCCGATGGCCCG
34.36 A D4 mab178107M LG8 TGCAGTGGAGCACGCATGCTCACCGAGGAAATCGGTGCCG
34.36 A D4 mab177597M LG8 TGCAGTGTTCAGTTCGGATCTCACCG
34.36 A D4 mab176687M LG8 TGCAGTTTAGTTGGGACGAGCTAGGAAACGGTGCGGTGGCCG
34.36 A D4 mab175177M LG8 TGCAGCACCCAAAAGGCGCGAGGACATGGGCCG
34.36 A D4 mab174787M LG8 TGCAGCAGGTCCTTAGAGAGAAGGCCAGCAACTGAAGGCAACGCCG
34.36 A D4 mab174767M LG8 TGCAGCAGTCCAATCCGCACCCCATCGATCTTCCG
34.36 A D4 mab180917M LG8 TGCAGGTGCTGGTCCCACCTCTGCCG
34.36 A D4 mab171077M LG8 TGCAGTCTCTGCACTAGGTCTGGTGGTCCTGTCCG
34.36 A D4 mab171037M LG8 TGCAGTGACTGCCTCCTTGCCGCACCG
34.36 A D4 mab165857M LG8 TGCAGCAGTGGAGGCACATAGGCAGAGGGCGGGGGAGACGCCTGCGTGGGACAAGGTAGGGTGCCGAGA
34.36 A D4 mab164907M LG8 TGCAGCCGTATCCGTACCTCGCTCTGCCTAACGCTGCCCTCTTTGCCATGCGGAAGGCGCGACCCACCG
34.36 A D4 mab277067M LG8 TGCAGCGAGACCCGCGCGCTCCCTACGCCACCGCCGCCCGCCGAAACTCACCTCGCCG
34.36 A D4 mab273907M LG8 TGCAGGCTTGGGCTCGCCGCCATTGACTGCTTGCTCCTCTTGGACGGCGCAGAGGTCCCG
34.36 A D4 mab197877M LG8 TGCAGAGTAGCAAAAATGGATTCAGCATTTGAATTTTGCCAGCCG
34.36 A D4 mab201077M LG8 TGCAGGTCTCATAGAAGCGTGGTCGATCCTCAAGCGACGAGATGCTCTCGCGCATCGCGGCGAGCTCGC
34.36 A D4 mab263227M LG8 TGCAGACTCTGCAAAGGCTTTTCCTCCG
34.36 A D4 mab174687M LG8 TGCAGCATGCATGCCACTCGGACCATGCATGGCAACCACCG
34.36 A D4 mab182987M LG8 TGCAGGGAGTCCAGGTGGAGCGTCTCCATCTCCG
34.36 A D4 mab183987M LG8 TGCAGGCGCTGCTCGACCAAGAAGAACTACCCTTCTTCCCCG
34.36 A D4 mab200317M LG8 TGCAGAAGATCTGAGGATTAAAATCATGGTGTCACGGGTGCTCAAGTACATCCCG
34.36 A D4 mab200167M LG8 TGCAGAAGGATTGGAGGCGACGAACCCTTGGACGAAGAGGCCG
34.36 A D4 mab198727M LG8 TGCAGAGAGGCGGCCGCCATGCGAGGGCAGCTAGCCGCGCCG
34.36 A D4 mab197837M LG8 TGCAGAGTCCTCTGTTAGAGGTCACGAAGCTTCCG
34.36 A D4 mab197367M LG8 TGCAGATCGACGTCGGCGACCAACGATCCAGCAGCGCGCTTGGGGGCGTCCGTTTCGGCCG
34.36 A D4 mab197297M LG8 TGCAGATCGGCACCCAGACCGAGAAGAAGCAGCCG
34.36 A D4 mab195897M LG8 TGCAGCACCACGGACTACTCCGACTTCTTTAAGAAGATGTGCCCG
34.36 A D4 mab195657M LG8 TGCAGCACGCTTTAGGCAGTTCCG
34.36 A D4 mab183057M LG8 TGCAGGGAGAAACCAAGATATGTGGATTGCGGCCCG
34.36 A D4 mab195137M LG8 TGCAGCAGCAGCCGCACGATGCCGCCG
34.36 A D4 mab192577M LG8 TGCAGCCGCACGTGCCTGCGTCGGCCTCGGGTCGTCCCTCTCGCGCCCCG
34.36 A D4 mab191347M LG8 TGCAGCCTTTGCTTCCAACTGGTGCATCGTAGCCCTTCCAATCCGATATTCCCCG
34.36 A D4 mab189827M LG8 TGCAGCGGCGACGGATCGGTGGGCCG
34.36 A D4 mab188567M LG8 TGCAGCTCAGACAGACAGTGACCCG
34.36 A D4 mab188377M LG8 TGCAGCTCCTAGCTAGAAATGGGGGCCGAACTCCG
34.36 A D4 mab187947M LG8 TGCAGCTCTTCCCCATGGATTTCCTGGGGATCCACGTCGAGCTCTACCG
34.36 A D4 mab187767M LG8 TGCAGCTGCCAAATGCAAGCTGTGAGCCAGCCGAGCGCACGGAACCCG
34.36 A D4 mab187417M LG8 TGCAGCTGGAGCTAACCACAACGGAGGAGGCGGCCG
34.36 A D4 mab235557M LG8 TGCAGTACTCGCTGCTGTACTTCTCCTCTCCG
34.36 A D4 mab238267M LG8 TGCAGCTCGTCGAACTCCTGGTGCAGTTTCTCCAGCTTCTGATCTTTGCCG
34.36 A D4 mab170977M LG8 TGCAGTGCCAGCATTGGGATTTCTACATTACCG
34.36 A D4 mab271987M LG8 TGCAGCAGGGCGGAGGAGCGTGGACGGTGGGGAAGGTGGCGGTGTGCAGCTCGGACCTGGCCAAGGGGC
34.36 A D4 mab265327M LG8 TGCAGCACGGCGAAGAGCGAGCGCCTCAGCCAACTCCG
34.36 A D4 mab247537M LG8 TGCAGCTCCAGGTTGTGCCCGCTGCGACTGGTGTCGGACGGCGGCAAGAACCCGCCCAACGTGGGGACG
34.36 A D4 mab244057M LG8 TGCAGGGGTATGTTATGTACTATGCTGTAGTTGTTTCGTATGGTATGTTATGTACATCTACAACTGTCC
34.36 A D4 mab188557M LG8 TGCAGCTCAGCCGCCAAAACAGAGCTCGCCCTCGCTCCCCTCCG
34.36 A D4 mab267287M LG8 TGCAGGCGCACGACACGGCCCCGACCTTTCTCCACGACCTCCGCTCCAGCGACGTGTTCCTCGACGCCG
34.36 A D4 mab265777M LG8 TGCAGTGCGGGTGAAGAATGGGTGAGCCG
34.36 A D4 mab253037M LG8 TGCAGCCTGACAGATGATGGAGTGGATGAACCG
34.36 A D4 mab245247M LG8 TGCAGCGTGCCCTCAGACGTGCGGTGCGACGCCAGCGGTACCTCTCCCGTGACGTGCGTCGCTTCTGTT
34.36 A D4 mab200657M LG8 TGCAGAAATTCTTTGTGAAACCCAATGCTAACATCCTATCGACTGCACCGACCG
34.36 A D4 mab237567M LG8 TGCAGGAAGGCGACATTGGGCTTGAACACCCGCTCTAGGCTGCATCTGAAGAAGCCG
34.36 A Cod mab3771 7M LG8 TGCAGGTTTAGGGGCCCGTTGCTCTGCTCCG
34.36 A D4 mab265047M LG8 TGCAGGCGGACTCGTACGTCCGACCTGATGAGTGTGCCG
34.36 A D4 mab260367M LG8 TGCAGTGTTTTGATGTTGCTCCATACACCG
34.36 A D4 mab259867M LG8 TGCAGAATGAAGGGCTCGTCATACCG
34.36 A D4 mab252967M LG8 TGCAGCTTTCTTGTTGGACTGATTATATACCAACCG
34.36 A D4 mab251597M LG8 TGCAGTCGCCTAGTGGCGGCTGGGTTGCGGACTCCG
34.36 A D4 mab250427M LG8 TGCAGTCCTGTTCGGATGATCAGCCG
34.36 A D4 mab248687M LG8 TGCAGGAGTGGATCCGCGTGGCACCG
34.36 A D4 mab248497M LG8 TGCAGCCTCGCCCTCGTTGCCAGCCAGCCG
34.36 A D4 mab248217M LG8 TGCAGAGCACATCACGTACGCCCATCGCCGCCGCCG
34.36 A D4 mab243367M LG8 TGCAGTGATAAATAGAAGAATGGTACCACAATCACCATGATCACCGTGTCCTTTGCTTCTACCG
34.36 A D4 mab242997M LG8 TGCAGTTGGGCAGTGAAGGAAGCAGTGGCGTCATAGTCCTCGTACCACCTGTCCTCCGTGAGTGCTTGA
34.36 A D4 mab242967M LG8 TGCAGTTGTCAACACCAACCCTGTTCCCCTCGTCAGGCGGCCCCGTCGCCGTTCACCAGCGCCG
34.36 A D4 mab242357M LG8 TGCAGAACGTCGGGATAGAGAGCTTGTCCG
34.36 A D4 mab238627M LG8 TGCAGCTACAGTTGCACCTCGACCCGCCAGTGCGCACTGGTTGTTGTACTCCAATGCCG
34.36 A D4 mab238347M LG8 TGCAGCTCCTCGGGCGTTATGGTCCCCAACGCCTCCCTGATCTCCATGGCCCG
34.36 A D4 mab268087M LG8 TGCAGCGGGATCAGGCTCAAGAACATTAGGCTGACGTACCG
34.36 A D4 mab268997M LG8 TGCAGCAAGATCTTTGGTATCGCTGCAACACTGACCG
34.36 A D4 mab192327M LG8 TGCAGCCGCGGCCACGTCAGGCGGGGGCGACCGCGCGCCGTTCAACCCG
34.36 A D4 mab191717M LG8 TGCAGCCTCTCGTTTCGCCACGATCAGAGTATGCATGCATGTTCCCAGCTTCGTCCG
34.36 A D4 mab183997M LG8 TGCAGGCGCTGCACGACCTCATCACGTCGAGAAGATGCCG
34.36 A D4 mab175797M LG8 TGCAGAGCCCGAGCGCGGCGGCGACTGCGCCAACTGGCGCCG
34.36 A D4 mab175767M LG8 TGCAGAGCGCCGCCCTCCTTGGTCCTCCGATGGGATTGTGGCGCCGAAGCCG
34.36 A D4 mab217137M LG8 TGCAGCTGCTGCTGCTCGGGATGAACAAGGAGGTGGGCAGAGAGCTGCTTAGGCGGGCTGTGCTGCTGC
34.36 A D4 mab244117M LG8 TGCAGGGCGTCACCCAATGCGTTCCTTCCAGGAGGAAAAGAAGTCTAACTTCAGATTGGTTACTCACCA
34.36 A D4 mab281227M LG8 TGCAGCGGCGACGCCAGTGGCACGGCGAGCGCCAGCGCGAGCGCGAGCGACGGCAGCAGCATCTCCGAG
34.36 A D4 mab277157M LG8 TGCAGGGCCTTAGGGTTCCCAAGTCGTTGCTAGGGTTTGGAGAGATGCCGCGGAATCAGATCGGCGACA
34.36 A D4 mab273897M LG8 TGCAGGACGTGCAGCCGCGCCTTCCCGTCGTTCCAGGCGCTGGGCGGGCACCG
34.36 A D4 mab273627M LG8 TGCAGCTGTCGGATGCAGAGAAGAAATGTATTAAACTCGGGAGGAAAAATGCAAGCTCCTTGGCAATGG
34.36 A D4 mab272927M LG8 TGCAGGTTGCCGCTTTGGTGACAACTGTCGCTTCATCCACTACATCCCG
34.36 A D4 mab272217M LG8 TGCAGTCCTCCTCCCCGACGAGCAGGTGCCAGCCGTGCGACAGGGAGAAGCTCAGGCTCCAAGACCGAG
34.36 A D4 mab270087M LG8 TGCAGCCGCTGTCGATGGCTCCAGGACGCACCTCCTCCGCGTCGCCCGTCAAACCACCGCCCCG
34.36 A D4 mab179927M LG8 TGCAGTACTGGTTGAAGGATAATACTCCTACTCGTCCCATGTGTCTCGGTCGGTACCCG
34.36 A D4 mab189287M LG8 TGCAGCGGTGGTTCAAGGCCGAGGCCAGCAGAGCTGTGGAACGCCCG
34.36 A D4 mab250637M LG8 TGCAGATTAACAGTCTGTTCAGCTTCCGAGCAAACGAAGATTTCCTCCAGAATGACATCAGGGTAAAGC
34.36 A D4 mab246277M LG8 TGCAGCACTCGCCGCCCACGCCGAAGCCCAGGAAGAAGGGGGCCCGCAGCATGTGGGACGGAGGTGAGC
34.36 A D4 mab267087M LG8 TGCAGCCAGAAATAAGCTAGGAAGTGGAATACAATGGAGTGCACCG
34.36 A D4 mab266287M LG8 TGCAGAGATAGACCGACGAGCTGCTGCCGCCGCTGCTCTCCG
34.36 A D4 mab242397M LG8 TGCAGAACAGAACACAAACCAACCCACCG
34.36 A D4 mab265947M LG8 TGCAGGCCGTGCTCGCGCACCTATGGCGAGCGGTGTGCCGCGCCCG
34.36 A D4 mab265617M LG8 TGCAGAAGTGGGGATCGGATCTCCGAACCG
34.36 A D4 mab265067M LG8 TGCAGGGTGCAGTCTAGGCAAGGCAAGCCAATGCCGACCG
34.36 A D4 mab249137M LG8 TGCAGGGCAGCAGTTTCGTGGCGGCGCGTCGACGGCGACTCGCCG
34.36 A D4 mab246267M LG8 TGCAGCACTTCCGTTGCGACTATTCTGCCTCAGTACCTCTACCCGCTTCAGCTGCCGCCCTGCCGAGAT
34.36 A D4 mab263757M LG8 TGCAGGCCACAGAGGCGTGGAGAAGTGCGCGGACGCCG
34.36 A D4 mab171107M LG8 TGCAGTCGGTGACCTTCCTAAGGGCTTGCGGCTGCGCGGCAAGCCG
34.36 A D4 mab263637M LG8 TGCAGCCTGGCGGCGGGCCGCACCTCGCCGAGAAGATGCGGACCG
34.36 A D4 mab243307M LG8 TGCAGTGTAGTGCCGAGAGCGCTCCAGCGGAGTCGGGGGAGTCCGCGATAAATCCTAATCCAAAGGCGG
34.36 A D4 mab267427M LG8 TGCAGCCCAAACATGCCACCGTCAGATGATGCAAGCACCG
34.36 A D4 mab245357M LG8 TGCAGCGGCGGCACCCTCTCCCTCTCTCCGATGACTCACGCTCCGAGGGGACAAAGAAAATCGCCTCTG
34.36 A D4 mab272947M LG8 TGCAGGTCCCATCTTAGCTTGGTGGTGGGTCAACATCAACCCACGAGTGTCGCAACACCG
34.36 A D4 mab272327M LG8 TGCAGGCAAGCGACGGCGGATGTCAAGGGGATTAAAGGCGGGCGTCGGTGGCGGACGCAGGTTGACCCG
34.36 A D4 mab248647M LG8 TGCAGGTGGTGGCCGAGGTGGAAGGAGGAGGTTGTGGCCG
34.36 A D4 mab248677M LG8 TGCAGGATGGGGTCTCGCTCTGCGCCGCCG
34.36 A D4 mab245797M LG8 TGCAGCCCGCGGCCAAGCATCCACCTCAATCAAGCAACGTGCCTACTCACAAGAGGGGAAAGACGCCGA
34.36 A D4 mab244187M LG8 TGCAGGGAGTAGCTGGCAGGGCGCGGCGCGCCATGCTGCCCCTGGAGATAGTTGAGCTCCCGTTCCCGC
34.36 A D4 mab248697M LG8 TGCAGCTGCTCCTGCTTCGCCATGGCCACCG
34.36 A D4 mab269757M LG8 TGCAGTGTCCTCTGTTCAAACATGGGAAACGTACCAGATGCACCG
34.36 A D4 mab175257M LG8 TGCAGCAAGAATTTGAATATTTGTTCACCAGCCG
34.36 A D4 mab248917M LG8 TGCAGGTTCTTCTCCTCCCACCGCCG
34.36 A D4 mab249047M LG8 TGCAGATAACAAAGGCGGCGGCGGCCG
34.36 A D4 mab269907M LG8 TGCAGGAGCTGGAGCAGGCGATCCTCATCGCCATCGGCGAGGCTCCTCTGCCTCCACCTGCATGATCGA
34.36 A D4 mab248407M LG8 TGCAGGCAGAACCGAAGCAGACGGGTCTCCG
34.36 A D4 mab174657M LG8 TGCAGCATGTTGCTGCCCAACGATGGCGGCAACGGTGGCAGCTCAGTGCAGTCCCG
34.36 A D4 mab252887M LG8 TGCAGTCGCAGCTTCTCGCCAAGATCACCG
34.36 A D4 mab250687M LG8 TGCAGCAGTCATGGCTGGCCTTGGTCGAAACCGTCCAGCGCCG
34.36 A D4 mab251187M LG8 TGCAGAAGGAGCTGGCCGCGCTCCG
34.36 A D4 mab252747M LG8 TGCAGCGTAAGCTCCTACAGTCGAGGATTCCCCG
34.36 A D4 mab250677M LG8 TGCAGCCGCGCCGCGATCTCCGTGAAGGCCG
34.36 A D4 mab252697M LG8 TGCAGGAGAAGGTGAGAAGGAGGAGGCGCGGCTCAAGGCCTCTCGGCCCGCGCGCCG
34.36 A D4 mab252347M LG8 TGCAGACGTGGCTGGGTGGACCG
34.36 A D4 mab252257M LG8 TGCAGTCTACTAAACAAGCCACAGACTATGCTCCG
34.36 A D4 mab252137M LG8 TGCAGCGGCACGCCCTCGAGGAAGAGCCGCGCCCG
34.36 A D4 mab252007M LG8 TGCAGGGCCAGTCGAATGACAGGGACGGCGGAGGCAGCGGGGCGTCCGCTGGCCGTCGATGAACTGCTC
34.36 A D4 mab251737M LG8 TGCAGCGCGTTTGTGGTCGCTGGACCTTCATCGCCG
34.36 A D4 mab263377M LG8 TGCAGCTGGACCCGTAGGCGGCGCCAGCAAGAGGAGCCTCACCG
34.36 A D4 mab250207M LG8 TGCAGCGGCGCCAGGCCGCCGAGGCGCGACGGGTGGAGTGTCTCGGCGGTGAGGTTGCACCG
34.36 A D4 mab260607M LG8 TGCAGTACCTCTCGCTCGCGGCGAACCGTCTCACCG
34.36 A D4 mab260467M LG8 TGCAGTTCAGACTATTTCCATAAACCCAGCCG
34.36 A D4 mab257257M LG8 TGCAGTCGGAGCACTCGCAGCCGCCACCGCAGCACGCACGTACGTCCG
34.36 A D4 mab174797M LG8 TGCAGCAGGTCAGCAGTCAACCCGCCCG
34.36 A D4 mab257147M LG8 TGCAGATGGAGACATACCGCGAAACCG
34.36 A D4 mab249317M LG8 TGCAGCGAGGTGGTGCAGGTGGCCGTTGACCG
34.36 A D4 mab254707M LG8 TGCAGCGCACGGGGATCCTCGACCG
34.36 A D4 mab253187M LG8 TGCAGAAGCCAAAAAACTGCCG
34.36 A D4 mab200447M LG8 TGCAGAACGGCACTACAATCGCTCCATGGCCG
34.36 A D4 mab249957M LG8 TGCAGCGGCAATGCGTTGAGACGGCGGAGGTAGGCGGGTCAGAGGCGTTTCAGAGCCG
34.36 A D4 mab243397M LG8 TGCAGTGAAGAGCGGCTGTGGCTGGAGGGGTGACCTGGGGCTGGGCAGGGCCAGAAGCTTGCCG
34.36 A D4 mab248527M LG8 TGCAGCGCTCTTCTTTATAGGAACCG
34.36 A D4 mab248387M LG8 TGCAGTACTCTCTGGTGAGCGTGCCGACATCCG
34.36 A D4 mab194447M LG8 TGCAGCAGTCCTATGGCCACGCTGCCCCTTTGGCCTATGCCTACCG
34.36 A D4 mab222097M LG8 TGCAGCCACACACACGCCCATGCGCCTGTGGCGCTCTAGCCAATAGCCCGAACTCCACAACCAACCAAC
34.36 A D4 mab211167M LG8 TGCAGGTGGAAGCGTCTCTCAGCTGCGGCGATACGGTGGTGCCGCGCTCCAAGCAGGTGGCAAATCCGA
34.36 A D4 mab246837M LG8 TGCAGACTACAACTTCAAAATAATAACTCACTTACCTATGATAACAAGATATGACAGGACGGAGACGGT
34.36 A D4 mab175777M LG8 TGCAGAGCGCACGTTTTTCCCCG
34.36 A D4 mab276327M LG8 TGCAGAACTGTGTGCCCAGACCAAGGGATCACAGAGACGGTGGCTAGGCACCGTTGTAACGGCACCGAG
34.36 A D4 mab280927M LG8 TGCAGCTGGAGGCGGCGGTCCTCGTTAGCGGGCTCGTCCTCGCCGCGATGGTGCTGAACGGCATCACCC
34.36 A D4 mab174727M LG8 TGCAGCATCAAGCACAACCCCGAGGACGCCAGGGCCGTCAAGATGTACGGCAAGTTCCCCG
34.36 A D4 mab247127M LG8 TGCAGAAATCCACCGAAGACGTCTTGTATTTCGGATCGAAGGCAAACCTCACTGCAACCGCGCGTCACG
34.36 A D4 mab226627M LG8 TGCAGACGCGAAAGGCAACACGGCGCTGTGGCAGGCCATCGCGGCGCCGTACCACAAGGTGTTCAGCAG
34.36 A D4 mab246577M LG8 TGCAGAGTGCAGCTTTCTATACCACTGGACGCCGTTGTGCATCCAGTTGCTGATGCCCTAACGGAGGGC
34.36 A D4 mab192447M LG8 TGCAGCCGCCGTGGGTGACATTGGACGGCTAAATAGATGATTTTGTTCCTCCG
34.36 A D4 mab276877M LG8 TGCAGCTTCTGCTTCAGGGAGATCGCCGAGTTCGCGTTCAAGATGAGAGCGTACAGCCACGCGGACCGA
34.36 A D4 mab246037M LG8 TGCAGCATCATGGGCCGGCTCGCCGAACAACCATCCACGCGCTCACAGCATCAATGACTCTTGCCGAGA
34.36 A D4 mab175827M LG8 TGCAGAGCACCCTGACGCCGTTTCTTGGTACGCAGCCG
34.36 A D4 mab276207M LG8 TGCAGCTGCTTGCCGTCCCCCGCGCCCGACGACGCCGACCCGCCGCCCATCTCCG
34.36 A D4 mab275277M LG8 TGCAGCGGCTCGTGGGCCGCCACGGCGCGCGCAACTGGTCCCTCATCAGCAAGTCCATCCCG
34.36 A D4 mab249557M LG8 TGCAGCGTGTCGGCGGCGACGAGGCGGGCGTTCATGGCGTAGGGGTCGTTGGTGGAGACCATGTCGAAG
34.36 A D4 mab249327M LG8 TGCAGGGCGCGGCTATGCCGATGGCGACGCTGGCCG
34.36 A D4 mab249277M LG8 TGCAGCAGTGGCAGGTGGCGGCCGCAAGCGCCG
34.36 A D4 mab246527M LG8 TGCAGATCGAGGAGAGGGGAAGGTCGGCGAGGCCTGGGGAAGGGAAAGGAGGTGCGACTGTGCTCCTCT
34.36 A D4 mab275747M LG8 TGCAGTTGGGGGCATGCTAGGACTTCTTTTACGCTTGGCTACCGCGACACGTGACGGGGGCTCGCCGTG
34.36 A D4 mab182917M LG8 TGCAGGGCAAGGTCAGCGGCATGATGGCGGTGGCGGCCGCGGCCAACAACCACCACCG
34.36 A D4 mab279837M LG8 TGCAGTGGATGCGTGCGTGAGTAAGCTACTGCTAGTGCATGCGTGAAGTGTGCGTGCTAGCCGTCGGTG
34.36 A D4 mab247157M LG8 TGCAGAAACAAGGATTGAATCTTTGCTGATCCCTTGTCTAATTGCGAACGATCTGATGACGAAAGCAAA
34.36 A D4 mab247447M LG8 TGCAGGGATAGAGCCTGTGAGCATGTTGTTACCGAGGTCGAGCACGGTCAGGGCTGGAAGCGCTGTGGC
34.36 A D4 mab275087M LG8 TGCAGGCGGGTTCAGTAAGATGATGAGAACTGGACACTCAGTCGTGCATATAGATATACATAGCACCGA
34.36 A D4 mab166997M LG8 TGCAGCAACAACCTAGTGTGAGTAGTACTTCTTTCCCCTTGTCGCACAATCTCCACCACCGCCG
34.36 A D4 mab247737M LG8 TGCAGAACAATCTTGCTGTTCCAACTGTTGCTGAACTATCTGAATTCCATTTCACGCAAAACATTGGGC
34.36 A D4 mab274657M LG8 TGCAGCTGCTCCTGCTCAAGGACGAGGTGATGAAGATCACCCCCGTGCAGAAGTAGACGCGCGCCGAGA
34.36 A D4 mab243887M LG8 TGCAGGTGCGTGATTGCGTGAAGATGGAGGTGCGTAGCCGTCGCCAGAACGTGTCGTCAAACGCTGGCG
34.36 A D4 mab276317M LG8 TGCAGCTGGGCGCCTGGCCGCTGTACTGGATTGTGCAGGGCTGCGTCATGACCG
34.36 A D4 mab279657M LG8 TGCAGCATGCACGTCAGCCTGTACATCACCTTCACCATGCCCTCCGTCAGCGGCGTCGTGTACCGAGAT
34.36 A D4 mab247417M LG8 TGCAGGTGGTTATTTATAGGTCTCAGATTGGTCCAGGTGTTCGACTTCGAGAAGCACATTGACACCGAG
34.36 A D4 mab247277M LG8 TGCAGGCTCGTAGCTCTAGCACTGGAGGCGCGTCTGCGCGCCATGTAGGTTGGAGTGGTGCGCGATGGT
34.36 A D4 mab257017M LG8 TGCAGCCAGGGCCGTCTGTCGCCGTTGCCTACCG
34.36 A D4 mab279447M LG8 TGCAGCTCTCCCCATCTGCCGAGATCTGCGTGGTAGCAACCCCTGCCTCCGACAAGAACCACCG
34.36 A D4 mab276647M LG8 TGCAGAGTGAGCCTTGAGGAGGTAGCAGCGATGGCGGCGGCGAACCAGAGCCTGGCCGTAGAGGACGGC
34.36 A D4 mab246177M LG8 TGCAGCAGCAGCGAAAAACAAAGGGAAATGCATCGTGGTGGCGTCGTCGCCTCTTGTACGGACCAGGTA
34.36 A D4 mab170707M LG8 TGCAGTTCTACCTAGCTGTACTTGTTATTTTCTGATGATTTATAAACCG
34.36 A D4 mab169317M LG8 TGCAGCGACTAAACCATCAAGCAATGGCGAAGAGGCCGACAAGAGGGTCCG
34.36 A D4 mab247367M LG8 TGCAGTGACAGCGGCCGCGCGGCCTCTGTTTCTTGCTTGCCTCGGCGCCTCTGTTTCTTGGATTCTTTG
34.36 A D4 mab197157M LG8 TGCAGATGCAGGGCGGCTCATGGTGCGGCTCGGCGAGGTGAGGCAGGACCG
34.58 S Cod mab2965 7M LG8 TGCAGATCAGCAAGGGAAGCAGCCAGGAAGGAGACGGGAGGGGAGGACTGCTCGCTGCTGCACGGGGGT
34.58 B Cod mab3316 7M LG8 TGCAGCTCGTCCGCGGGGAGAGAGTCGCCGTTGTTGGCGCCGTCGTCGGCCG
34.58 B Cod mab1238 7M LG8 TGCAGGTCGTCGCCAACATTGCGCAGGTGGTCATCGATGAATCCG
34.58 B Cod mab4561 7M LG8 TGCAGCGCGGAGACGGCGGAGGACTGGAAGCGAAGGTCGGTCTTGAAGTCCTGGGCGATCTCCCGAGAT
34.58 B Cod mab1938 7M LG8 TGCAGGGCGGAGACGGCGGAGCTCTGGAACCTGAGGTCGGTCTTGAAGTCCTGCGCGATCTCCCGAGAT
34.58 B Cod mab190 7M LG8 TGCAGGTTGAGCTCCCGAACGATTGAGCACAGGCCCCGCACGATACCGCGGGTGCCG
34.58 B Cod mab2435 7M LG8 TGCAGTTTGAGATCCACGTGGGAATGTTAATCAAGATCAAGTTTCAACGCACACATAAGCTGCAATGGA
34.58 B Cod mab4886 7M LG8 TGCAGTCGCTTGTGCGTGTGTCCCCGATTACGGCTTGGTTGGCTTCCGTGTGAGTGCGTGCCG
34.58 B Cod mab3316 7M LG8 TGCAGCTCGTCCGCGGGGAGAGAGTCGCCGTTGTTGGCGCCGTCGTCGGCCG
34.58 B Cod mab2431 7M LG8 TGCAGGTAAGTGCAGCCGCGCAGCGACAGATCGGCGAGGCACGGGAAGGCGAGGCAAGTGGGCGGCTCC
34.58 B Cod mab3111 7M LG8 TGCAGGTGGTCGGCCTCGCAACGTGAGGCGGCGGACATCAGCAGCAGCAGGATGAGCACGGCGCACACA
34.58 B Cod mab2146 7M LG8 TGCAGTTGGATCACCTTGCCGTACTGGACCGTGTGCACGGGCACGGAGTGGAGGATGTTGAGGTGGTGG
34.58 B Cod mab4519 7M LG8 TGCAGCTGCTGCTCGGTTACTCGTTGTTCTCGTATGCCACCTGCTGTTCCTTCTGCCCCACCATGAACC
34.58 B Cod mab3087 7M LG8 TGCAGCATGAGGCCACACCTCCTCCAGGAGAGCACCTGGGTTAGCCCCAGCGAGAGGGACTTGTCCGAG
34.58 B Cod mab2140 7M LG8 TGCAGCACAATCGCGAGGAGCACCGCAGCCGCGAGGCAGACGACGTACATGGTGGTGTCGACCCTCGTG
34.58 B Cod mab1815 7M LG8 TGCAGAACGACTTCTACTTCGTGCCGGCGTTGTACGACATGGCCGAGTTCGAGGGCGAGCTCCG
34.58 B Cod mab1608 7M LG8 TGCAGGATGGATGCGGCGGAGGAGACGAGGACGGCGAGGTGGAGGAGGAGGCGCGCGGGCGCGGAGGAT
34.58 B Cod mab3561 7M LG8 TGCAGCGGCGGTGCGACCTCATTCCGTGTGCTCTCCCTGGAGAACCG
34.58 B Cod mab3523 7M LG8 TGCAGTCAACATTGTGTTCCCTCGACGCCACAGGCCATGGCCCG
34.58 B Cod mab4829 7M LG8 TGCAGTGAAAAGAGTTGTGCTGCTGGCGACAACTGCAAAGGTGTAACGCAGGGCACAAGGTGCAACGAC
34.58 B Cod mab3888 7M LG8 TGCAGTCGACGTGCAGTGCACGGATCAGAATCAGCCAGCCAGCAGCTAGATTGCCG
34.58 B Cod mab3721 7M LG8 TGCAGAGTTCTCAATCTTACTTAAAGTGGATCATCATTCAGGTTCTCCG
34.58 B Cod mab3808 7M LG8 TGCAGCGAGCGTGAGAGCCATGCTCTTCACGTGCAGACCCACCCCCGCGCACGCCG
34.58 B Cod mab3821 7M LG8 TGCAGCCCGCGGAGGAGGACGAGGAGGAGGAGGAGGAGGAGACGGCGACGTAGGGCCGCAGCCG
34.58 B Cod mab1420 7M LG8 TGCAGCTGTAGGTCGCGCCGCGAGCTGCTGCTTGTGCTCGGGTTTCTGGTCCG
34.58 B Cod mab3918 7M LG8 TGCAGGGGTGATAGGGGATATAGGTCAGAGTGTAGGCATGGGCATACTGTACGTTGGGTACCG
34.58 B Cod mab4519 7M LG8 TGCAGCTGCTGCTCGGTTACTCGTTGTTCTCGTATGCCACCTGCTGTTCCTTCTGCCCCACCATGAACC
34.58 B Cod mab4354 7M LG8 TGCAGCATTGAACCGTTCAACACTTTTAACTTGGCTTTAAAATGGTCGATTTTGCTACACTTGGATCCG
34.58 B Cod mab4358 7M LG8 TGCAGCATCATGAAACGAGTCCCATTTAGCTTACCTGCCTTTGGTAGGTTGGGGACTTTGGAGGGGACA
34.58 B Cod mab4451 7M LG8 TGCAGCAGAAGCGGGAGTAGTATCCAGAATGAGCCTGACCTTGGCAGTGGCCTGGCGGAGGTCGTCGAA
34.58 B Cod mab3333 7M LG8 TGCAGCGTAGGAACATGCTTCAGATTCAGATCTGGACCG
34.58 B Cod mab3467 7M LG8 TGCAGAGCGACTACTATTTCGTGCCGGCGCTGTACGACATGGCCGAATTCGAAGGTGAGCTCCG
34.58 A D5 mab109747M LG8 TGCAGTGCAACTTCGGTGGCGTCGAGGACCGCTGCATCGTAGCTCCG
34.58 A D5 mab121187M LG8 TGCAGTGCGCCGCAGAGCCCATGGTCGACCATGTGATGGAGGCACCG
34.58 A D5 mab108447M LG8 TGCAGATCCACCACTCCGACTCCACCCCCTTCCTTCTTTCGTTTCGGTGGACGCTGCTGCCCG
34.58 A D5 mab9474 7M LG8 TGCAGAGAGACACAGAAAAAATCATCAGCGACGAGAAGTTATGGGGGAAAACGAGCCCG
34.58 AB D5 mab117947M LG8 TGCAGCAACATGAGCTCGGCGTCCAAGAAGACGTCGTCGTCGCGAGGTGACCACGGCCACAGCGGCGGC
34.58 A D5 mab115037M LG8 TGCAGTTGGTTCGCAGCGCAAAACACTTGTCTCTCCCTCTCGGTTATCCTCTTCAGTAGATCTCCGAGA
34.58 A D5 mab155657M LG8 TGCAGTTTCCTAACCTACGTACAAGTTCTACGTAATTAATTCTACGTGCTGATGTGGCCAAAATTAGTT
34.58 A D5 mab6805 7M LG8 TGCAGCTGTGGACGTAGGTAGATTTGATTGATTCGCCG
34.58 AB D5 mab135577M LG8 TGCAGAGGCAGACAAGACAAGCAGCCATGAATCACGCGCGGAAGAAGCGAGACACCAGGCCG
34.58 A D5 mab118767M LG8 TGCAGGACGTGGGGGTGAACAAGGGGGATCCG
34.58 A D5 mab119257M LG8 TGCAGGGTTGAGGCACGGGGCGGCCACCGAAGCCG
34.58 A Cod mab2781 7M LG8 TGCAGCCAGTGCTGAATGGGAGCCTAATTTGTGGCATGCAAAACCGAAGCGTGCAGTCCG
34.58 A Cod mab3317 7M LG8 TGCAGCGTTGTACAGGTGATTGCGGCCG
34.58 A Cod mab330 7M LG8 TGCAGGATCCATCCCTTTGGTAGCAGTACCATTATAAGAAGGCGGCGGCTGCGGTGCCG
34.58 A Cod mab3141 7M LG8 TGCAGCCGACTGACGCGTTCTGCGGGAAGGACCCG
34.58 AB Cod mab3863 7M LG8 TGCAGGCTGCTGCCCCGTCCTGCTGAGGCTGACCGACGAGGCGGCGCGCCG
34.58 A Cod mab3109 7M LG8 TGCAGTGCGCACACTATTATATCCACCCCATTCATCCTCATCATCCTAGTAATTAGTTAGTTACTCACG
34.58 AB Cod mab229437M LG8 TGCAGCAAGGCAAATATGACAAGGGTGAAGGAACAGGTGAACCTGGTGCTCCG
34.58 AB Cod mab245787M LG8 TGCAGCCCTCTCTCACTTTAGACGACAGTGGGAGAAAGAACGGAGGTAGAAGAAGCAGTACAGGGACAT
34.58 AB Cod mab164747M LG8 TGCAGCCTCCTGCCGCCTTCGCCCTGGAGCACCAGCAGCAGGAGACTTCACCAGAGGAAGGGATTGAGT
34.58 AB Cod mab230817M LG8 TGCAGGTGCATGAAGTGGTCCAGATGCACCTCTTCATGATGTGTTTAGCCG
34.58 AB Cod mab207577M LG8 TGCAGTTCTCATCAGGATCACTCAGACTGCCCTCTGCGGCATTCCGTCGAACACGGTTGGCGCGCACGA
34.58 AB Cod mab184217M LG8 TGCAGGCGCAACAGCTCGCCTCCTTAACAAAGTTAATCAAATGCACAACCTCCG
34.58 A Cod mab2466 7M LG8 TGCAGCGATGTAGCAATACGGCAACCAATCCACAGCCCCATTCCGCTTGCCCTCGCCACCGTGATCCTG
34.58 A Cod mab1586 7M LG8 TGCAGCACCATGGCCGAATCACTGCTTCTCCCTGTGGTGCGCGGCGTGGCGGGCAAGGCCGCAGACACG
34.58 AB Cod mab7659 7M LG8 TGCAGCTTGCCCGTGCGATGGCTCAAAAGCGAGGCTAGCAGAGTTGAACCG
34.58 A Cod mab1493 7M LG8 TGCAGACCAAGGCGCGGGTATGGCCTTGTTGCAGAAGCAGCAGACGCGCGTACGAGACAGCCG
34.58 A Cod mab3532 7M LG8 TGCAGCCACTCTTCGGGCAGTCCGTGCCTCCTCCG
34.58 A Cod mab1276 7M LG8 TGCAGTAAATAATCATTTCAATCCGTGGTTGACAAATGGGCCG
34.58 AB Cod mab124547M LG8 TGCAGCTGCTGCATCATCCCTTCTCCTCCTCCACTCCCG
34.58 A Cod mab5077 7M LG8 TGCAGGACCATGGCCATGTGCCGATTGATGAGCAAAACATGCTATGCTATGCCAATTAGATATAGTGGT
34.58 A Cod mab4905 7M LG8 TGCAGGGGGCGTAGTAGCTGGGTCAGGGCGAGGAGCCGCCGCGCGCCGCCG
34.58 A Cod mab1315 7M LG8 TGCAGCGCCATCATCAGTTTATATGCTGAACGCGCTGAGAAGTCTCCGAAGCGATCCG
34.58 A Cod mab3580 7M LG8 TGCAGAACGGGAGCGGGGGAAGCGTCACCCCGACCGTCCAGTGGCCG
34.58 AB Cod mab5414 7M LG8 TGCAGACGGCGGCGAAGCGCGCCGACTCGAGCGGGTTGATGCGGCAGAGGATCTCCTCGGTGAGGTGGA
34.58 A Cod mab3709 7M LG8 TGCAGGGTACACGCAGAACACGCGTGTGTTCTGTGATTTGCCCG
34.58 A Cod mab1037 7M LG8 TGCAGCATGGAGTCCAGCTCCCTGTCCCACAGCCAGGTGCAGAGCACCTCATCCTCTAGCTTCTTTCTC
34.58 A Cod mab1037 7M LG8 TGCAGCATGGAGTCCAGCTCCCTGTCCCACAGCCAGGTGCAGAGCACCTCATCCTCTAGCTTCTTTCTC
34.58 A Cod mab5579 7M LG8 TGCAGCCCGATCACATGTATGGCTGGCCCGATCGTCCCAAAAGGTCTCGGCGTTACGTGTCGCCGCGCC
34.58 A Cod mab4786 7M LG8 TGCAGGATGGGATGTGCGTCCTCAAGCAGCCTGTCGTCAGGGGCTCGCCG
34.58 AB Cod mab9981 7M LG8 TGCAGTCTCGCGTTGCTCGTATCACCTCATCAACAGGCCAACCACCGCTATCATCGTAAACCGTTTCGA
34.58 A Cod mab4773 7M LG8 TGCAGCAGGGTCAACATGAACTCAAAGCAGCAGCCCCCATCGGCGTTGGGCGGCAGCAATGCCG
34.58 AB Cod mab9543 7M LG8 TGCAGGCCGAACAGTGACTTCGGAATGGGGCCTACGATCAGGTTGTTGTCAAGGGCGAGAGAGCTCAGA
34.58 AB Cod mab112447M LG8 TGCAGCGCCGACGCAACGGGGTCGAGGCGACCG
34.58 A Cod mab4462 7M LG8 TGCAGCGGTACAGGCGTGGAGCTGCATTGGAGTAGGAGCAGCCG
34.58 A Cod mab4432 7M LG8 TGCAGCCTCACTGTCGTCGTCCTTATCGCCGCCAACGACGATGGGCGAGCAGAAGTAGAATACCGAGAT
34.58 A Cod mab4418 7M LG8 TGCAGCTGGGCACCTTTCTGACCGCGTCGTTCGGGCATGTCGCCG
34.58 A Cod mab4141 7M LG8 TGCAGTTCGTCTGCCTTACCTCCTCAAAGGATTTTGCTTGCATAATTCCG
34.58 AB Cod mab246737M LG8 TGCAGAGCCAGCGGCGGACGTCCTCCGCCGCGACGCCCTGGGCCTCCGCTCGCTCTACGGGGACTCCGA
34.58 AB Cod mab218787M LG8 TGCAGCGTAAGTAAATCCTTGGTATCAGTCAGTAGCACTACAGTCAGCATTTCCCATTCCAGATCAACG
34.58 A D5 mab101937M LG8 TGCAGTCCTCCATGGAGGCGTCATCCACTAGCTAAGATACACCG
34.58 AB D5 mab9842 7M LG8 TGCAGCCTGCCGTGCCCGAAGCTGGCTTCCCG
34.58 AB D5 mab9852 7M LG8 TGCAGCCGCGCCGACACCCTGCTCCCCCGCCG
34.58 AB D5 mab5923 7M LG8 TGCAGTCGTGTCCAGAAAATCCGCCGTCGTTCGCTTCTTCACCTTCGTCCATTGGATCCAGCCG
34.58 AB D5 mab151267M LG8 TGCAGCAGCTCCTTTGTAGACGCCGTTCCG
34.58 AB D5 mab133637M LG8 TGCAGCGGCGGTGGCCGCGTGAGTACGTTCAGCGCCGTGAGCGCCCACGTGTGGCGGTCCCTATGCGCC
34.58 AB D5 mab159347M LG8 TGCAGTAGTGTGGAGTACTGGAGTGTGGACAATGGGGCTGTGGGGCGTCCTCGTGTACATTGCCACCAT
34.58 AB D5 mab135417M LG8 TGCAGATCCGTGTCACGCATACCCTCCTGAAATGCCCAAAAAATCAAACCTGGCCGCGTTCGAAATCAG
34.58 AB D5 mab9987 7M LG8 TGCAGTCCACATCGTTCAACAGTAGCAGGTCAACTCCTCCAAGGTCACACGAGCTCGCCACCAAAAGCC
34.58 AB D5 mab9161 7M LG8 TGCAGTTCCTGCTCAACCCCAAGTTCGTGGAGGTGGAGTGGTTCCTCCACGCGTCGCTCGGCCG
34.58 AB D5 mab137877M LG8 TGCAGGCCATGGATAACGACACGGCGGAACCAGCAGCCAACATCCG
34.58 A D5 mab162477M LG8 TGCAGCTTCGTCTAGTGCTTCCAGAACAGAGATGGGACAGCCATCAGAGGAGGCCAAGGCGGTAGAGCG
34.58 AB D5 mab131957M LG8 TGCAGGCGAGGTCGCACCCGATATGGTTGTACTAGGGTTCGAGTGATCCCACTCAGGTGCATCCGAGAT
34.58 AB D5 mab5977 7M LG8 TGCAGCTGTGAGCGCAGCGGAGTGAAGCATTCGTTGGCGGTGTGGTTGGCCTCGGCCG
34.58 AB D5 mab7063 7M LG8 TGCAGCCGCGCGGGCGCCACGGGAGTGCTTGCCGCAGCCTCGCTGGCGTCGCGGGCAAGCTGGCCGCAG
34.58 AB D5 mab9284 7M LG8 TGCAGTCTACGTCATGATGAAATCCATGCTGTCGGCGAACAAGGTGAAATCCGAGCCG
35.92 S Cod mab5116 7M LG8 TGCAGGTACCAGCCGCCCCGTGGTCAACTATTACCCGCCTGTTCAATTTTGCTGCCTTCGAATATTTTG
35.92 A Cod mab4495 7M LG8 TGCAGGAGGAGGAGGACGACTGCGACCCCACCACGAGTCGTCGTGGTCTTCTCAGCAATGGCCAGCTCG
35.92 AB Cod mab3999 7M LG8 TGCAGTCATAGAACGGCGGCGCGTGGAAGCACGGCTCCATGGACACGTCCCG
35.92 AB Cod mab1769 7M LG8 TGCAGGAAATCCAGGCTGGGCCTGCCGTGCTTCATGCAGTTCTGGTAGTCCTGGATGAAGGCGCACGTC
35.92 AB Cod mab4381 7M LG8 TGCAGTTGGTTTCAGCATTCATGTGTGTATTGTGATGTTTAGTCTTTCACCG
35.92 AB Cod mab3794 7M LG8 TGCAGCCAGCCGACTTGCTTTATCCACTTGATGCTGTCCCACTGAACCCG
35.92 AB Cod mab3091 7M LG8 TGCAGCGGTTCATGGAGAAGCGCAAGGGAAGGCTCGCCGCGCGCGCAGTCCCCTACAGCCG
35.92 AB Cod mab997 7M LG8 TGCAGATTTGGCACCGCACCTTGGGCGGGCCAGAGTTATTGAAGTCGCCGCAGCCCG
35.92 AB Cod mab3120 7M LG8 TGCAGCCTCGAGAGCCTGAGGAGCATGGAGGTGAACAGGACGGGCTACATGGACGGCCTCAAGTTCCCT
35.92 AB Cod mab4148 7M LG8 TGCAGGTGAAGCACACCAATGAAGACGGGGAGAGCTACTGGGTGGACGCGAAACCTGTACCCG
35.92 AB Cod mab4229 7M LG8 TGCAGTCACTTCCTGGTTATCAGACCCAGTTTTGGAATCGGCCTTCACCGTGCTGCCATCTCCG
35.92 AB Cod mab2096 7M LG8 TGCAGACCGTCAACCTGGCCTACAACCGCCTCTACGGCCGCATCCCGGCCTTCCTGGGCCCGCGCGCCC
35.92 AB Cod mab4165 7M LG8 TGCAGGCGGACACCTTCGAGAGCCTGGCCTACGGCTTCACCAACGACGGCGACTCCTTCACGGGGTACC
35.92 AB Cod mab3634 7M LG8 TGCAGGTGCAAAAAAACGCATCATCTTTCGCACAAACAACCCCCG
35.92 AB Cod mab5204 7M LG8 TGCAGATGATGGAGAAGGAGCGGCGGGAGAAGCAGCTGCGACGGGCCGCCAAGGTGGCGCGCGCGAACA
35.92 AB Cod mab4146 7M LG8 TGCAGGATCTCCCCCCTCCCTCAGCTGAGCACCTAATATCTCTCTAGGTCTAGGGTTATCCCAAGGCAT
35.92 AB Cod mab4209 7M LG8 TGCAGACAGTAACCAGCTCTCTCGCTTCAGGCGGACGAAGAAGTCATGCTATGATCTCATCCG
35.92 A Cod mab5392 7M LG8 TGCAGTCAACCTTCCTCCATCCTCGATCCTCCCTCTCCGCCTTTGCCTTCCCCCACGGACCTGGACCTC
35.92 A Cod mab3971 7M LG8 TGCAGAGGAGAGGAGGCTATGGGGATGGGAGGAGTTCACCG
35.92 A Cod mab3202 7M LG8 TGCAGTAAAGCGAGGCGTGCTAGGGGACCG
35.92 A Cod mab3119 7M LG8 TGCAGCATCTCCTGCCGTCCTCCGAGCAGGGGCAGCACGAGGAAGTCCTCCCCTTTCTCCCGCTGCCAC
35.92 A Cod mab3125 7M LG8 TGCAGGGTTTCTGGTCGTCGTCGTCGGTGTCGGTGTCATCTCTCCTGCGAGCGCTGCCGCGGACGCGGC
35.92 A D5 mab7175 7M LG8 TGCAGAAGTTCAAGAAGGAGTTCGCGGCGTGGCAGGCCAGCAAAGTGTGGGAGCAATCGAGGGCTCTGG
35.92 AB D5 mab6018 7M LG8 TGCAGCCACGGGGGCCACCAACAAGAGAGGGTCTTGCCCACGGAGTCCAACGGATCGGAAGGAGCACAC
35.92 AB D5 mab6816 7M LG8 TGCAGGGGGTGTCATGTGACCTCTTCAATGGCGTGTGGTACCCAACGGTGGTCAGCATCGGTCCGAGAT
35.92 AB D5 mab8160 7M LG8 TGCAGCTACAGCTCGACTTCACCCG
35.92 AB D5 mab110337M LG8 TGCAGGTCAAGAGAGACGCTTGGGAAGGCAACGCATACACACACAGCCCG
35.92 AB D5 mab7326 7M LG8 TGCAGTTCCAGGGAGAGAGAGAGCTTCGAAGGCTCGCCTTTTCGATCCG
35.92 AB D5 mab150167M LG8 TGCAGCCGACATAAACAAACTCAGTGCCGACAACCG
35.92 AB D5 mab8316 7M LG8 TGCAGCTTGCCGCGTACGTAGCATGGACGAGCTGCATGCAGTAGCGGCCGTTGCTGTTTCTTGGAGCCC
35.92 AB D5 mab7510 7M LG8 TGCAGTCCTCCTGGATGGCTCCACTTGGCACGTACGATGGAGAGAATGGGCAGAGGAGGATCATGTTGG
35.92 AB D5 mab115217M LG8 TGCAGTGCGAGAGCACTTGCTGGCCATGGCGCCGCTCTCTAGCTAGCCAACTGCAAATATCAGTCCTAC
35.92 AB D5 mab121577M LG8 TGCAGTCCAGCCTTCCTCGTCGTCACCG
35.92 AB D5 mab8631 7M LG8 TGCAGGTGTGCTAAAGCGGGCTCGGGGGAGGCCTAGAGGAGCAAGACGGCGGCGATGAGCACGGCGGCT
35.92 AB D5 mab114757M LG8 TGCAGGCGTGCCTCGAGTGAGCCTCTTGCGCGGGCCTCTGGCAGGGCCACACAGTTCCGCCCG
35.92 AB D5 mab110287M LG8 TGCAGGTCGAACTTGCGGGTGCGATCGTCGGAGGACGGGTGGCGCGGGGAGGCTCCG
35.92 A D4 mab255917M LG8 TGCAGCACCTCGTCACGCTCACGTAATCCACCCG
35.92 A D4 mab234667M LG8 TGCAGTGTCGTGTGTGGAGCAGTTTCGGGCCG
35.92 A Cod mab3091 7M LG8 TGCAGCGGTTCATGGAGAAGCGCAAGGGAAGGCTCGCCGCGCGCGCAGTCCCCTACAGCCG
35.92 AB Cod mab3985 7M LG8 TGCAGATCAGGTATTGCGACGACAAGAGCTAACCGCTTGCCAAAGTACAGCCG
36.82 S Cod mab3540 7M LG8 TGCAGCAAGTTGTTCTCCCATCGGCCATTCCG
36.82 A D5 mab155467M LG8 TGCAGCACTGGTCCTCGCTGGATCTGGCAGGACACCATCGCTGCACCGAGCCGTCGCCATGTAGCAAAA
36.82 A D5 mab6565 7M LG8 TGCAGCTCATTCACTCCTCCGTCGCCTCTCTAGTCCACCG
36.82 A D5 mab8936 7M LG8 TGCAGGCGGCAACGGGACTGTGCAGGAGCTTCCACGGGTGACGGCGGCGACTACGCCCGCTGTAGGCCC
36.82 A D5 mab153957M LG8 TGCAGACTGCATGCATGATCATCAAACGCCG
37.49 S Cod mab443 7M LG8 TGCAGGCTCGCCGCCATGACGAGGGACCAGGCTGAACCG
37.49 B D4 mab186387M LG8 TGCAGGACCCGCACATATCTCAATGAGACGGCCACTGCCTGAATGGTCGTGATAACCG
37.49 A D4 mab251777M LG8 TGCAGCCTGAGGGTTGCAGCTGGTGCTCGCCG
37.49 A D4 mab243157M LG8 TGCAGTGTTTGCCTGCTCAAACCGCCGCGACCCCTCGCTACTGTGTTCCATTGCTGATTCGCTGAACCG
37.49 A D4 mab216567M LG8 TGCAGCTTCCTCGCCCGCCAGGGGAGCCGACCACAGCTCCCCTCGGGGGCGATGTCGGGCCG
37.49 A D4 mab200377M LG8 TGCAGAAGAACCCATATAAGTGCCATTGTGATCTCGACATAGAGCTGCCACTGCGCCCG
37.49 A Cod mab3540 7M LG8 TGCAGCAAGTTGTTCTCCCATCGGCCATTCCG
37.49 A D4 mab185707M LG8 TGCAGGAGGATCTGGCTTTATGCCATGTCTACCCGCTGGAAGAAAAGGACAAGGCCAACCG
37.49 A D4 mab176977M LG8 TGCAGTTGCTACAATCTAGGAGTAAGTATGCATCTCTGAATTTGTGTCCG
37.49 A D4 mab193837M LG8 TGCAGCCACAACGTTTCCCTGGCCCCCG
37.49 A D4 mab249257M LG8 TGCAGACTGCACCGTGTCGCTGAGAAGGCCG
37.49 A D4 mab270267M LG8 TGCAGCCGCCGACTTCCTCTTCTTCGAGCACGGGCCGCCCGCCTCCACCTCCATCGCCG
37.49 A D4 mab188967M LG8 TGCAGCGTTCGGCTTGATGCTGGTGGGTAGTCGCGGCACCGCCG
37.49 A D4 mab231647M LG8 TGCAGGCGCATCCAGAGCCCCGCGGCGTCTTCTAGTCTAGAATGGCCG
37.49 A D4 mab264147M LG8 TGCAGCCTGAACACGTCGCGGTTCCACCCCCG
37.49 A D4 mab229677M LG8 TGCAGGCGGATCCTGGAGATGACGCAGGGCCTGCCTGTTCGTTCATCGCCG
37.49 A D4 mab204267M LG8 TGCAGCTTCTGCCTGTGAGCGATGGCGAATCCTTCCGCGGCGATCATGTACGAACTACGAAGCTTGTCC
37.49 A D4 mab185487M LG8 TGCAGGATAGATAGCGACAAGCCG
37.49 A D4 mab228937M LG8 TGCAGTTTTTGTGTGTCACGGCGTTGCATGCTAGCCG
39.29 S Cod mab3845 7M LG8 TGCAGGGCCACATCAACTGCATGCTCCATCTCACCGCCGCCCTCCTCGACGCCG
39.29 A D4 mab232587M LG8 TGCAGGACATGGAGGCCCTTGCTTGACGAGGCGGTGGCTACATCCCCGCCG
39.29 A D4 mab227447M LG8 TGCAGAAGACAAAATTATGTTTGTTAACCTAAAGAACAGAACGTAACGGAGCTGGTCCAATTACTGAGC
39.29 A D4 mab190527M LG8 TGCAGCGCCTGGCGCTGCGCCACCGCCGCCCG
39.96 S Cod mab3783 7M LG8 TGCAGGCCATGTCGCCGCCGCCACCGCCCATGCTGGCCTCACCGTGACCCG
39.96 B D4 mab247237M LG8 TGCAGTTAGCTGGTGCGCGCGCGTGCAGTTCGGCTACTCGAGAGATCAAGACTTGGCGCACATCCTAGA
39.96 B D4 mab248017M LG8 TGCAGCAACCATCCAGAATTTCGCCG
39.96 A D5 mab133107M LG8 TGCAGCTCTAAAAAATGTCTATCAAAATGAGGTCGTCCAAGTCAAATTACCTCCACCCACCG
39.96 A D5 mab106377M LG8 TGCAGTGAAACATCGTCGGTGGCGTCGGTGCTGCGATGGAGTATCGATGGACCACCTCCGCGCCGAGAT
39.96 AB D5 mab8702 7M LG8 TGCAGCAGCGGCCGCGAGTCACCGCGCCG
39.96 A D5 mab103527M LG8 TGCAGGACATAGTCGTGAACGGGACGCAGCTCAACATATCGCCTTCCGCCTTCGCCGCCG
39.96 AB D5 mab152997M LG8 TGCAGAGTGGTGCGGCGGCGGCAGGGGTGGAGCTGGAGCACGACCG
39.96 A D5 mab121537M LG8 TGCAGTCCCGTTCCCTGTCGCCCTTGCCATTCCG
39.96 A D5 mab9793 7M LG8 TGCAGCTGAGCAGACGATGAGGCTGGGAGCATCTTGGTAGCAATCAATTCACACCG
39.96 AB D5 mab9549 7M LG8 TGCAGGATTGAGAAGATCACCAAAAGTTGACGGCCTCTGACCAATTGCCGTTGTGAGTCGCCAAGTGCC
41.54 S Cod mab4961 7M LG8 TGCAGCTGCTGGACCCGTCCGAGGGCAAGCTGATGGCCAAGGGCCTGATCCTCTCCGCCGTCACGTCGC
41.54 A D4 mab219147M LG8 TGCAGCGGCGCCGCGGTCACCGCACAGACGGACTGGAAGGTGACTGGCGAAAGCTTTGCACGACGGAGC
41.54 A D4 mab194947M LG8 TGCAGCAGCGGGTACGGCAACAGCTCGGGCGCCGCGGAGATTGTCGACGCCCG
42.44 S Cod mab868 7M LG8 TGCAGATGCTGCGGCAAGTTGGGCAGTGTTGAGTCAGACGAGTGTTCGGCAGGTTGAGGTGAGCTGTCC
42.66 S Cod mab3128 7M LG8 TGCAGCTTCATTCCATGGATTGGCCTTCATCGTTAGCAACCG
42.66 B D4 mab237707M LG8 TGCAGCTTTGAACACCCGTCGTCGCCATGATGCCATTGCCG
42.66 B D4 mab237107M LG8 TGCAGGCAAGGCGTCTCGCCGAAGCGGAGACCGCCG
42.66 B D4 mab198757M LG8 TGCAGAGAGCGCCTCCTCCTGGCCGACCTCGCGTGTGTGCCGCCCGCCG
42.66 A D5 mab9806 7M LG8 TGCAGCTCCCGCTCGGACGCAGACGGCGAGGCCG
42.66 A D5 mab100157M LG8 TGCAGGCTCCTCCGTCCATCTGCTTGACGCTGCCGCCGTGGGTGTGTCCCCCCTCGCCTTGTCCCCGAC
42.66 AB D5 mab9759 7M LG8 TGCAGGTGCGATCAATCGGCGGAGGACCCATCCCG
42.66 AB D5 mab7154 7M LG8 TGCAGGCTGATGCTAGAGGAAGCAGAGATGGAACACCG
42.66 AB D5 mab134287M LG8 TGCAGCCGATCGTCGCGGGCCGAGACCGCGCGAGGTACAAGAGCGCGACGGTGGAGGAGCTGCTCCGAG
42.66 A D4 mab208417M LG8 TGCAGTGCGGTGGAGCAGGCGGCGCTGCCACTGGTGCTGCACGCTGGACGGGACGGCTGGGCAATATCG
42.66 A D4 mab207777M LG8 TGCAGTTATGTTGGGCCTGGCCACGTACGCCCCTGTCGCTGCATCCATGTCTCGTACTACTGGCAAGCC
42.66 A Cod mab1447 7M LG8 TGCAGTTCTCAGTGGGGCTCTCACATGGCAGTGGCCTCACATCATCATGGCTGGATGACCCG
42.66 A D4 mab175917M LG8 TGCAGACTCTGGATGTAAGGCACACCTCCATAGTCACCCTGCCG
42.66 A D4 mab274587M LG8 TGCAGCAGCAGCAGCAGCGGGACGAGGTTGGGGGATCGGAGCTGTTGAAGATGTGTAGGTACCCCGTGA
42.66 A Cod mab4088 7M LG8 TGCAGTAGGTAACATTTGTCTTGGTTGTGTTTCACTGAGCCTCGGCCATTACTGCCG
42.66 A D5 mab149807M LG8 TGCAGCCGCTGCTGTTGCGATGGGGCATCTCCGTCAACTCCG
42.66 A D4 mab279497M LG8 TGCAGATCACCTTGAGTGCGAGAGGAAAGATTTCTGAGGCGGATTAGTTGCCG
42.66 A D4 mab231267M LG8 TGCAGGTCGCCGCGCAGCGGATGACGGTTGCGACGTCAGAGCGGGCAAAGATCTCGAGCCCG
44.91 S Cod mab4344 7M LG8 TGCAGGGTCACATGGTTGAGCAACTGCCAAATACAGATATAGTCGTGTAGCACCG
44.91 A D5 mab130067M LG8 TGCAGTTGCTGTTTTTGCAGTCGTGGGTGCGAGAGAAAGGAGAACACGAGGGTTGCGTTGACTCTGATC
44.91 A D4 mab243957M LG8 TGCAGGTCAAGTCCGAGTGCCAGAGGCGGGGGGTCTGGGAGCCTGGGAGGGGGACATGCCCG
44.91 A D5 mab7350 7M LG8 TGCAGTCACCGCTGACCTCCTGAAGATCAGGACCCGAGACCCG
44.91 A D4 mab242957M LG8 TGCAGTTGTCCCATCAAATAAAATACAGCAGTGAATAGTGCCGATACAATGCACTGTGCACCG
44.91 A Cod mab4282 7M LG8 TGCAGGGTTCATGTTGGGCGAGTCCACCG
44.91 A D4 mab272617M LG8 TGCAGCTCTCCATCGCTGGCAAGTGGTGGCTCGACCAATCCCTTCCCTCCG
44.91 A Cod mab3490 7M LG8 TGCAGCTGCCAGCCATAGTAGATGCCCCTCAACGGCAATGACTACTACTGTCCG
44.91 A D5 mab107267M LG8 TGCAGGATAAGTGCGGCTTTTGCAGTCGGGGTTCGCCGTGCGCGGTGGGTGTCTGTGGGTGCCG
44.91 AB D5 mab115287M LG8 TGCAGTCGCTCTCGGTCGAGAATTGTTGGGGCCTGCTCGGCGTCGAGTCAAGCATCGCTGAATCACGTC
48.32 S Cod mab4048 7M LG8 TGCAGCGGACGCTGCGCGGAGATCGCCGCTGCACCCG
48.32 A D4 mab219507M LG8 TGCAGCGGAGGACGCATCTTTTCTGGCCACTGCTCAGCGACTGAAGGCTCCGTGGGATTCAGACACCGA
48.32 A Cod mab1469 7M LG8 TGCAGCGGGAGTGGGCAGGTAGAGCCGTCCACGCCACGCTCGGGCCGCGGAGACCG
48.32 AB Cod mab153087M LG8 TGCAGAGTACGTATATTAATATACGGGCGCCTTGTGTCGCCCG
48.32 A D4 mab264057M LG8 TGCAGGATGCCACACTCATGATGGATGCATGACGCAAGTACCG
48.32 A D5 mab131157M LG8 TGCAGGTGCATGACGGTGGGGGCGGTGGTGTGTGGCGAAGTGAGCTCGCTCCTCATCCTCGCAACCGTC
48.32 A Cod mab5225 7M LG8 TGCAGCGGCGACAGTCTCGGCGCGGCGTCCGCTGCGGGGCAGCAACACGCCG
48.32 A Cod mab787 7M LG8 TGCAGCCTGTAAATTCGACCGCACCCCCTGAGAATTCACCG
48.32 A D4 mab186787M LG8 TGCAGGAAACCTTGAGAAGCTCGCGCATAGAGAACAGCAGCCG
48.32 A D4 mab251747M LG8 TGCAGCGCCGCCAGCGCCGCGTCGAACGGGGAGGAGGCCG
48.32 A Cod mab3032 7M LG8 TGCAGCTGAAAATTATGTAATGAAATGGTTTGCTTAAAAAAGTCTGGTTACATCTCAATAGTGTGCTAC
48.32 AB Cod mab199347M LG8 TGCAGACGACTTCTTAGCCGCCAATCTTTAGGTGACTAGACAAGCATGACAGGCCG
48.32 AB Cod mab242687M LG8 TGCAGCGCTAGATGGTTGCTTGAACGCCG
48.32 A Cod mab5641 7M LG8 TGCAGGAGTGGAAAGAGAACGCATGCATGACACTTGAAGGCATCTTTCAAGCCCTGTAGAAGCCTTCCC
48.32 A D4 mab263117M LG8 TGCAGCGCCTCCATGGATCGCTTGCCCG
48.32 A D4 mab245467M LG8 TGCAGCGCGCTGGCCGCGGCGACAGAGAACCACAATTGCAACGGCATGGTGATGAACGGCCTGCCCATC
48.32 A D4 mab238857M LG8 TGCAGCGGCGGGCGTCGTATGTCTCGGACGGAACGGAACGGGAGGCTCGCCGCCG
48.32 A D4 mab231857M LG8 TGCAGCCGAAGAGGTTGACGGTGCAGAAGGGCCCCG
48.32 A Cod mab4498 7M LG8 TGCAGCCTCCACCTCACTGTACCCCTCGGAGTTTCGTCGTCCCGAGATGAGCTCGAATAACACCATTCC
48.32 A D4 mab190267M LG8 TGCAGCGCTCGGCAAGCACGCACCCGCGGCAATGGCGCGGACAGCACAAGCGGAGGCCG
48.32 A D4 mab198127M LG8 TGCAGAGGATAGAACACATGGTGCCG
48.32 A Cod mab4064 7M LG8 TGCAGCTTGCCTGAGCGCCTGCCTCTCCGAATGCATGCATATGCTGCGTCACCCTCACCCGCGCCGAGA
48.32 A D4 mab270057M LG8 TGCAGCTGTGGGAGATCAAGGACCTGGTGAAGGAGCTGGACGCCAACTGGCCGACGCTGGCGTGCAAGG
50.35 S Cod mab5200 7M LG8 TGCAGCAGAAACCTGGAGCTGTCTGAAAGAAGCAGGGCACTGTGTATCTGATTGCCTGTTCTGCCTACC
50.35 B D5 mab124417M LG8 TGCAGCTGTGCAGCAGACCAGATTAAATTGTTGCATCCGATTTGGTCAGATATATGGCCG
50.35 A Cod mab2353 7M LG8 TGCAGGAAACAGAGAGCGGATAACATCAGTCAGGTTCGACGGATCCGCGCGTCGTCAGGAAGGGGAGCG
50.35 A D5 mab102527M LG8 TGCAGTCATCCTCGCTCCAAGTCAACACCTATGACTGTACTAAACCGCCCCG
50.35 AB D5 mab119167M LG8 TGCAGTACACTTGGGTGAGAACTAGTGATCCACCG
50.35 AB D5 mab8181 7M LG8 TGCAGCGCGTGGGCAGCGGGACCAGCGTGGTTATGGACGCGCCG
50.35 A D5 mab9914 7M LG8 TGCAGATTCACTAGCAAATCAGCATCTTTGTCACAGACCG
50.35 A D5 mab9219 7M LG8 TGCAGCCTGAGTGTGGAGGCGACCACAATGGCGAGCACGGCGAAGCAGGCCGGGATGAGGCCG
50.35 AB D5 mab7331 7M LG8 TGCAGTCGCACTTGGCTGCATCGAGACTCGCAGCAGTTCAACACTTACACAGCCACACATATCACCTGT
50.35 A D5 mab138767M LG8 TGCAGCCGACATAGGATCCGAACCG
50.35 A D5 mab121737M LG8 TGCAGTAGCTGCTAAGATACCAAGAGGACCG
50.35 A Cod mab859 7M LG8 TGCAGCAGAGATGGGACTGGGAGAGCCGCCTCCGCGCCCG
50.35 A Cod mab5057 7M LG8 TGCAGCACCGCCAGCAGGCGCCGCCTCGTTCTCCATCGGGATCGAAAAGCCTCCTCCGTCGAGATCGAT
50.35 A D4 mab193577M LG8 TGCAGCCAGCCAAAGCAGCAGAGCTGCCGAGGTGCCGCCGAAGAGAAGGCCAACCG
58.3 S Cod mab5716 7M LG8 TGCAGCCGCGCAGGCGCGAACGGCCTCCCCGAGTGCCATGGCGCGCCGCCTCATCGCGAGCCCTTCCTC
58.3 A D4 mab222427M LG8 TGCAGCATGCAGCACGTAGTACTACAGTATACACGGGCATGCATTGCGTCATGCAGTCAAAGAAGTGTT
64.31 S Cod mab5163 7M LG8 TGCAGGCGCGCGCGAACATGCTGCTGCCGAGGAACGCGATACGCGGGACGCCGCGCTCCGCGGCGGCGT
64.31 B D4 mab215067M LG8 TGCAGGAGGGGGCCGCTTTTTTCATGAAAGGAGCCTACTGGGTGCATCGTGTGGCTGGGGCGCGACAGG
64.31 B D4 mab278497M LG8 TGCAGACTGCGCCTGCTCGGACGCGATCTACGAAGGACGCCAGGCGGCGGAGGACCAGGAGCAGGAGAT
64.75 S Cod mab1833 7M LG8 TGCAGGTGCTTGTAGTCGTCGCCGCACAGTGGGCTGGAGGAGGACGGAGAGGTCGGGCGGAAACGCGAG
64.75 B D4 mab239067M LG8 TGCAGCGCCCCTCTCCCGCTGGCGAGCTGGGCCG
64.75 B D4 mab279977M LG8 TGCAGGTCAATTTGGATCCTGCTAAAAACATTACAGAAGAAGCTTCCATTTCCTCTCTTAGATCCGTTC
64.75 A D4 mab196017M LG8 TGCAGCACACAAGGCTTTCAACCCG
64.75 A Cod mab1825 7M LG8 TGCAGGCGCAAGGATTCGGCGAGGTTCTCCTCGTGCTGCTCGTCCACCTCGCCCTGCCG
64.75 A D5 mab153787M LG8 TGCAGAGAGACAGAGATGCAAACCGAAACCG
64.75 A D4 mab181457M LG8 TGCAGGTCCGAGTCACCAAACCGCCACCGCTTCACCTCCGTCTCCGCCTCCGTCAAGCCG
64.75 A D5 mab7837 7M LG8 TGCAGCTTGGGGAAAGGGAAAGCAAAGGTAAAACCCTACTGCGATGCGAGGCTACCACCCGCCG
64.75 AB D5 mab160037M LG8 TGCAGGTCTGGGAGAGATTCTGCGCCATGCTTTGGAGGTGGAGATCTTGGTGGAGCTGGCGACCGAGAT
64.75 AB D5 mab110097M LG8 TGCAGGTTAAGACTAGGGAGTGCACCACCG
64.75 AB D5 mab6880 7M LG8 TGCAGGCTTGCGTGATGAATGAATGGAGTGCTGCGTGGTGGATGGATGGGTGCCG
64.75 A D5 mab107047M LG8 TGCAGGCGCGCGTGGCGAAGCGGGGGTGAAGCAGCTCCCAGGGGTGAGCAGGGAGAGCGGGCAAGCCCA
64.75 A D4 mab279697M LG8 TGCAGGCCGTGAACGGCGTTGTGCTTGCGCGCGAGACCCGTGTCTGATTTGGAAAGAATCAATCCGAGA
64.75 A Cod mab5052 7M LG8 TGCAGGCAGTTCCATGGCTGGGTGGAGTAGGGCAGGGCGGCCGCTGCCG
64.75 A D4 mab185107M LG8 TGCAGGCAAGCCGCCGAAGGTAGTGCCG
64.75 A D4 mab187257M LG8 TGCAGCTGTGCTGGGTGGCTCATCTCCCG
64.75 A D4 mab167257M LG8 TGCAGATGCGTACATGGCCGCTCAAGGTTGTCGGCTCCGTGCCAACGAGCCATCATGCGGCCTGTGGCG
64.75 A D4 mab238877M LG8 TGCAGCGGCGGCCACAACGACCACCTCGCCGCAGAGCGCGGCACCG
68.62 S Cod mab3282 7M LG8 TGCAGCTGTCCAACAACATGCTCACGGCGACGGACGCCG
68.62 A D4 mab273067M LG8 TGCAGCCTGGCGCTTGAGCGCCACGCGCGGCAAACGGCACGGAGGCGGACACGGTCAACGAGGGACGGG
68.62 A D5 mab157007M LG8 TGCAGCCGCCGTCTCGTCGCAGGCCGCAAGGTGCGCGGTGGATATCTCGCCGACGAGGTGGCCATCGGC
68.62 A D4 mab187057M LG8 TGCAGCTTCTAAATCAGCTTGGCCG
68.62 A D4 mab187297M LG8 TGCAGCTGTACCTGTGCCGCTGCCTGCCAGCGATGCCCG
68.62 A D4 mab238997M LG8 TGCAGCGCTCGCGTGATGGCGGCGTCGGTGTAGTAGGCCG
68.62 A Cod mab4009 7M LG8 TGCAGGAGGACAGACTACGCCACCGTCGCAAGCACCG
68.62 AB Cod mab7250 7M LG8 TGCAGCTAGCCACGTTGCAGATCACTCCAGGCCTCCTGCCTGCGCCCACACCG
68.62 A D4 mab275997M LG8 TGCAGTTGTCGTAGGCAGTCTTGGTCACCTCCACCACGTTGTGCGCCGCAGCGGGGTACTGGAACCGAG
68.62 A D4 mab183127M LG8 TGCAGGGACCAATTAGTGAGAAGATCGCGTTAACCG
68.62 A D4 mab222417M LG8 TGCAGCATGCCATTTGCCATGGAGTTGCCATGCATGCACCGATCGCCTTTTTTTCCTTTGTTCCGAGAT
68.62 A D4 mab274597M LG8 TGCAGCTGGTTTTTCATATGAGCGACTAGGTTGACCTCCACACTGATCCATAGCTGACCG
68.62 A D4 mab205167M LG8 TGCAGCGACGTGGGACATGTCCTCCCTTCAGACCGTGCTCCTGTCGATGCCCCAGTCCTACTCCGAGAT
68.62 A D4 mab187447M LG8 TGCAGCTGGACGCCAGACAAACTAGAGTATGCCGTAACCCCG
68.62 A Cod mab430 7M LG8 TGCAGCGACACGGGACAGAGCTTGCCGATCTCCG
68.62 A D4 mab187817M LG8 TGCAGCTGCAAGCAGCAGAGCAGCTCCG
68.62 A D4 mab222477M LG8 TGCAGCATCTGCACGCACCCCGCACTCAGCCCCACGTTCACGCCCCACAACTACGGGTAGACGCGGTCC
68.62 A D4 mab175367M LG8 TGCAGATTTGGGAGCGCTAGCCCTGGGCTCGTGTCTGTTCCCCTCGCCGTGTTTTATACCG
68.62 A Cod mab4683 7M LG8 TGCAGATATCGTACGTATCTCTCGTGGTAAAGCACTCGTGTTCATTAGGACATTAGGTGCTTCGTTTAC
76.08 S Cod mab5214 7M LG8 TGCAGCGCCTCCTCGCGCGCCCTGCGCTCCTCCTCCTCCTTCTGGCGGGCGAGCCCCTCCCGAATAGCT
76.08 A D5 mab7584 7M LG8 TGCAGCAGGACGATCCGATCACCCCGATGGGCCCAGCAATGGTGCACCCG
76.97 S Cod mab4665 7M LG8 TGCAGGTCGCAACGGCGGTAAACTGTGCGTATTGCACAAGTCATTTCCTAAGCAAGATATGACTTCTCT
76.97 B Cod mab3235 7M LG8 TGCAGTGCGCGCGCCACGCCATCGCCAAACCACGACTAAACCG
76.97 B Cod mab4521 7M LG8 TGCAGGTTCAAGCAGGAAAAACTCCCAGAGTTTCGTCATGGCCCCGCCGGCATCGCCG
76.97 A D4 mab205107M LG8 TGCAGCGCAGATGCAGCCAAGCCAGCCAGCCAGCCAGCTGAACGGATCCACTGAGCGCGTCAGCTCGGC
76.97 A D5 mab137847M LG8 TGCAGGCCGACGCCCAGGCTGCTGCACCCGCCGCCGCCAACTCCATGGCCCG
76.97 A D4 mab205127M LG8 TGCAGCGATGGGTGGAGGACCCTCCTAGCCCCTAGATTCGTCATTCCCTTCAACCGAACTTCCTCACCG
76.97 A Cod mab5487 7M LG8 TGCAGCACCCCGACCTCTAATTATCTGCTCCATGATCAAGATCCATCGCCACCGACAGCCGCGCACTTG
76.97 A D4 mab205097M LG8 TGCAGCGCAGGAAAGGCACGACGAGGATATCAAGCGGGCGACAAAGAGCGGGTGAGCAGCCGTTGATAA
76.97 A Cod mab3251 7M LG8 TGCAGGAACTTGGCGGTGGGGAAGTTGACGGCGAAGGAGAGCGCGCCG
76.97 A D4 mab196067M LG8 TGCAGCAATTCCTTTCATGTTTCCG
76.97 A D4 mab276567M LG8 TGCAGCTGCGGAGGGGCGTCAGCGGTTCAGAGTTGGCGACTCGCAAGCGCCG
76.97 A D4 mab272837M LG8 TGCAGTTCAGGGGAGCGCAGATAGATCGGTCGACCAAGGCGGATAGATCACCACGCATGTGGCCGCCGA
76.97 A D4 mab190917M LG8 TGCAGCGAGGTAATTCCAGGCGGCGCCG
76.97 A D4 mab238947M LG8 TGCAGCGGAGGGTGAAGGAGCTGAGGACGCCG
76.97 A D4 mab215097M LG8 TGCAGGAGGCGGTTCGTACAAATCGTGGCAAAGAAACGGCGAGCGGGGGGGAGACCGACTCACCGACGA
76.97 A D4 mab179597M LG8 TGCAGTCACGGAGGGCCTCAAAATCCGCTTCTACTGCCTAGTGCCGCCG
76.97 A D4 mab186887M LG8 TGCAGCTTTAGCCGTCGCCAGGCTTGTCCAGAGCATGTGCCACCCG
76.97 A D4 mab277817M LG8 TGCAGGCCCGTGTGGTAGTGCCGGCATTGTCATTGACCCAATACACGTCCAGGTCACAGCCG
76.97 A D4 mab222507M LG8 TGCAGCATCCTCGAACTCATGTGTCAACGGCAACGTGGGGTCTTCCAGGTGGCTGGGGTTTGCTCTGGC
78.54 S Cod mab2494 7M LG8 TGCAGCCCTAATGAAAACCCTATGGGCAGAATAGATTTCCCCGACGGCGGGAGCGCTAAATGCGCCGCC
78.54 B D4 mab203477M LG8 TGCAGGGAACTCCGAGGCAACTCGTGAACCTTTGTTTCTTGCTTGCCCGCCATTACCACCTTAGGCGCG
78.54 B D4 mab222467M LG8 TGCAGCATCTGCTGCTGCACCTCGAGCGGGAGCTGGGGCTGGGGCATGGCCTGCGTCATGGCAGGCGCG
78.54 B D4 mab196007M LG8 TGCAGCACACACCATCGCGGCGGCAGTACGATACCGCATGCAGACGAGAATCGCCG
78.54 B D4 mab254197M LG8 TGCAGGTGGATGGCGCCTAGCGTCCACCATATTTTGCCCTGGTCTTCGTCCG
78.54 A D5 mab135317M LG8 TGCAGATTCCCTCGCGGACACGCCTCCAATCGAGCCTCAAGCACGCCGCCACGAAACCCTAGGCCAGCC
78.54 A D4 mab239007M LG8 TGCAGCGCTCCTGCGTGGTGTCCTCATGACCCCTCTTTAGGAAAGATCCG
78.54 A D4 mab193977M LG8 TGCAGCATTGGTCCTAGATCAGATAAAAGAACGCAATCATCACTAACACACCG
78.54 A Cod mab5659 7M LG8 TGCAGTACACGTACAGAAAATAATATCCAAGGTAAATATCCTGCAATAGAAAGTTCTTAAATACAAACG
78.54 A D5 mab7741 7M LG8 TGCAGCGGGTCCTGCTCGTGCTGGCCCTCGTCGGCACCTGCATGGTCATCGGTGACGGCGTGCTCACGC
78.54 AB D5 mab104237M LG8 TGCAGCGTTCTCTTGCCGCTCCAGCCCG
78.54 A D4 mab181687M LG8 TGCAGGTAGCTCATCGTCTCTCGGCGTCGGCGGAGCGGATCCCTTTCTCCG
78.54 A D4 mab238927M LG8 TGCAGCGGCCCATGGAGTCGGCGGCGACGAGGTTCTTGGCGATGAGCTTCTGCGCCTGCCG
78.54 A Cod mab3344 7M LG8 TGCAGTGCTAGTGCTAGAGCAGCCCTCAGGTGACCG
78.54 A D4 mab175967M LG8 TGCAGACGTACGTACTGGGCCTAGTGGCTCTGGCTGTCGCCG
78.54 A Cod mab5536 7M LG8 TGCAGGTGAACGGGGAGTAGGTGCTCGACGATCTGGGGTCGAAGAGCGGGTCCGCCTGCGAGTGGCACC
78.54 AB Cod mab7533 7M LG8 TGCAGCCCGCATAACAACGGGAGCTGCGACCCGCCGAAGAAACGCAGTTGTGGAAGCCTCACAAAGGGG
78.54 A D5 mab118537M LG8 TGCAGAAGACGTCCGTGCACACAGAAACATGTTGTCGTCTTGCGCATGTGGACTTTGTGGTGCTCCGAG
78.54 A Cod mab3556 7M LG8 TGCAGCTCTCCCGCCTGCACGCAGCTCCGTCAGAGCCAGCAGGGGAACGGCTGCTCCTCCG
78.54 A D4 mab215077M LG8 TGCAGGAGGGGCGAGAGATCGTGCGGGAGTGGGAGGAGTGCGTTGTTGGCAGAGTTTTTTTTTAACGGC
78.54 A Cod mab3269 7M LG8 TGCAGGCTGAGGTACTCGAGGAGGAGCCCGAGCACCTGGTTTGTGACCG
78.54 A D4 mab222447M LG8 TGCAGCATGAGCTTCTGCGAAGACAAGCGCAGGGCATCGGGCTGCGGCGACGTGGTGCAAACCCGTCGG
82.41 S Cod mab3218 7M LG8 TGCAGGTTCAGTCCATCGGGTAACCG
82.41 A D4 mab205087M LG8 TGCAGCGCAGGGGCAAAGAACTGGCCCTCTCCACCTTGCTGTGACGGCTTCGGTATCTGGTCGTCCTGG
84.89 S Cod mab434 7M LG8 TGCAGGTGGTGGCTGGTCTGGTACCTCGCGTCGGTGGGCGGATGTCCG
86.23 S Cod mab3822 7M LG8 TGCAGCCTGCCTGCCGCCATCCTTCTGCTTCTTGCTGTTCCTCATCGGTCTGATCTGATCCG
86.23 A D4 mab215057M LG8 TGCAGGAGGTTCGGGCGCCATGAGTGGCGGCGGACGGGCCGACGGGAGGGGCGCCGCCATCGCTGGTCG
86.23 A D4 mab279737M LG8 TGCAGGATTTTGTCTCCGTATACATGAATGATTTTTGTTGGCAGATCTCGGTTGGTTCTGTTTTATCAA
86.23 A D4 mab189967M LG8 TGCAGCGGCAAGATCACCCGAAGCAGCGTCGTCATCGGGGCGGCACGGGTCGTAGCACCCG
86.23 A D4 mab267357M LG8 TGCAGCGTATTCGCCGAGCTGGATGAGAGCATCACCG
86.23 A D4 mab205057M LG8 TGCAGCGCCTGCTTCACTGGTGCTCTTCTGCCTCCCGCGTCACGCCTGCTCTACTCCGTCACCCGAGAT
86.23 A D4 mab201297M LG8 TGCAGGTACGAGAGAGAGCAGCGAAGCGCATGTGGATACGAAGACGAGGAAAGGACTAGTCACGGCCTC
86.23 A Cod mab1663 7M LG8 TGCAGGCTGGGCAGCGCAGCGCAGCGCGCCAGGCAGAGGCAGGGTCCATCAGACGGCTGACAATGGGTG
86.23 A Cod mab2367 7M LG8 TGCAGCAAGACGACGGCATCGACGTTGGCTTCGCCACGCCGCTGGCCACGGCCACGGGTGGAGAAATTG
86.23 A D5 mab8156 7M LG8 TGCAGCGGCGTCGGCGTGTGGCCGATCACCCGCCTCCAGAGCGGGAGCATGACCCG
86.23 A Cod mab5054 7M LG8 TGCAGGCTGGGCAGCGCAGCGCAGCGTGCCAGGCAGAGGCAAGGTCCATCTGACGGCTGACATTGGGTG
86.23 A D4 mab184507M LG8 TGCAGGCCCCTCCTCCGCCGCCGCCTCCCTCCG
88.94 S Cod mab1527 7M LG8 TGCAGGAGGAGTCACCGAGAAAAAGGAGTAGCGGCTCGGCACGGGCACGGGCTCTGTGTGCGGCGACAA
88.94 B D5 mab8611 7M LG8 TGCAGGGGGTGTCATGTGACCTCTTCAATGGCGTGTGGCACCCAACGGTTGTCAGCATCGGTCCGAGAT
88.94 B D4 mab194747M LG8 TGCAGCAGGAGTAGCGACGAGCTGCTGCCAAGGCCG
88.94 A D4 mab222537M LG8 TGCAGCATCCCCGACCCTCTCCACGACCTTACCATTCCAGGTTCATCTCTCCAGGTTGCTACAGTTGCT
90.07 S Cod mab4831 7M LG8 TGCAGCCCCACGTCGCTGAAAGCTACGGTGAGGAACACCAGGGCCGTGAAGACGGCGCGCATGAAGTCG
90.07 B Cod mab1065 7M LG8 TGCAGGCCCACGTCGCTGAAAGCTACGGTGAGGAACACCAGGGCCGTGAAGATGGCGCGCACGAAGTCC
90.07 A D4 mab215087M LG8 TGCAGGAGGGACAGCTTCATCACCCACCGCGCCTTCTGCGACGCGCTGGCAGAGGAGAGCGCCAAGGCG
90.07 A D4 mab182157M LG8 TGCAGGGGTCCATCCGACCCCTCCATCAGCGGCGGTGTTGGAGAGCTCTCAAAAGCCG
90.07 A Cod mab3132 7M LG8 TGCAGATTCCAGTGCGCATCCAGCGGGTGGCACGCCCTCATCTCCG
90.07 A Cod mab1898 7M LG8 TGCAGGCACGTTGTTGCCGAGGGATGCCATCTTCGACATCCTCTCCTGGGCGCCGTTCAAGTCCGTGTG
90.07 A D4 mab239027M LG8 TGCAGCGCGATGAGGACGGCCGAGCTCTGGAGCCG
91.19 S Cod mab5067 7M LG8 TGCAGCTGATTAGCCACTAGACCAGGGAAGCGGCAGTAATAATGTAGACAGATAAAGCTAGACCGAGAT
91.19 A D5 mab103777M LG8 TGCAGCTGAGATGGAGCTGTCGAGCACGCACCCAGGTGCCCCGAACTCGTGCCG
92.31 S Cod mab2305 7M LG8 TGCAGTCCTCCACCTGGCACCGAGGCGCCTGGTGGTGCGCTCGCCCGAATCCCAGCCCGAACACGCCGC
92.31 B D4 mab253447M LG8 TGCAGTTGACGACGACCACCTGGACAGTGTCCG
92.31 B D4 mab222457M LG8 TGCAGCATCTTGTTGATTGCAGTAGAACCCCAGCAAATCAAACGATGCGCCGCCGCAGAATCATATAAA
92.31 B D4 mab205157M LG8 TGCAGCGATCTGTGTGAATAATGCATCGTGCTCCTCTACCACGCGCACGAAGGAGGATCATGAGCGCAA
92.31 A Cod mab5244 7M LG8 TGCAGGACAATCCTGTACGCATGCGGGCATGTACATGGTGGCAAATGGCAATTAGCCTGCGAGTGCCAG
92.98 S Cod mab3636 7M LG8 TGCAGCTGGTGTCGGTGATGTTCGTGGGCCACCTGGGCGAGCTGCCCCTCGCCG
92.98 B D4 mab177077M LG8 TGCAGTTGACGCTAGCAATGTAAATACTTATTGCTCAATATTGGGGCTGTTCAAAATCCG
92.98 A D5 mab159017M LG8 TGCAGTCGCTACTCTGCCGTGCTTCTATCGTCCCCGACGTTTCTTGTCTCCAACCCGAGCACCTTGCTG
92.98 A D4 mab279377M LG8 TGCAGGTTAATTTGGATCCTGCTAACATTACAGAAGAAGCTTCCATTTCCTCTCTTAGATCCGTTCGTC
92.98 A D4 mab206757M LG8 TGCAGACCCGTCTCGAACCACAATCACAGATCAGTGGTGATGGCACGCGTCGCACCTTAGATCGATGCA
92.98 A D4 mab215847M LG8 TGCAGGACAACATGGACTCGGTCCTTTTCGGTTTTCGCCATGAACGTCGCCATGCTGATACCCAAGTCC
92.98 A D5 mab6738 7M LG8 TGCAGGCCTCTTCCACGAGGATCTTGCTGCTGCAGTGACGTCGAGGCGACGAGCAGCACCG
92.98 AB D5 mab123307M LG8 TGCAGGCGAGACGGCTCAGAAGTGGACGACGGAGGCGGCCG
92.98 AB D5 mab6936 7M LG8 TGCAGTTCACGGCCAGCATTAGAAGAAACACAAGAGGGAGAGAGCGGCCG
92.98 AB D5 mab8078 7M LG8 TGCAGGCCCTGCTCGCACACCTCTGGCGGGCAGTGTGCCGAGCCCG
92.98 AB D5 mab110227M LG8 TGCAGGTCGTGTTGCAGGGAGGCCCCAAGCCGCCGCCCG
96.15 S Cod mab3550 7M LG8 TGCAGTGGACGTGTATGGAGGGCCG
98.4 S Cod mab584 7M LG8 TGCAGGACCATGCCTTCGCCAGCCG
98.4 A Cod mab5035 7M LG8 TGCAGGTTTGTTTCTGCAAAGGATTTCGCTTCGGTTCTAGTACAAAAAATCAACCATGACCG
98.4 A Cod mab2331 7M LG8 TGCAGCCATGATCTCGCGTGCATTGTTTTGTCATCTCAGATAGGCACGTTAAGATTATATTCCGCTGCC
98.4 A Cod mab5343 7M LG8 TGCAGGAATCAGGTATGAGAACCTCCCCATAGTAACAGTGTTCAGGTGTTCCGAGACTGTAGCAGACGC
98.4 A D5 mab163667M LG8 TGCAGCGTCGACCCCACGGCTGATCTGCTGCCTCGGCGCCCCGCCTACAGACTGAGGACCTTGGACGCC
98.4 A Cod mab5699 7M LG8 TGCAGTCCTGCGCGCACTCCTCCACCATCTTGAATTTGCTTTATGAGTTCAGATAGGCACGTTAAAGAT
98.4 A D5 mab108207M LG8 TGCAGCAGCATCACCACCACCATCGGGGCCGCAAGCCCCGCCAGCTGCGCGGCTTCGCTACGCCAGCGC
98.4 A D5 mab8884 7M LG8 TGCAGCAGCAACAGCTCCTCGGCAGCTCGTCAGGAGGCGCCG
98.4 A D5 mab152897M LG8 TGCAGATATCCTCACGAAGAGGCAGGAGAGATACCCATGGCGCTCGTGGTGAGGCAACCG
98.4 A Cod mab4789 7M LG8 TGCAGGTCCCGCGGCTTCTTGATATGGCTCAGATTTCAGAATGCTATTAGAAATAACTGCCG
98.4 A Cod mab5670 7M LG8 TGCAGCGACTCCCCCCTGGCCCCGAACCTCTGGCAGACGCCGCCGTCGCGGAGGCAGCTGCGGATCTTG
98.4 AB Cod mab131667M LG8 TGCAGGGACTCGCCTAGAGAACAAATTGGCTGCTATGTCCTTGCGTTGGGCTCTCACCAGCCGCCGAGG
98.4 A D4 mab239037M LG8 TGCAGCGCGAGCCATCCCTATCGAGTTTGCAGTAGTAGTGGTCCG
98.4 A D5 mab6918 7M LG8 TGCAGGAGCTGTGCAGCAGCAGCGAGTTGTTGATCACCTGCACGTTGCTGTTGATCAGCGCCCTCATCA
98.4 A D4 mab188177M LG8 TGCAGCTCGCTTGCCGTCCCCTTGAGCCGCCATATCTGCCCGCCG
98.4 A D4 mab205147M LG8 TGCAGCGATGATGCTCGCCATCAATCCCACCTCACCGTGGTGACTGCGCCATCGGCAGAGCTCCAACGC
98.4 A D5 mab9857 7M LG8 TGCAGCCGCCCGCCGCCCCCCAGTAGTCCACCCCG
98.4 A D4 mab201557M LG8 TGCAGGCGGGGCGGGCCCGATCTGGGCTCACTCGGGCCTGCCGCGGGCTCGTGAGGCTGGGGAGGCGGA
98.4 A D4 mab238897M LG8 TGCAGCGGCGCGAGGTGGGCACTCCACGCGGGGCAGAGGAGGACAGAACAGCGTTGACCCG
98.4 A D4 mab174917M LG8 TGCAGCAGCCACTGCCTGCTGCTACCTGCGCCAGGCCGCGCCG
98.4 A D4 mab270717M LG8 TGCAGCAGCCGCCGTCGAAGCACGGGTACGGCGCCGTCAGGAACTGCGCCACGATCTCCGACTCCTCCT
98.4 A D4 mab268217M LG8 TGCAGCAGGACAGACCATGGCAGCACGGCCAAGCCGTGAGCCG
98.4 A D4 mab222387M LG8 TGCAGCATGCCGTGGACTCCACCCTGGAATAGCACCGCCTCCTCCCCTTTGGCGACATGGCCG
98.4 A D4 mab222437M LG8 TGCAGCATGATCCACTGACACCTTGGCTTCGGCTTCGAACTACCCGAAATCAATCATTTGGGCCGAGAT
98.4 A D4 mab222487M LG8 TGCAGCATCTCCCCACACCGCACACACGAGACAAGACAAGAAGCAGAGCACCTACGCACGCACGCACGC
98.4 A D4 mab238917M LG8 TGCAGCGGCCGCGACGGCCTTCTCTTGTCTTGGATCTGGTCGTCTGCGGCGAGCCG
98.4 A D4 mab205077M LG8 TGCAGCGCATGAGCGCAACCGCCCAAGAGGAGGCAGAACTCAGACCAAGCCCTCCATGGCAGCAACGCC
98.4 A Cod mab4124 7M LG8 TGCAGCCCTAGATCCTAGAGTGCTAACTGATAAATACAGGCGCTGGCCGCTGTGAATTGTCGACGCCCT
98.4 AB Cod mab106107M LG8 TGCAGGCCAGATCGAACCTAGGAAGGGTCCGCGCCGCCGCCGCCCGCACGCCACGGATCAGCACGCCGA
98.4 A D4 mab215047M LG8 TGCAGGAGTGAGCGAATGCATGGCAGGATGAGGATGAGGCGTAAGCCTGACACGGGGTGGGTATGCGCG
98.4 A D5 mab107407M LG8 TGCAGGAAGCTGATCTTCAGACTATCTAGTATAAGCTGTTCTTTGCTCGTTTTTGCTTGGCAATTCGAG
98.4 A D5 mab100847M LG8 TGCAGCGCGAGGCCCACGATGGCGAGGACGCAGCCAGCGGCGTGGAGAGCGGGCGCGAGGAACTCGACG
98.4 AB D5 mab145997M LG8 TGCAGGAGGTAAGGGTGCAACGGGGGTAATATCCG
98.4 A D5 mab123867M LG8 TGCAGGAGGCGAGGAAGATGTACCACAAGTTCGCCGAGATCGTGGAGCCG
98.4 AB D5 mab9193 7M LG8 TGCAGGCAGATAGTGTTCTCCGTCGACGTGGACGCCGCGGTCGATGTCGGCTTGGTACCGCTGCCGAGA
103.44 S Cod mab4215 7M LG8 TGCAGCAGGATGGCGAGGATCTCGGAGGCGTACTGCTTGTTGGCCTCGAAGTCGCGGGCCTTGACGCGG
103.44 B D4 mab195467M LG8 TGCAGCAGAAACTGTCCAGAAACCTCGTAATCATGTCATGGTCTCATGGGCACCG
103.44 A D5 mab159657M LG8 TGCAGTAACAGAGTTTGTCCAACGTTAACAGCAAGCAGGAGTAACAACATGGGATTATATGCTTAAGCT
103.44 AB D5 mab101167M LG8 TGCAGCAGCTGCCCCCGCTGCGGCAATGGCCTCTTGGCCGCCAGCTGCTCGAGCACCGCCGTGGTCCTG
103.44 AB D5 mab117667M LG8 TGCAGCAGCGACGCGGCGGCTGGAAGACCTGGTGGCTGGATCTGGATCCAGGGCGTCCAGCTAGCCGAG
103.88 S Cod mab324 7M LG8 TGCAGTGCACGGACCGTTTTCGTCGGCGGCCTGGATCATCTCCCTGACCTCGTCAAGCGTGAAGTGCTC
103.88 B D4 mab174927M LG8 TGCAGCAGCAGGATACCGTCGATGGAGTCGAGGACGCAGTGGTCTTTCAAGACCG
103.88 A Cod mab4844 7M LG8 TGCAGGTAACACGAGCAACGACTACGACCCCCGCGTCGCTCCGCTCGGGCGACTCGGGGGAACTTCGCG
106.83 S Cod mab3104 7M LG8 TGCAGCGCGAGGCGGCGGAAGGCCCTCTTGACATCGCCCCTGGTGGCCCCCG
106.83 B D5 mab6781 7M LG8 TGCAGCTACGAGCTTGTTTTGCCCAAGGTTCTGTCGTCCTCGCGGGCCAGCGTCACCGTCACCATCACC
106.83 B D5 mab6878 7M LG8 TGCAGTTCTTCAACGTCAGCTACAACAGGCTCTGTGGCCCTGTGCCGACCG
107.5 S Cod mab3224 7M LG8 TGCAGCGCGAGACGATGGAAGGCCTTCTTGACCTCGCCCCTGGAGGCGCCCG
107.5 A D5 mab158647M LG8 TGCAGTGCACATGATAAGCTAGTGAATGCGCTCAGCTGGGCAGTGAGTGAGAGAGTCCAGGCTGCCCGA
108.85 S Cod mab3364 7M LG8 TGCAGGACGTGCATGGCCTGCGCCAAGGACGGCCGCTCGCTCTGGTCCG
108.85 A D5 mab148977M LG8 TGCAGCGCGCACACCAGCACGGTGAGCGCCACGGCCGGGACCCGCCCG
108.85 A Cod mab4852 7M LG8 TGCAGGACGTGCATGGCCTGCGCGACGGACGGCCGCTCGCTCCG
108.85 A D5 mab129357M LG8 TGCAGGGCGGTCGGAGTTGACGGAGATGGTCGGCGACCGAAGCGGATGAGGTCGACGCGGATCCGAGAT
108.85 AB D5 mab148827M LG8 TGCAGCGCTGGCGCGTCGACCCCATCCGCGGTGCTGCTCGCCG
108.85 A Cod mab460 7M LG8 TGCAGCAGGCTGCCCTTCTCTGGGGTGATCCG
108.85 A D4 mab222497M LG8 TGCAGCATCGTCTTCCCCTCTCCTCCCTCCTCGATCGTCGTCCTCGACCCAACCGAAAGGTGCTAGGAT
108.85 A D5 mab136797M LG8 TGCAGAGTTTTGGAAAAAAGGCTCTCCATGATAAATGACCG
108.85 A D5 mab102247M LG8 TGCAGTTGCTTTATTTGGGCATGCACATTACCAAAATGCCG
108.85 A Cod mab3349 7M LG8 TGCAGCTCATACTGTAGCGGCAGTTCTGTGATCACCGACAACGACGTCCG
111.81 S Cod mab498 7M LG8 TGCAGGTCGGAGTACTTGGCCACCAGCGCGCGGAGCATGTCGCTGAGCCTCCTGTTCTCCTGGCCCACT
111.81 B D4 mab238957M LG8 TGCAGCGGAGGCGTGCGAGCGGCTCCCGCCACAGGCCGAGCCG
112.03 S Cod mab767 -17M LG8 TGCAGGTCGGCGTACTTGGCCACCAGCGCGCGGAGCATGTCGCTGAGCCTCCTGTTCTCCTCGCCCACT
112.03 B D4 mab176737M LG8 TGCAGTTGTTGCATCCTTCGTCGGGAGAGGAATGGCCG
112.03 B Cod mab3812 7M LG8 TGCAGGATTCACCGAGTCCTCTCCCCCG
112.03 B D4 mab176747M LG8 TGCAGTTGTTAGGCCTTTTTGTGTGACTTGTGTGTTGTGATATAGGAACACTATTTTCCG
112.03 A D5 mab117657M LG8 TGCAGCAGCGAGTTGAGTGCATTGCAGTGCAGGGCTTCGTACGTGGAACCAATCCAGTTGGTTCCGAGA
112.03 AB D5 mab164377M LG8 TGCAGCGCACCCGCCAGCTGGGCCGGCCCGTTTAACCTTTCTTCTCATTTCTTAAATCACAAAAACTAT
112.03 AB D5 mab8983 7M LG8 TGCAGAACTGCATCAATATGATTCAGATGAAGCAAGCCGCCTCGACGAACCCCGACGGCATAACCGAGA
112.03 AB D5 mab7696 7M LG8 TGCAGCATGCATGCTAGTCAGCTCAGATCTGAGGGAGCGGATCTCGCGACGGACGCCTTTGACGGGGCC
112.03 AB D5 mab6885 7M LG8 TGCAGCGACCTCATCCACAGTATGCTCGCCGAGGCGCCG
112.03 A D4 mab201507M LG8 TGCAGGTGCTCACGGTGGACGGCTTCACCGTCCGCTCGACGTCGCTGCAAGAGCTCCTCGTGAACCGCA
115.43 S Cod mab4139 7M LG8 TGCAGAGAGGGCGAAAATGGCAGCCTCTTCGTCGCTCCCTGTGATCGTCCCG
115.43 B D4 mab239047M LG8 TGCAGTGCGACAGCAGCGGTAGGTAGCATCGAGCGGGACGGCGGCCG
115.43 B D4 mab222407M LG8 TGCAGCATGCCCGAGAGGAACATCGTCACGTGGAGCACCGTCATTGCTGGATGCGCCCACAACGGCCGA
115.43 A D5 mab106197M LG8 TGCAGAGCCGTCATGCTGCCAGCGCCCGAATCGTCGCCGTACGCCGACGCCTGCCCCCCTGTCCGACCG
115.43 A D5 mab155057M LG8 TGCAGAAAAAAAACGCCAGCTTGGCTGCTCGCCG
115.43 A D4 mab276397M LG8 TGCAGCGCGGCGACGGCGAACCTGTCGGGCGGCCCGTGCCCGTCGTGGCCGCGACCG
115.43 A Cod mab4429 7M LG8 TGCAGCTCCTTCCGTGCCAATCCGTTCACAGCGGTGGGTGGCGTCGGGATCCGACTCCTGACCACGAGC
115.43 AB Cod mab269767M LG8 TGCAGTCTATCCCTTTCATAGCAAACTTCGATTGATTTACCG
115.43 A D5 mab116277M LG8 TGCAGGAGAGGAGCATATATACTGGCCAGTAGCCACTCTACCAGCGCATCAGTTGCACACACATACACC
115.43 A Cod mab2247 7M LG8 TGCAGCGACAAGACGGGCACCCTCACGCTCAACAAGCTCACAGTCGACAAGAACTTGATCGAGTCCTTC
115.43 AB Cod mab9432 7M LG8 TGCAGCACGAGCAGTGTGGCCGTGAGCAGCCAGCCGTTCTCCCCGCCG
115.43 AB Cod mab158357M LG8 TGCAGTGGAGTAGGGGGCGTGTGTGTTCGCCTATAGATGGGTTGCTTTTCCCCTTTTTGAGCTTTTTCC
115.43 AB Cod mab122007M LG8 TGCAGGTGTCGACCTACTCAATCAACCG
115.43 AB Cod mab7247 7M LG8 TGCAGGGGAAGATGGCGGGGCGAGATTTAAAGGGAGATGGGAGAGAGAAGGGGAAGGGAGTGGCGGCAG
115.43 AB Cod mab120537M LG8 TGCAGTTTGGTGTCAGTTTGCGAGGTTTGGACGTCCG
115.43 A D4 mab174947M LG8 TGCAGCAGCAGCAACAGCAACAAGAACAGTTCACCG
115.43 A D5 mab8984 7M LG8 TGCAGGTCGATGCAGAGGAAGCAGAGATCGGCAACAGGCCAGGCGGAGGAACTCCG
115.43 A D4 mab280327M LG8 TGCAGTCTACGTCATGATGAAAGCCATGCTGTCGGCGAACAAGGTGAAGTCCGAGCCG
118.37 S Cod mab1283 7M LG8 TGCAGAAAATGAGGTTGCAGCCTCCGTTGCGCCACCG
118.37 B D4 mab276227M LG8 TGCAGGTTCTGCCACACCACCGTCCACAGCACCGCGATGAGGCTGAGCACCACGCCG
118.37 B D4 mab175447M LG8 TGCAGATGGGCGGTTTCCAGCCGAGCGCCGTACTGCGCATGGAGCCG
118.37 B D4 mab253897M LG8 TGCAGCAAGCGGCAGCCGTCCGACCG
118.37 A D4 mab194657M LG8 TGCAGCAGGCGGAAGCAAGAGCGGCAGCCCTAGCGCATAGCACGTGCGGCGACCG
118.37 A D4 mab232577M LG8 TGCAGGACTCTGCCGCTGCCGCTGATGCGGCACCG
118.37 A D4 mab248087M LG8 TGCAGCGCGAGGCGGCGGAAGGCCTTCTTGACGTCGCCCCTGGTGGCGCCCG
118.37 A D4 mab180517M LG8 TGCAGGTTCTTAACGTACGACCAGGCCTCCG
118.37 A D4 mab202727M LG8 TGCAGTCCACAGTACCCGCTGCCCACGTCCATGTGCCAGGACACAAGTCTACAGTAGCCAACCCACACA
118.37 A D4 mab209427M LG8 TGCAGTCCTATCTTAAAGGGATAATGTTTCGTTCCTCCACCCCTTATCCATTGCTTGCCTCCACTTTAC
118.37 A D4 mab230687M LG8 TGCAGTGTTCGGATTTAGCGTATCTCCG
119.71 S Cod mab694 7M LG8 TGCAGCGCAGCTTGATGCTTCGAGCGTGGCAGCGGCGGAGGAAGCCG
119.71 B Cod mab3253 7M LG8 TGCAGCGCAGCTTGATGCTTCGAGTGTGGCAGCAGCGGAGGAAGCCG
119.71 A D5 mab125087M LG8 TGCAGCTAGGGTTTTGGCGCACCTGACCCTGCTGCCG
119.71 AB D5 mab160377M LG8 TGCAGGGGGGGCAGAGAAACTGGAGTACTTTGGGGTGCAGGGAGCACGGGACCGCATCCGAGATTCACC
119.71 AB D5 mab110887M LG8 TGCAGGCCTTGCCTCACTCCGACGAGTCGTCGTCTATGCGTTGACCG
119.71 AB D5 mab7264 7M LG8 TGCAGGGCAGCGGCCTCCGCCCATAGTATTTGCCCGCGGCAACGTTGTTGGCGGTGACGACCTCCATGA
119.71 AB D5 mab6741 7M LG8 TGCAGGAGTGCAGGATAGAGGAGCTCACCG
119.71 AB D5 mab139047M LG8 TGCAGCAGGTGAAAGGGGATAATGGCCAGTGTGTGTCTTGTGGTGGGGGAATCCGACCG
119.71 AB D5 mab9083 7M LG8 TGCAGCGCCGCCGAGTGATCGAGGTCTAGGAGTGACGACGGGAAGACGTGTCCG
119.71 AB D5 mab7106 7M LG8 TGCAGGCAAGGTTCGAGGAGGTGGAGCTGCCGCTGCTGGCGGTGCACGGCGGCGATGACACCGTGTGCG
119.71 AB D5 mab141217M LG8 TGCAGTGCTCCCCCCTCCATCTTGGGCGGCGGTGGTGGATCCG
119.71 AB D5 mab157577M LG8 TGCAGAGCACGGGGCGGACGCATCTGGGCCACCACGCGACACGGACGAGGCGCGTCTGGCTGCTGCCAT
119.71 A D5 mab129387M LG8 TGCAGGGCAATGGCATGGGGCAGCGTGGCTGGATCTGCTCGCCCTGGAGGTGCTCCAAGACGGCTTCTC
119.71 A D5 mab101297M LG8 TGCAGCACGCACTCATCCATGATGCAACGCACATCAGCCAGAAACCATGCAAGACCAACACCATTTCCA
119.71 AB D5 mab110187M LG8 TGCAGGTGCAGCACGCATGCGTGATTCGCATGCCG
119.71 A D5 mab108307M LG8 TGCAGCACACACAGCAGAATACCGTTGTGAGTTAGCTACGTACTCTAGTTGATCGATCACTACCTAGAA
119.71 A D5 mab6842 7M LG8 TGCAGCTCACGCCCTCGGACTCCAACGTCACCTTCTTCTACAACTGCAAGAAGAACGCCTCGTGGCCCT
119.71 A D5 mab7078 7M LG8 TGCAGCCGCACGTACGGCCTTGTATTCTATTCCCTCGAGCAACAAACTCGTTGATCCATCTGTTACAAC
119.71 A D5 mab6841 7M LG8 TGCAGCTGTTGGCCATGGCCGCCGTGGCCTTGTGCCCGTGCATGCTAAGTGCTGACCATGGCTAGCCCT
119.71 A D5 mab8495 7M LG8 TGCAGGAGATGCTGGCCGTCGGGGTTGTGGCGAAGCTGCTGCTGGTTCTACAGGTGGACGCCG
119.71 A D5 mab7767 7M LG8 TGCAGCAAGAAGCGACAGCAGCTGGGCGCTGCGTGGGCATTGGCGCGCGCGGAGGCGCGGCCATGGGTG
119.71 A D5 mab155717M LG8 TGCAGTGTGTACAGGCGGCGGCTCGGCCCTGCCGCGGCTGCGGGGAAGCTGCTCGTGGTGCAGTCGGAG
119.71 A D5 mab7962 7M LG8 TGCAGGGTAGCAAGCAGCGCTTCATCTGGGTGCTGCGCGACGCCGACCGCGGCAGCGTGTCCACGGACG
119.71 A D5 mab157567M LG8 TGCAGAGCCAGGAGACGCAGGAGGAGCCGTACGCGTACCAGGACGACGAGAACGCCGACGGGAAGAAGA
123.82 S Cod mab4129 7M LG8 TGCAGGACGCGAGGGTCGAGGAGGCGTGGGCTCTGGAGGAGGCTATGCGGCTGCCG
123.82 A D4 mab243087M LG8 TGCAGTTCCACTTCCGCTTCCAAGTCCAGCACGCGCGGTCCAATCGCCCGCCGCCGCCCCGACGCCACC
123.82 A D4 mab193647M LG8 TGCAGCCACTTTTCGATCAACGGCCG
123.82 A D4 mab184587M LG8 TGCAGGCCCAACTAAACTCGCCAGAGTGTGCACACCG
123.82 A D5 mab8528 7M LG8 TGCAGCTCGCCGCTGCCTCCCGTGCGCTAGCCCCGCGCCTACCAGCTCGGGCTCGACCG
123.82 A Cod mab1864 7M LG8 TGCAGAGTCAGCTGCTGGATTGCCCAGAGATTGAAGTCAACATACACCCCGCCGAAGTCGCAGTGCCAC
123.82 A D4 mab231227M LG8 TGCAGCTCTTCGGTGGCAGTACTTTGGAGTTCGGTAGCACCAGGAGCATCAGATGCTAATGGCGACGCC
123.82 A D5 mab130177M LG8 TGCAGTTCAGACCTCAGAGTACGAACGAGAATTGGTTCTGGGGGACGCGCGATAATTTAGCAAACTGTT
123.82 A D4 mab221637M LG8 TGCAGCCCAGCACCGCACCCCTTCTTGTTTTGTTTTTTTCTCTCTTCCACCTGCTTTCTGCCACTGACT































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































0 S Cod mab4376 7U LG15 TGCAGGGGCTAGATCTAGAGCTACATGTTCTCTCCCCG
0 A D5 mab128177U LG15 TGCAGAGGCGAGGAAAAACAAAAAGGCAGCGGCATCTGGTTCCG
0 A D5 mab116067U LG15 TGCAGGCCCTTCTCTTCTTGTGTCCTACGCTCCTACTACCTCACTCTCCACGGCTTCCTCCG
0 A D4 mab254417U LG15 TGCAGCTCTAGACGCCCTCACAAATAGGCTGCCG
0 AB Cod mab204257U LG15 TGCAGCTTGAAAATGACGGAAAATATCAGGAAGGCGGTAGGTCTGTCCCTCCACACCCTACAGATTTCC
0 A Cod mab2198 7U LG15 TGCAGCAGGTCTGGCTCGGCGCATCAAAGCTCTTTTATTGAGTCGTGCTACTGCTACCACGACGACGGG
0 A D4 mab261257U LG15 TGCAGGACCACAAGGACATTGCCAAGCGGAGCATTTTCTACCG
1.12 B D5 mab8144 7U LG15 TGCAGCTCGTACTTGCCGTGCGGCCGGGACGAGGAGCTGCCGCCAGGGTCACCCATGTCCG
1.12 B D5 mab8591 7U LG15 TGCAGAGTTAGGTGCAGGGCATGGGCTTGCTTGCCG
1.12 B D4 mab220357U LG15 TGCAGCGACGACGGTAAGGAGGAGCCGAAACCTCCCTACTACTCGGGAGGCGCCACAGCTGCTCTGGCC
1.12 B D5 mab7753 7U LG15 TGCAGCATCGGGTTGATGTGGCCCTGGAACGGCAGCGGAAACATCAGTACTCGGCGTGCGCGCGCATGC
1.12 S Cod mab2270 7U LG15 TGCAGGGAAATCAATCCGAAGAGTGACGGGAAATCCGAGGAGTGAGGGGAAATCCGAGGGAGGAAGAAG
1.12 A Cod mab1910 7U LG15 TGCAGCTTCTCGGCGGCGCTGTTCAGCGAGCGGGATGGGCCACGAAGATGCGGCCGAGCGGGCAAGCAT
1.12 A D5 mab136207U LG15 TGCAGAGCAGAGCGGGCGAGTGCGGCACTGTCGGGAGCGACGGCGGGCGCGCGGCCGTGGAACAGAGGC
1.12 AB D5 mab6753 7U LG15 TGCAGCATCGGGCTCAGGTGGCCCTGGAACGGCAGCGGGAACAGCAGCACGCGCCG
1.12 AB D5 mab8615 7U LG15 TGCAGGAGGAAGACTTGCTGCTCCAGGGATGGTGTGGAGGCGATCACCTTGTGGCTTGTGCAGGGCCGA
1.12 AB D5 mab142307U LG15 TGCAGTAGTTTCAACCTACGTTAGAGGATCTCGTTCCCCG
1.12 AB D5 mab132037U LG15 TGCAGGCCCTCCGCGTCCCGGCCGCCTGCTCTCTCTGCCCCGTCCTGCCGCCTTCGCCCTCCTACGCAA
1.12 AB D5 mab6314 7U LG15 TGCAGATCACGCCGAGCACTGGGAACATGAGCCACAGGTCGGGGAGAGTGGTGTACGCCAAGGAGACCC
1.12 A D5 mab147417U LG15 TGCAGCTGAGGGGTGAAGCGGCTTCGAGGTGGTTCTGCCG
1.12 A Cod mab2245 7U LG15 TGCAGTACGATGATGATAAGTATGAGGACCAGAGACTGGTCAACCCAAAAAAACTCGGTTTCGCTGGGT
1.12 A D5 mab6713 7U LG15 TGCAGGGTCAGAGAAGTTGAGGTGCTCGCTGAGAGTCCTCTCGATGCAGATGCCACCATCTGCGCCGAG
2.01 S Cod mab317 7U LG15 TGCAGGCCAAGGTGTCGGCGCTCCAGGCCAAGTACAAGTCGGCGCGCATCATGTACGCCGACTTCTACG
2.68 S Cod mab3954 7U LG15 TGCAGCAGCGCCAGGGAACGGACGTACCAGCCTAGATTAACTAGAAACCG
4.93 B D4 mab165267U LG15 TGCAGCCCCCTCTGGGGCCGTCTCCCTCCCCATCGAGGGCCGCCCCCTCGCCGTCCAGCCACTCCGAGA
4.93 B D4 mab267887U LG15 TGCAGCTCTCGTCCCCCGCGGATGGCCTCCGCCCTCTCCGCGCCG
4.93 S Cod mab340 7U LG15 TGCAGTGGAGAGAGAGACTGCTGTCGAGGAGAAAAAGTGCAAATCCTGGCCTGGACAAGCCCG
4.93 A D4 mab272827U LG15 TGCAGGGCGGCGGGCTTCTGGTTGGCCGCCTTGCCGTGGAGGATCTTGGAGAGCAGCAGCCGGAGGAGC
4.93 A D5 mab148627U LG15 TGCAGCGGCGGCGGCCATTTAAACCG
4.93 A D4 mab230557U LG15 TGCAGAGGTGCGTAGCGGGCTCGGGGAGGGCTCGGTGGCGACGAATCGAACGGTAACATCCG
4.93 A D5 mab132237U LG15 TGCAGGCACCGCTCCAACGCCGTCAGGACGCTGGATGCGGGAACTATTTCTAATCAGACATCTGCCCAG
4.93 A D4 mab208047U LG15 TGCAGTGGTGGCAGACATAGTGCCCATCAGTTGGGTCCTTAACCGCTGGTTTTCATCAACCAAGGCAGC
8.57 S Cod mab5184 7U LG15 TGCAGGCGGTGGCAACCACGATGACGGTCCAGCTGCGGACATCTCGTGGGTGATGCTAGATCGCTTCGT
8.57 A D5 mab146307U LG15 TGCAGGACGGTCGTCGTCACTTTGTTGTCCCG
8.57 A D5 mab119787U LG15 TGCAGCTAAACCCTGGTAGCGCCCTCTTAAATACGCACCG
8.57 A D5 mab6804 7U LG15 TGCAGCCTCCCCACCGCCGACGAAGCCGAAGGCATCTCCGCGGATCCCGACCTCTCGCTGGCCTCGCCG
8.57 A D5 mab7789 7U LG15 TGCAGGCGCTGGCTCCGCCACGCCTCCGACCCCTCCTTCCTCCTCAGGTTCCGCAGTCTTCACCCGCCC
8.57 AB D5 mab110267U LG15 TGCAGGTCGAGGCGGCCAGAGTGGGGCTGGGCGCCGCTTGGAAGCCG
8.57 A D5 mab9311 7U LG15 TGCAGGTACGTATCAAGAATTGATGCTGGTGTACTAATCGCAACGCTCGTCCG
8.57 A D5 mab7019 7U LG15 TGCAGGCGGTGATGGAGGCAGGGCCTCTCCTGGAGAACCTGCTGGTGGCAGGGCCG
10.14 B D5 mab156487U LG15 TGCAGGACCTTCCAAAACTTGCCACCAGACCAGACTACCACAGAGCTCGCCCCTTCCAGGAGGCAAGGA
10.14 S Cod mab339 7U LG15 TGCAGGTCACCCTGCTGCGCCGTGGCGGCCTCGCCGTTGGCGTGACCGTCCACCACGCCGCCTGCGACG
10.14 A D4 mab252667U LG15 TGCAGGATTGGGACTTGCGGCTCGACGACCCG





10.14 A D4 mab270597U LG15 TGCAGGCGCAGTTCCTTTCGGCGATCGAGGTGATTCTGAGGAGCAGCGGGGGCCTCTGCGTCGGGGACC
10.14 AB D5 mab9939 7U LG15 TGCAGACGGCCGTCACGCCGCTGAACTCCTCCG
10.14 A D5 mab8021 7U LG15 TGCAGGGCCTTCTCGAGGGCGGCTTGGTACTCCGCCTCCGCCTCCATTTCCTCCG
10.14 A D4 mab265677U LG15 TGCAGCTAGTGCGTGTCTGTGGAAGAGAACGACTCCG
10.14 A D4 mab232687U LG15 TGCAGCTCCATCAGCTCCGCGAGCTGAGTCCG
11.26 S Cod mab4154 7U LG15 TGCAGATCTTGTCCCGGGAGCTGGTCCG
13.06 S Cod mab3110 7U LG15 TGCAGCGTTGCTTGCGATACATTAGTCCCACCTCGGAAGTTTATGGAGAGTGGAACCG
13.06 A D5 mab142947U LG15 TGCAGGTGTCATGGACGCGCTCCAGGAAGCCGACGACCTCAGCGCTGCCCG
13.06 A D4 mab189977U LG15 TGCAGCGGCAAGACGACATACTGGAGGCCAAGACCG
13.06 A D4 mab254827U LG15 TGCAGGCCCTCGGAGAAGCCGTGGCCCTGGTGGTCCACGGCGGCCACCGCGAAGCCCTGCTTGGCGAAG
13.95 B D5 mab6711 7U LG15 TGCAGGACGTTGCCGAGCACGCTGAGCCCGTCGCCCGTCGCCTCCAGCGCCAGGCAGTGGTACCTCCCG
13.95 B D4 mab219897U LG15 TGCAGCGCCGACGAGCTCTAGGAGTTGCAGCGATGCTGCTGCTACGACAACTCATTGAAGCACCGAGAT
13.95 B D4 mab219907U LG15 TGCAGCGCCCTTCTTCTACACATGCATCAAGGAAGAACACACAAGCTTTGCCGAGAGGCATTCTTGGTG
13.95 B D4 mab275247U LG15 TGCAGACCACACGCTACAGGCTGGGCCAGTAATTGATCTCATTAATAACCG
13.95 B D4 mab218527U LG15 TGCAGCGTGTGAGCTGCTTCTACGGACACGATGCCACGAATTCATGAACGTGTCCACTCATTCTTGGTT
13.95 S Cod mab3316 7U LG15 TGCAGCTCGTCCGCGGGGAGAGAGTCGCCGTTGTTGGCGCCGTCGTCGGCCG
13.95 A D4 mab204907U LG15 TGCAGCGGCGCATTGTCCATCCGTCGCGCCCGTACAGTCTCGAGTCCCGCCGCGCGCCTCCATCGTCGA
13.95 A D4 mab277487U LG15 TGCAGCACAAAGTTGCTCTCGTGGAGGCTCACCGCCGTGAACCCATCGTCCG
13.95 A D4 mab259467U LG15 TGCAGCACCATCATTGCTCTTGGCGGCGGAGATCCG
13.95 A D4 mab252687U LG15 TGCAGGAGCACGGCCTGCGGCTCCACGGCTGTTGATGATCCG
13.95 A D4 mab277867U LG15 TGCAGGCTGCTGTAGTTCCAGAAGCGGACGTGGGTGAAGCCGACGATGCAGGAGGCCGCCCCGACGACG
13.95 A D4 mab199557U LG15 TGCAGACCAGCGCCACCGCCACCCTCCTCGCGGCCGCCAGCCG
13.95 A D4 mab202817U LG15 TGCAGTAGGCGCCAGGCACCTGTTCGAGCGCCTATGGCGCCGAACAGGAGCTCTCGGCAGGTGCGAGGG
14.39 B D5 mab117447U LG15 TGCAGCCACGTGCTGCCAAGGACGACGGGGCACGCGTCCGCGCTATCCAGAGCGCGGTGAGCAGCTTCG
14.39 S Cod mab3868 7U LG15 TGCAGCAAGAACTTGCGCCTCCTCTCGAGCCTTTTGCGATCTTCTTCACTTCCCTCGGGCTCGGACCCG
14.39 A D4 mab232807U LG15 TGCAGCATATAACTAACCTCGACTACGCCACTTCGGCGAGAAGCTGTCGTCGTCCG
19.91 S Cod mab2623 7U LG15 TGCAGCAGATCACGAGCATCCAACACACTCGCACGGCGGTGCGTCCAGATCGGGCCAGCCATGGAGGAG
19.91 A D4 mab212107U LG15 TGCAGGGGGGTTGTGGCCTGCCCGCCTGCCCGCCCGCCCAGCTTATCTTTCCGCAGCGAGCGAGCTGAG
19.91 A Cod mab2408 7U LG15 TGCAGCGAGTCTTTGATGACGTCGACACGCCAAATGTGGCCTTGTGGAATGCTCTTCTATCAGGCCTTG
19.91 A D4 mab188807U LG15 TGCAGCTAGCGCAGATCCCGCAGCAGTTCCG
19.91 A D4 mab177987U LG15 TGCAGTGGCGTCAGCAGGGGCCCAGGCCG
19.91 A D4 mab198687U LG15 TGCAGAGAGGTGGCTTCAGATAACAAATCCTGTGTTCTGTTTGTTCCG
19.91 A D4 mab180087U LG15 TGCAGTACAGGAAGCAGTTTCGGAGCTCCG
19.91 A D4 mab220717U LG15 TGCAGCCTCCTTTGCCTGCGGCCCGCTGTGCGCCGTGTCGGCGCTGCTGGCACCGCGGAGGCGGCTCCT
19.91 A D4 mab259197U LG15 TGCAGTGCCAAGCGGCAGGGCAGACCG
19.91 A D4 mab268537U LG15 TGCAGAAGAGGCATCTTGGCATCCATGGATCGAAGCCTGACCG
19.91 A D4 mab276197U LG15 TGCAGCCACCTTTGTCTCTCTACCACCCCCGCTTCTCTCTTTCTCTAGATGCAAGAACACCACCAACGC
25.43 S Cod mab3188 7U LG15 TGCAGCCACCTCTCCACGCACCGCCCCTGGAACCG
26.32 B D5 mab131727U LG15 TGCAGGGACAGCGGCCGCGAGCTTGACGGCGGCGAGCCGCGCGGCCTCTGTTTCTTACTTGCCTCGGCG
26.32 B D5 mab9377 7U LG15 TGCAGCGTCGCGTTCGGCGTGGACGAAGATGGGTCGTCGGCTCTGCTCGATGATCACCG
26.32 S Cod mab1173 7U LG15 TGCAGCACCCTCGTGGACGCGGCGGCGCCGTACGTCCTGAAGAAGCAGGCCACCGACACCCG
26.32 A D4 mab246717U LG15 TGCAGAGCGTCGACGGACGCCGCGGATGGGCGCCTGGCAAGCTGCGTTGCAACATCCACCTTGCTGCAT
26.32 A D5 mab8533 7U LG15 TGCAGGTGAGGAAGGACGGCAGGTGGTTCCCGCTGGACCCGCTGCCG
26.32 A D5 mab107277U LG15 TGCAGGATAAGTGCGGCTTTTGCAGTCTGGGTTCGCCGTGCGCGGTGGGTGTCTTTGGGTGCCG
26.32 A D5 mab101877U LG15 TGCAGTGTCAGGCCATCCCTGAAGATGTCGTCCGTCGGCGACCTCCCG
31.61 S Cod mab623 7U LG15 TGCAGTCTTAGCAGACCATGCAATCTCTAGCTCCG
31.61 A Cod mab1216 7U LG15 TGCAGCTGCCGCCACGGCCGCGTCCTCTTCACCAGCAGCGCCCGTACCG
32.73 S Cod mab2293 7U LG15 TGCAGAAACGACTGCCCTCCTGCGCCGCCGCGACGAGGACCTGCTCGTGGCGCGGCTGACCCTCGATGG
32.73 A D5 mab6709 7U LG15 TGCAGGACGTTGCCGAGCACGCTGAGCCCGTCGCCCGTCGCTTCCAGCGCCAGGCAGTGGTACTTCCCG
36.62 B D4 mab269327U LG15 TGCAGGAAGAAGCTTCGTCGGTAGAAGAATTATACCCG
36.62 B D4 mab233727U LG15 TGCAGACAGCCAGGAGGAAGATGTGGTTGGTTGGTTACCCTACCCG
36.62 S Cod mab4430 7U LG15 TGCAGACTCTCAAGATGCGCCTCCAAGGTATTATTCACAACTTCTGCATCAAGGCGCTCAAGCTGCTTC
36.62 AB Cod mab256437U LG15 TGCAGGCTGGTGGCAGCTCCCATAAATGGCGGACTCGGAGCTGTCCCG
36.62 A Cod mab1166 7U LG15 TGCAGTGTAGCGCGGCCTTCTTCATGTCCAAGATTGACACGGGAGACACCG
36.62 A D4 mab222847U LG15 TGCAGCAGGGAAACATGCGGCGACGACGGGCAGTACAGCGGACTCGCCGTGGTCTTCCGCCATCCATCG
36.62 A D4 mab223027U LG15 TGCAGCAGCGGCGGAAGGCGACAAGGCGGCGAACGGCGACCATGCTGGGTTCTTCTCTTCCTTAGGCGG
36.62 AB Cod mab254497U LG15 TGCAGCCCCCTACCCGTTGCGCACAGCCG
36.62 A Cod mab739 7U LG15 TGCAGGCCCATTAGTCCAGCTTTCTGCACTAATTGACCAGCTAACCG
39.81 S Cod mab4200 7U LG15 TGCAGGTCGGCCGCCGCGAGCGCGGGGAAGAAGTCGGACACGTTCGGGCTGCCG
39.81 A D4 mab206997U LG15 TGCAGAACATGGTCGACGCCGCGCCAAGGCTCTCCGACCTCCGTCTCGACGCCCTGATCTTCGTGCCCG
39.81 A D4 mab190937U LG15 TGCAGCGAGGAGATTGTGGTGGTGGCGGTGCCG
39.81 A D5 mab141387U LG15 TGCAGTGCAGTGCTATGTACTCCAATGGAGACTTCGCCG
39.81 A D5 mab133087U LG15 TGCAGCTCTACTTGAGCTGCCACACGCTGAGTCGCCGAGCCACTACTTCGAAGCCGGCCGTGACCCGAG
39.81 A D4 mab262627U LG15 TGCAGCAGTCTCGGACCATACCG
39.81 A D4 mab265567U LG15 TGCAGAGTCCTAAGCGATACAACCGCTTGTCACACTGGTTATACCG
39.81 A D4 mab222947U LG15 TGCAGCAGCTTGCTGGAAAGATCTATCCTGATCTGGACCATGCTGGGTATGCAGAACGACCG
39.81 A D4 mab268697U LG15 TGCAGGACTGATGGAAGCAGACAAGAAACCACGCTCGCAGCCCCG
39.81 A D4 mab268957U LG15 TGCAGTGCACAGAGCAAATTCCTCCCAGGAAACTCCG
39.81 A D4 mab276357U LG15 TGCAGATGACTCAACCTTGCACGGATCCTTTCTGCTTCTGCATCATCCCTCCG
39.81 A D5 mab121077U LG15 TGCAGTGGATCGCGCGCATGGATTACGGCGACCCG
39.81 A D5 mab160917U LG15 TGCAGGCTCCAGCTGGCTGAGTGATACAGTGCAACATCAAACGAGGTACGTGTATGTGAATGCATTCAC
39.81 A D5 mab155297U LG15 TGCAGTTGCCGCTCCACATGTTCCCCCTCCACTCTAAATCCGCCTCCAGGGCCATAGCAAGGCGGCACT
39.81 A D4 mab177397U LG15 TGCAGTTAGTTTTTGTTGCTTCGGGGTGGGCGGGGCAGCTCTCCG
39.81 AB Cod mab8357 7U LG15 TGCAGCACCACGTCCACCACCGAGCCGAACGCCAGCCG
39.81 AB Cod mab6422 7U LG15 TGCAGGCCGAGGCCTCCTTCATCTACAAGTGGTGGCGAGGTGCCACGATGGACGACGACGTGGTGCTCC
39.81 A Cod mab188 7U LG15 TGCAGCAGCTGCCTCGCCGCCTTCCAGCCGCTCGTGTCCCCGTCGTCGCCGCCGTAGTGTTGCTTCCCC
39.81 A D5 mab123697U LG15 TGCAGGATGGCGAAGACAGTAGAGCCAGCGCACCG
39.81 A D4 mab239497U LG15 TGCAGCCGCTGAGCAAGACGAGGCGTGCGATCTGAGAAGGCGAGAGGCCGAGGCCG
39.81 A D5 mab110607U LG15 TGCAGGGCTGTCCTCCGCGCAAAAGGGCCTCGACGGCGCAGGCCG
39.81 A D5 mab116477U LG15 TGCAGCTTGGCGTCCGCGGTAGCAGGCTAGCAGCTAGCGTCCTGCGTGGTGGACGTCGTAGGGCCGAGA
39.81 A D5 mab7991 7U LG15 TGCAGCAGCATGCATGTGCTCTGGAACCATTGACTAGTCCACCCG
39.81 A D5 mab8847 7U LG15 TGCAGCGCGCGGGCGATTCAGTCCTTGCCGATTTGAAACGACCG
39.81 A D5 mab123837U LG15 TGCAGGGGGCTTCGCGGCGGGTGACGGCCTCGCCCGCCG
39.81 A D4 mab260817U LG15 TGCAGCGCACAAGGGCGACCTCGTTGTCGAGGAAGATATTGGTGTCCG
39.81 A D5 mab9774 7U LG15 TGCAGGAATCAAGCTTCCGCGACAATGGACGTCCGAAGATCCAGGCTTGGTCGCCG
39.81 A D5 mab107327U LG15 TGCAGGAGCGGGTGGAGGCTGCTGAACGGCGGGAGTGTCCCCGACTTTATCGGCTGGATGATCACCGAG
39.81 A D5 mab6801 7U LG15 TGCAGGGGCACTGCACATTTGGGACCATTACTTGACGTAGCCACTGGAAGGCGGTGAAGATAGCAGGTG
41.84 B D5 mab6799 7U LG15 TGCAGTGGGCGGCACGGTCGGCTGCTGCTGGGCGATATAGCGGTGTACCG
41.84 B D5 mab136457U LG15 TGCAGCGGCTTGAAGATGGAAGCGGCAGCAGTGACCAAGGAGCAGGAGGGAGCCG
41.84 B D5 mab115247U LG15 TGCAGTGATTTAGAGGTGCGGTGGTGCAACAGAGCAGAAGCAACAGCTCCACGGGGGCTCACAGGCCGA
41.84 B D5 mab132097U LG15 TGCAGGCCAAGAAGGGTAAGTAGATCCAACTTTTGCGTTCGCTCCCTCCTACGTCTCCCGTTACTCGCG
41.84 B D5 mab100607U LG15 TGCAGCTCGACGACGGGTACGGTTCGCCGCTGGTTCTCGGGCTGTGCTCCACGATCCCGTACACGGCGC
41.84 S Cod mab5387 7U LG15 TGCAGATCCGCGTCCAGGGGCGCCTCTCCGGGATCATCTTCGGGCGGCAAGAACGGGACGCATGGAGGA
41.84 A D5 mab9014 7U LG15 TGCAGTCCATGGCCACGTTGACCAATGACGCCGTCACTGCCGTTCCAGATTCATTACCG
41.84 A D4 mab215257U LG15 TGCAGGAGGAACACCAAGTTTTTCCTGGCCGACGCCGCGTCGACAATGGGCGGCTGGCCCAAATTCTGG
41.84 A D4 mab223007U LG15 TGCAGCAGCGGGTGGTTGCACGTCGGCCATGTGGGCCTGGGAGCAGAGTGACCCAATTGCACAAATTAT
41.84 AB Cod mab203307U LG15 TGCAGGGCTTTTCGTTTGTTTCTGGCTGAGGTTCATTAACTAAGTTTAGACAAGGGCTTTCGATCACTC
41.84 AB Cod mab182267U LG15 TGCAGGGGCTCTGCCGGCCGCTCGGCGTGGCGATCAGGGCCATAGGCCACCG
41.84 A Cod mab1786 7U LG15 TGCAGAAGGACGACCAGGCTGGAGCTGGGCAACAGACTAAACAGGGCGGTCTGCCG
41.84 A D5 mab119067U LG15 TGCAGTGCACCGTGTTTGCTTGGCATCTCGTCTCTGCCACGCGTGGCCGCCACCG
41.84 AB D5 mab6798 7U LG15 TGCAGACATGATCTACACCCAGGATGGCACCGTGGACTTCAAGGGCAACCCG
41.84 A D5 mab6082 7U LG15 TGCAGGTTCGCTTTCCCTGCTCGCCCCCCG
41.84 A D4 mab239487U LG15 TGCAGCCGCTTAAACTCCCACAATCACATGGTGGTTGGTCCTTCTCCCATGAACCG
41.84 A D5 mab146797U LG15 TGCAGCTTCATTCTCATCTCACGATGTTGCACCCGTGAGTGACTGGTCGCCG
41.84 A D4 mab258147U LG15 TGCAGAGAAACCACCCTTCCCATACATCCG
41.84 A D5 mab146297U LG15 TGCAGGACTCAATCGTTCTTATGTGGCTCACGGTGCCG
41.84 A D5 mab136467U LG15 TGCAGCATCCCCATCTGCTGCGGCGAGCATGGCACTGCATGGATCCATACGGTCCG
50.05 S Cod mab1731 7U LG15 TGCAGCAGCTCAGGTCATGTGGCTTATGCTTTCCTGCACGCACGCGCCCTGACTTTTCTTCAATCAATC
50.05 A D4 mab215317U LG15 TGCAGGAGCGAGGTGAGGGTGTACTTATCGACGCTTCCATCGCCGCACGTCGCCAGCATCTCCCGAGAT
50.05 A D5 mab7969 7U LG15 TGCAGGCCCCGCCCGTCCGCCTAATTGATTTAGGCCCAGCGCCGCTACTTACTACTGACGGGCCCAGCT
50.05 A D4 mab214467U LG15 TGCAGGCAGGGTGGAGGGAGGGGACAGACAGAGGCTGGAGAAGGGAGTAGGGGGAGGGGTTGGAGATGG
50.05 A D4 mab197937U LG15 TGCAGAGGGGCGTTGGTGACAACGGCGGACAGGGCCCTCAGACCGTGGCGGCTCGGCGCCG
52.76 S Cod mab1157 7U LG15 TGCAGGCAGATCCTGGAGATGACGCAGGGCCTGCCTGTGCGTTCATCGCCG
52.76 A D4 mab202527U LG15 TGCAGTGATACTAATAAGATTATTACTTTACTAGGTTAGGTGTGTCGATGAACTTTTCTGTGATTTCTT
52.76 A D4 mab219777U LG15 TGCAGCGCGAAAAAAACTCCGATGCAGCACCATCGACGTCCCCCGCGAAGATCCATTGCAGCCGTGACG
52.76 AB Cod mab181817U LG15 TGCAGGTAATGGTGGACGATTTAATGATGGGCAATGAAGGTTGCCG
52.76 A Cod mab412 7U LG15 TGCAGACGCGACGATGCTGAGACATTCATGGCCTCCCG
52.76 A D4 mab213597U LG15 TGCAGGCGGCCCGAGCTTGGACGACGGCGGAGCCTTCAGGCTGGCTAGGGACAATGTGTGGCGGGGCCC
52.76 A D4 mab175497U LG15 TGCAGATCTACATCTTACAGAAACAACGTATTGTCTTTGGAGTGCCATGTTCCTTCCG
52.76 A D5 mab9001 7U LG15 TGCAGTGTACCCGTCTGCCGCCAGCTTCGTCGCAGTCGCCG
52.76 A Cod mab5015 7U LG15 TGCAGGGTGTTCAAGAAGAAGAACATCGCCGTCCAACAACCTGGTGCTGCGGCGTCCAACAACCTGGTC
52.76 A D4 mab210217U LG15 TGCAGTACGGGAGGGAGACTCGTCGGCGTAAGCGCGTCGGGAAGCTTGCCGACGAGGGTGACCCGAGAT
52.76 A D5 mab6706 7U LG15 TGCAGCTCACGCACTCGGACTCCAACATCACCTTCTTCTACAACTGCAACAAGAACGCCTCATGGCCCT
56.88 S Cod mab1223 7U LG15 TGCAGCAGCGCCAGCGACGCTGCTAGCGACCAAAGGCGCGCTTTGTCTCGACCGCCG
56.88 A Cod mab5692 7U LG15 TGCAGGATCGGCACAGGCCCGCAGAACGATTGGTACCTGTTCAGCCACAAAGACAAGAAGTACCCCACG
57.55 S Cod mab5182 7U LG15 TGCAGCGGGCGGCGTCGGCGAAGGAGGCCAAGAAGAGGAGCAAGCGGAGCGCGGGCGCGGCGCGGCCGA
57.55 A Cod mab5730 7U LG15 TGCAGGGTGTGGTGCAGGGACGCGGGGGGCTCGTCCTCGGCTCCCTCATCCCCTGCGCCCTCTTCTACT
57.55 A D4 mab204627U LG15 TGCAGCTATGCGAACCTGCCTAGGCCTGGACAATGCATGCATCGCCGTGAAAAGAGATCGCGCGAGTGC
57.55 A D5 mab154547U LG15 TGCAGAAGTCGTCGCACCATGCTCCATCTGCGGCCG
57.55 A D4 mab203047U LG15 TGCAGGTGCACTCACACACGCTGTTTAGCCTGTACTACCCTGTAGGAGGACCCCACTGCCTCCG
62.38 S Cod mab3255 7U LG15 TGCAGATCAGCAAAGACGGCATTCTCCG
62.38 A D5 mab148797U LG15 TGCAGCGCTGTTGATCCTGGCGGCCCGACGCAGTCCTAGCGACGGGTAGCCCG
62.38 A D5 mab140627U LG15 TGCAGTGTGTTAGAGTAGCTTGCAGAGGAGGCCG
62.38 A D5 mab7047 7U LG15 TGCAGCGGTGAGCGAGGCGGCGAGGCCGTGTGATACGGCAATCACGTGTATGACTGGAGCAAGACCGAG
62.38 A D4 mab248777U LG15 TGCAGCGCCACAATTAACAGATGTACCG
62.38 A D5 mab116937U LG15 TGCAGCGGTGGCTGGAGGTGAGGAAGGGCGACGGCGAGTTCATGATGACCGACGGGGAAGAAGAGGAAG
66.97 S Cod mab5039 7U LG15 TGCAGAGCGTCCTGATCATACATACACTAGATAGAAATTGCGGCTTGCCGCACCCG
66.97 A D5 mab9495 7U LG15 TGCAGGTGTCGTGCGCCGTTTCCAGGCGCCCCACGGAAGGCAAGTTCGAGCTTCAACAGAACGTCCCGA
66.97 A D4 mab237997U LG15 TGCAGCTGGTGGCGCGACATTTTCCCCATTGGTTCTGTGTGGGACGTGGAGAAGCAGCCG
66.97 AB D5 mab8338 7U LG15 TGCAGGAGACGCAACGCCCACACACCACGCATGCAGGAACTGCCGCACAGAGACTCGGCCG
66.97 A D5 mab130397U LG15 TGCAGTGCGTCGTCCGAGTGAAGAAGGGGGAGGAGAACGAGAAGCCGAACGTGAACGCCAACCCCGAGA
66.97 A D4 mab189207U LG15 TGCAGCGTATATTCAGAGTAAGATAGGCCACCTGTCCCATCTCCG
66.97 A D5 mab141347U LG15 TGCAGTGCCAGTGCACTTGGAAGGCTGGACCG
66.97 A D4 mab194907U LG15 TGCAGCAGCGTTTCATTGTGTCAGCCCG
66.97 A D5 mab9510 7U LG15 TGCAGTCTCCATCTGATTGATTGTTTCCTCTGCTCGCAATCGATCGATCGATGCAGGTGACACGGACCA
66.97 A D5 mab8859 7U LG15 TGCAGCCTGAGCAGCACGTCTAGGAGGTCCTCGTCGTAGGTGTCTGAAGCGCGGACGCCG
77.24 S Cod mab925 7U LG15 TGCAGGACGTGTTCATGCGGCTGACGTTCGACCTCACGGCGATGTTCGTGTTCGGTGTCGACCCCGAGA
77.24 A Cod mab1452 7U LG15 TGCAGCCGGAGGGGGCGACGAGCGCACGCCG
77.24 A D4 mab229847U LG15 TGCAGAGCGCGATCTTGCACCAGGATGTCATCGCGGCGAGGACGCAGCCGCCG
77.24 A D4 mab174637U LG15 TGCAGCATTCGGTCGTTCTCAGCCGTCAGATCCAGGCCCTGAACATACATATCCG
77.24 A Cod mab1120 7U LG15 TGCAGCCAGTCGTAGTAGACGGACACCCGTTTGCTCGGGTTGGAGATGGACACACCG
77.24 A D4 mab245277U LG15 TGCAGCGTATGTCGCAGTCTTGTCAGACAGCTGGTACGCCAGCCAGAGGGGAAGCCTCAGCATAGGTGA
77.24 A D5 mab147617U LG15 TGCAGCTCGGTCTCGCCCCCGCGAGCTCGCCTCCGCCGCCGCCCATGTTCCG
77.24 A D5 mab6666 7U LG15 TGCAGCCATGCCGACAAGACGACATGGTTCCTCACCGTCGACACAAGGAGGAAGACAGTGCAATGGGTC
77.24 A D5 mab7301 7U LG15 TGCAGAGCTACGGGGCGGGGGCCGAAGGGTGGTGAAGGCGCTGGATGGGACTTGGTGCAGGTCTCCGAG
77.24 A D5 mab7747 7U LG15 TGCAGCTCCGACACCTCGTCGTCCTCGCCGCGGTAGGCAGACGCCGCAATCTCGTGGGGCAGCAGCGCC
77.24 A D4 mab258217U LG15 TGCAGCTGTAAATTAGGGAGAGTATTCATCCG
85.94 S Cod mab1982 7U LG15 TGCAGCGGTGCAGGCGTGGAGCTGCTCTGGAGCAGGAGCGGCCG
85.94 A D4 mab280287U LG15 TGCAGGACGGGACGGTGGCGTGGGGCAAGTCCGCCACCTTCCGCGCGTCCCCCTACCCG
85.94 A D4 mab229547U LG15 TGCAGCTGGTCGGCGGCCTGGAGCTGCTCGGCCGAGAGGCCGCCCAGGTCGCCGTCCCCGAGGCTGCCA
85.94 A D4 mab247617U LG15 TGCAGCCACGACGCAGCCTCGAGGACGCGGGGCTCCTGCTCCTCCTCTTGTCTCACGCGGCCG
85.94 A D4 mab277707U LG15 TGCAGTAAAAGTGGCATCCATCGCGTGTGCTTTTGTTTTAACTGGGGACTACCG
85.94 A D5 mab139857U LG15 TGCAGAAGGCGAGGGACGAGATAGACGCCAACGTCAGCGCGGGGCGGCTGGTCCG
85.94 AB D5 mab8818 7U LG15 TGCAGGAGCACGGCCCCATCGATGGCAAGAACGCCTTCTACTGGTTCCAGAACCG
85.94 A D5 mab138327U LG15 TGCAGCTAGGCTTTTGTATCTCCG
85.94 A D4 mab182347U LG15 TGCAGGGGCGCGTGGGATGCCGCGCGCGGTGACTTACGTCGGCCTGCTCTCGATCGCCCG
85.94 A D4 mab194387U LG15 TGCAGCAGTGCTAAATGGACGTCCCCG
85.94 A D5 mab126357U LG15 TGCAGCCGCTCGCTTCTTTAGCCGCCCTCTGCCACGGTAACCG
85.94 A Cod mab2286 7U LG15 TGCAGATCGTTGTGCATGGCCTCCGTCAACGAGAAATGCCCTTGCCTACTGGTTCAACCTCGCCTCTGC
85.94 A D4 mab242367U LG15 TGCAGAACCTTGTACATCATCTCAGCCAGAATAGAAACATGTGTACGTACGTCCCAGCCCG
96.66 B D4 mab171067U LG15 TGCAGTCTTCAAGGTAAAAAAAAGGTGTCGGGGTTGAAACCCATGCGCAACCCCCG
96.66 B D4 mab253407U LG15 TGCAGTCCGCCTTGAGCCGCCTGCCTAAACCG
96.66 B D4 mab245047U LG15 TGCAGCTGCCGCTTCTTTCCCCTCCCTGTGCTGGCAGGCATTCTTCCCGACTTCCCCGTTCTCCAAACC
96.66 B D5 mab6429 7U LG15 TGCAGCTGAATGGCGGTGCAGCGCCCCCCGTGTTATGGACCCAAGGCCCG
96.66 B D4 mab171087U LG15 TGCAGTCTAATAGGGCAACTTCTTCTCTCTACACCG
96.66 S Cod mab2966 7U LG15 TGCAGGTCGAGCTACCGAACGATTGAGCACAGGCCCCGCACGATACCACCG
96.66 A D5 mab157267U LG15 TGCAGCACGGGCGGCGGCATGGGGCGGAGGAGGCCTCTGGCGTTGGCCGGGACGGACAGGATGGAGGAG
96.66 A D5 mab157157U LG15 TGCAGCATCATGCTTCGTCCGACGCCATGGAGATCCCCTTCCTGTTCGTCCGTGGATGGAAGTACCACC
96.66 A D4 mab270197U LG15 TGCAGCAGAGCTTTTGAGTGTGGTGCTCACAAGGATTCCCTCCAGGTTGATGAAGGGATTCGGTGAACC
96.66 A D4 mab226157U LG15 TGCAGAGAGGCCACTAAGTTTGTTCCTGGAGGCCACCGTCGCCGTCTAGTTGGTCGCGCACCCTATATA
96.66 A D4 mab254087U LG15 TGCAGCAGTGTAAGCTGACACATTGTCTCTGGAAGTTCAGTGAGTCTGTTCCTGGACACATTGAGATAC
96.66 A D4 mab247867U LG15 TGCAGCACGAGAAGCATAAGGCGAAGAAGGACCCG
100.35 B D5 mab6489 7U LG15 TGCAGGCGACGAGTAGCTGCCGTGTCACTTTAAGCGATATATAGCAACACCCG
100.35 B D4 mab227467U LG15 TGCAGAAGAAGCGGGGCGGCTCAAGGCGTCGTGCGCTACCATAGAAGCAGAGGCGGAGGCGACCAGGGC
100.35 B D5 mab8477 7U LG15 TGCAGACGTGCGAGCGCGGGCAGGCGCAGGGGCGCACGCGGGGCGGTGAGCAACGCCG
100.35 S Cod mab2968 7U LG15 TGCAGGGACATCTGTTGCAGGTGCAGACTCTTCAAGGATTTCATCTGGGTATGTTGACCG
100.35 A D5 mab157737U LG15 TGCAGAAGATGGAAGACAAGCGGCAGTGGGTATGGAATGAAGCGGATCTGGAAAGCTTGACGACCGAGA
100.35 A D5 mab121457U LG15 TGCAGTCGCCCTCCACTGCGCGAACCG
100.35 AB D5 mab138917U LG15 TGCAGCCACAGCATACGTGATGGCAACCCG
100.35 A D5 mab6703 7U LG15 TGCAGCATACTTCAGTGGTCTTGCGTTAGTGATCTCTAGGTCCACCAGGCAACGCATGATGAAGCCGTG
100.35 A D5 mab130207U LG15 TGCAGTTAGCAGTGAGAGAGTGGTTATGGGATGCCATCTGCTCACTTATGTACCATCCATTGTCATTTG
100.35 A D5 mab7383 7U LG15 TGCAGGAGAAGTCCATGGGGACGTTATACCCGTCAATCACTGAGATGTCATAGTAGTCCTGCGAGCCGA
108.93 B D5 mab7541 7U LG15 TGCAGACACTGTACAACCTGGGGGCGAGGAAGTTCGCGGTGATCGACGTGGCGCCGCTCGGGTGCTGCC
108.93 S Cod mab684 7U LG15 TGCAGTTGAGTGCTGGTGGAGCTGAGCCGAGACGGACCG
108.93 A D5 mab8329 7U LG15 TGCAGCAGCAGCAGCAGCTCCTCCCCG
108.93 A D5 mab9849 7U LG15 TGCAGCCGCGGGCTGTGCTTGCCTTTCCG
108.93 A D5 mab145597U LG15 TGCAGGCAGACAGAGGAGACACCAACGGACGAACGCTGTCACGGCTGGCCG
108.93 AB D5 mab102477U LG15 TGCAGTCGACGCCCTTCGAACTGCAATGGGGGACGCCG
108.93 A D5 mab148527U LG15 TGCAGCGGGGGGAGAGCGGCGCAGCCGCCGCAGCGCCCCCG
111.46 S Cod mab1006 7U LG15 TGCAGTAGGGCCAAGAACCACTCCTCGGCCAGCGCGCAGCGTGAGGAGGACCGCAGGGACGCCCATGGC
111.46 A D4 mab198417U LG15 TGCAGAGCGAGCGCAAGGCGCGGGGTCGCCG
111.46 A D4 mab218357U LG15 TGCAGCTACTAATCCGTCAAGGGCTTTTCTTAGACGCTCGGTGAGCTCCTCTACCTTCTACTCCTTCCC
111.46 A D5 mab121717U LG15 TGCAGTAGGTGGATCTGCTCTGACCG
111.46 A D4 mab275957U LG15 TGCAGCAGAGTCCTACGGGTTCGTCGCTCTCTGCATTTCATGCCATCCG
111.46 A D5 mab144857U LG15 TGCAGGCGGCTAAGAGCCGCGTTGAAGCACAGCAGAAGGTCCTCCTGCCG
111.46 A D5 mab136917U LG15 TGCAGTTGCATGGTCAATAGAGGATGTGCAACTGTTGTTGCATGGCCG
111.46 AB D5 mab111167U LG15 TGCAGGAGTAGTGGTGTAGCACGAAAGAAGAGGCATGATGGATGGGCGAGCCG
111.46 A D5 mab143927U LG15 TGCAGGGGGCGAGGGGAGTAGCACCGACGAGGGGCCAGCGTCGGCCG
111.46 A D4 mab232777U LG15 TGCAGCCAGACATCCAGGAGGAGCTGCCG
111.46 A D5 mab147787U LG15 TGCAGCTCCCAGCCTAGCGTGGCGGAGATTGGTGGCGGCGTGGCGGTGCGCCG
111.46 A D4 mab267807U LG15 TGCAGACGAGCGTGTGCGTGAGTGAGCGGTGCGAACCG
111.46 A D4 mab220397U LG15 TGCAGCGACCCAGCACGCACCATCCCCATCTCCGTCCCCCGCCCAGGTGAGGCGTTGCAATCCCGAGTC
111.46 A D5 mab8565 7U LG15 TGCAGCGCGCTTCGATCTCCACGGCACGGACGCCG
111.46 A D4 mab209177U LG15 TGCAGTCGTGGAGTTGCTGCATCGAACGGCCCCAGAGCGTTGATCCGACGGCTGGGCAGGCGGATGATT
118.07 S Cod mab1528 7U LG15 TGCAGGCTCGGGATGAGGAGATGATGATTTAGCCGTTGCTTCTCCCAATTGGACACCG
118.07 A D4 mab262657U LG15 TGCAGCATGATCAAGAAGAGCCGTCTTTATAGCTACGGCGGCAAGGCCG
118.07 A D5 mab6701 7U LG15 TGCAGAAGAAGCTGCAAGTGCCGTCCGTCCTGGGAGTGGGAGGCAAGGGCCG
118.07 A D4 mab174607U LG15 TGCAGCCAACATCAGGCAACATCGGCGCCCTGTAGTGCGTCAACGAGCCG
118.07 A D4 mab237947U LG15 TGCAGCTGTGTATAGCTGCTGACACCG
118.07 A D4 mab249597U LG15 TGCAGTCTGCCTCGCTGAACTGAACCG
118.07 A D4 mab231637U LG15 TGCAGATTTGTCCCCTTCGGTTCAGGTGAGGCTCATGGCTTCAGGCAGCCG
118.07 A D5 mab9185 7U LG15 TGCAGGTAGCACAAGGGTGCAGGATGCGTGGGGCTAAGCGGATCATTGGAGTGGATCTGAACCCGAGAT
118.07 A D5 mab110997U LG15 TGCAGGCATTTAAACAAAGAGGTATTTTGAAAACAGGAACACCACCG
118.07 A D5 mab107157U LG15 TGCAGGCATGGGCCGCGGCCTGCCGCAGCAACGATGCTACTGCCGTGGGTACCGTGACGTTTGACCGCG
118.07 A D5 mab100997U LG15 TGCAGCCGAGGGACGGCAACGCGGCGGCCTCCCTGCCCTTGGGCGGCGCCGCCCTTGCCAAATCGAAGG
123.59 S Cod mab5397 7U LG15 TGCAGTCGCTCTACCGTGCCCTCTCGGTGGTCGCCATGCGGGGTGGCAAACACACGACATTTTGGCTAG
123.59 A D4 mab252997U LG15 TGCAGCGTGTCCTGCTCGATCGTCGCCCG
123.59 A Cod mab5169 7U LG15 TGCAGCTCACAGTTATGGTGCAGGGCTGCTGCCGTGGGGCGTCTACCTCCAACTTGACTCTTGCCGAGA
123.59 A D4 mab232937U LG15 TGCAGATAGGAGCTGGGAAATGTATGCGTATGCGTTCCG
123.59 A D4 mab257507U LG15 TGCAGTGACTGTGGATAGAAAAGGGCCG
123.59 A D4 mab230157U LG15 TGCAGCTGCGGGCCGACGTGCTCAGGCAGCTGGACGGCGCGCCGGAGCCG
123.59 A D4 mab262857U LG15 TGCAGCGCGATAGCGTTAACGGAGGTACGCCCATGTCAACCG
123.59 A D4 mab235347U LG15 TGCAGTCCAGAGAGCAGATCACGAGCTCCG
123.59 A D4 mab251487U LG15 TGCAGCCGCGCTCGTCGCGCCCTGCCGCACTCCG
127.01 B D4 mab233777U LG15 TGCAGGCGTTTCTCGTGTCGAGTCGCCCCGTGTCAAGGGGCCTCCGCTGCTGCGAGCCGCCCG
127.01 S Cod mab3761 7U LG15 TGCAGCCTCATTCTCCCCCTCCCCCGCCATTCATTGCTCCCCTTCCGTCCTGGGATCGACCG
127.01 A D5 mab153247U LG15 TGCAGAGGCGGGGTGCGAACGTCGGCGTGCAGCGGCTTGGCCG
127.91 S Cod mab4851 7U LG15 TGCAGTCTGAACACCACCTTATTCCCCTATATGGCGCCAGTCACCAGCTCAAATACACAGGCGTCATGG
127.91 A Cod mab4781 7U LG15 TGCAGCTACAACACACCCCACTCATGCTCCCAACGCCATCCCACTCATGCAGTCGCCATGGCCCGTGCT
129.49 S Cod mab3035 7U LG15 TGCAGTCTTGGAGAAGCAAAGGACAGGATGGGATGGGGTGGAGGTGAGGAATATGGAGGAGGGCCGAGA
129.49 A D4 mab188637U LG15 TGCAGCTATGGCGATTTCAATCCG
129.49 A D4 mab251017U LG15 TGCAGATGTGCGTGCCGCAGGGGAGAACGCCCCG
129.49 A D5 mab117117U LG15 TGCAGCGATCGTACACCAGAATCGCGAGCAATGCGGCGTTCAGGAGCAAAGCGGCGGCGGCGACCCGAC
129.49 A D5 mab126527U LG15 TGCAGCTGAGCGCCCAAGAAGACACACCTAGACAGTTCTCCG
131.98 S Cod mab478 7U LG15 TGCAGGTTTGCGAACGCGATGTCCG
131.98 A D4 mab208737U LG15 TGCAGTGATGGTGTGGGTACCTTGTGATACTCTACTATACAAGTATAGCTGGAGTACTGTACGCCCGTG
131.98 A D4 mab187617U LG15 TGCAGCTGCGGCGAGGAGTGGGCAGTGGCTAGGGTTTTGGCGGGCCG
131.98 A D4 mab178537U LG15 TGCAGTGCAACGGTCTGTGCACTGCACCAGAAAGAACATGCCG
131.98 AB D5 mab132927U LG15 TGCAGCTGCTGCATGGCGCACGGCCTCCTGCGGGCGTGCTTGTTCCCGTCCTCTTCCCCGTCTTCCCCG
131.98 AB D5 mab129847U LG15 TGCAGCAGCGGTGGAGGCCTCAGCAGTGACGGGCGGCTCAGCGCGGCGTCGGGTGGCTACTTGTAACTT
131.98 A D5 mab108057U LG15 TGCAGCCCTGCACGCAGCCAGCCCTGGAGACCACCCGCCACCACGGTCGTCGTGGCCTACAATACTGCC
131.98 A D4 mab261857U LG15 TGCAGCAGCGGCCGCGAGTCACCGTCCG
131.98 A D5 mab6152 7U LG15 TGCAGGACGCGCTGACTCGAAGCACCAGCAACCCATCATGTACATTGTCCCCGAGGAACTTAAAAACAT
131.98 A D4 mab227677U LG15 TGCAGAACAAGAATTAGTTAATGTGGTATTTTCCAGATGAACAAGCAGAGTAAAAGTTTAACATCCAAC
131.98 A D4 mab251477U LG15 TGCAGCGCCTCCTCCCGCCCGCGCCCG
131.98 A D4 mab268777U LG15 TGCAGAGCTGTATTCATCGACGATCCCTTTCCCCAATGGCTGCGCAGGTGGCCG
135.87 S Cod mab5072 7U LG15 TGCAGAAATGCGCTGATGACCACACACTGGTCTGTGAGCACCACTATGAGGGCGCCTTTCTTACAAAGC
135.87 A D4 mab256797U LG15 TGCAGGAGACGCGCTCCTCACCTGACGACCG
135.87 A D4 mab265727U LG15 TGCAGATTATAAACGCTCCCGTGTTGTTTCCCCG
135.87 A D4 mab276987U LG15 TGCAGCTGCGCATACGGAGTGCATGAACTTGCCATGCATTTAATCGCCGAACTCCGTCTCCCCG
135.87 A D4 mab267067U LG15 TGCAGACCAAAGACGAGATCTCCACGTGGAGGCGATTCTGGCCG
135.87 A D4 mab257067U LG15 TGCAGCTCATGTCCGCCGAATTTCAGATGCCGTCGCCCCTGGTGCCTACGCGGGACACCCAGTTCCTGC
135.87 A D4 mab269627U LG15 TGCAGGGAGTTCAGTGTTGAGCAATTTATAAGCGATGTTCCG
135.87 A D5 mab153637U LG15 TGCAGAGCAGTGCAGGGTTGGACTTTGGACTGGCGATCGAGGGGGAGGAGACCTTTCCG
135.87 A D5 mab146397U LG15 TGCAGGACAGGAGGCCAAGGGGGCGCCG
135.87 A D4 mab251337U LG15 TGCAGTCTCGTCGGCATCGCGTTCCG
135.87 A D5 mab137487U LG15 TGCAGGTCGTAATCATGGATTCATAGTTTGCTCTGTCGGTTGCCG
135.87 A D4 mab172057U LG15 TGCAGGGCGACGCAACAGCGCCTCGGGCAGCCG
135.87 A D5 mab105907U LG15 TGCAGAATACAGTCTCACGAGAGAACATCGTGCACCAGCCACCG
135.87 A D4 mab198787U LG15 TGCAGAGAGAGTAGCAAGGCCCGCGGCGGAGAGGAGCTTCGGCCACCG
137.67 S Cod mab866 7U LG15 TGCAGCAGACTTTCAGACACTTTGTATGGTTGGCCTCAAGACATGTCTTCCG
137.67 A D4 mab174677U LG15 TGCAGCATGCCGGTGGGCAACGCAAAGAGTACATGTTCCG
137.67 A D5 mab141357U LG15 TGCAGTGCCACCATGATGAGCGGCAGCACGAACACCAGCGTCTTCCCG
137.67 A D4 mab174557U LG15 TGCAGCCAGCCCCTCTGGCTAAAAAAAAACCG
140.85 S Cod mab194 7U LG15 TGCAGTTTCTCACAAAGAGACTCCTCAGCTCGGCCAGATTCCCAAGGTTCGAAGGCAGCGCTATCACAC
140.85 A D5 mab146217U LG15 TGCAGGAGATGAGGGCGCTGGAGGAAGTTGGTCCG
140.85 A Cod mab4029 7U LG15 TGCAGGGCGGGCACGGCGGTCGCGGCGGGTCTGGGCGTGGCCACCG
140.85 A D5 mab144687U LG15 TGCAGGCTCGTTCTCCCCATGGAATACTCCTAGCCCG
140.85 A Cod mab2577 7U LG15 TGCAGCGCGATGCCCTGTTCTTCGTCGTCCTTTGCCATCTTCCTAATCCTAGCGGTACATGTCCTCGGT
140.85 A D5 mab6442 7U LG15 TGCAGCTAGCCATCCCGACGGCGACGGCGGCCATCGTACGCTCGCTCGCTTGCAGTGCACCGCTGGTAG
140.85 A D4 mab213207U LG15 TGCAGGCTGCTGCTGCGGGCGGCTGCTTGTTCGGGAGCGGTTCGACTGCCAGGGGTGGCTGCTCAGCCA
140.85 A D5 mab149677U LG15 TGCAGCCTCACCGTGCTCCCCCTTGCCCCCTTCGTCGCGCGCCGCCGCCTGCGCCG
140.85 A D5 mab140347U LG15 TGCAGTTGAAGCACGACCTTGGCACGCCG
140.85 A D5 mab157097U LG15 TGCAGCCAAGCGCCGCCAAGTCCTCCTCCTCCTTGACCACGACGACGACGACGTCGTCCAGATCGCCGA
140.85 A D5 mab118577U LG15 TGCAGAACGGCTTCAACATCGTCGCTGTCGACTGCATCGGCGGCGCCTCCGAGCAAGACCGCCTGGAAT
140.85 AB D5 mab7907 7U LG15 TGCAGAGCTCGGCGCCGCGAGCGAGCTGCTTATTTATGGGGGGTGGGGGCGGCACGAGGCGTGCGCTGC
140.85 AB D5 mab133487U LG15 TGCAGCGTATCAGGCTGGCCACACACATCTGTCACATCCCCATGGAATCCATGGATAGAAAGGGTGAGC
140.85 AB D5 mab6796 7U LG15 TGCAGCTAACTAGGAGCCAAACAACTAACTAGGACCTAAACAGCAGCTGACAGAACTAGTGGCATCGGT
140.85 AB D5 mab8012 7U LG15 TGCAGGCGCAGGTTATTACTCTTTCTGCTAACCG
140.85 AB D5 mab135007U LG15 TGCAGCACCGCCGTGTGCTCCTTCTTCTTCTCGCGGTACTTGCGCACGGCCGCCCGGTTGCCCGAGGGG
140.85 A D5 mab162307U LG15 TGCAGGAACCCACATTGAATCGATTTGCCGTGTACCCACGTGCCATGCGCCGCCAGCTTGCTGCATGTT
140.85 A D5 mab8065 7U LG15 TGCAGCTGCGATGGCGCTTTGACCTGCCCG
140.85 A D4 mab250657U LG15 TGCAGTTCAAAGACAGATGCGGAGGAGGGAAGCACCG
140.85 A D4 mab251127U LG15 TGCAGCAGGCGTGTGGTAGCTCGGTAGCCTAGCTTCCGAGACAAGAAAAGTCGACACGGAAAGTGCCTG
140.85 A D5 mab125837U LG15 TGCAGTGCAGTTGTACGACGTACTAACCAATGGTACTCGTGGATGGGAACTGGCCG
140.85 A Cod mab4489 7U LG15 TGCAGCTTCGTGCCATCAAAGTATTGGCGATGGACATTGGGTTGTGGAGGCGGCCATGACCG
140.85 A D5 mab6696 7U LG15 TGCAGCCAAGATAGCTAGCGACAATTCTACCAAGACCAAGAAACGAAGGCGAAATGCAGAGCAGACAGA
140.85 A D5 mab6441 7U LG15 TGCAGTCCACACCCTCTTTACAACGAGCAACGCAGGCCGCGCACTTGGGTTCCG
150.6 B D4 mab171247U LG15 TGCAGTCATATGATCATTGCATCTGGGACTACATCTACCATACAAGGCCTCCG
150.6 S Cod mab5149 7U LG15 TGCAGCCCGCCGGCCTGGTGCAGCTGCCTGACATCGTCAGGGCCGCCGACGAGCCG
150.6 A D4 mab229237U LG15 TGCAGGCCGTGTGCAAGGAGGCGATGCGGCTCCACCCGTCGACCCCGCTCAGCATCCCGCACTTCTCCG
150.6 A D4 mab174507U LG15 TGCAGCCCAGCCTTCGCCAGCATCGCAAGCGCGCCGCCACCG
150.6 A D4 mab245497U LG15 TGCAGCGCGAGGCGGGCCATGCGCAGGCCGTGCTCCGTGGCCGCCGCATCGACGCCGTCATCGAGGCGG
150.6 A D4 mab275937U LG15 TGCAGTGGGGCGACCAAAATACTAAGTACTTCCAGAATAGGGCTTCTCACCG
150.6 A D4 mab213417U LG15 TGCAGGCGTTGGCTATCTGCGGCGGCTCGGGGAGTTGTGCCCACCAACGCCGCCGTCTCCAGTCTCGCT
150.6 A D4 mab227337U LG15 TGCAGAAGCGTTGATGCTTTTTTTTAGTTGTCCAGAAGCACTGATGCAATCCCATATCACCG
150.6 A D4 mab273657U LG15 TGCAGGCCGTGCTCGCGCACCTATGGATCGCCGTGACCCGAGCCAGGAGGCTGGCACCG
150.6 A D4 mab238507U LG15 TGCAGCTCAGAGTTCCAAGTTGAAGGGGGAAGCAAGGAATCCAGCCG
150.6 A D4 mab264237U LG15 TGCAGAACGAGGAGTTCGACGACGAGGACGACGACTCCCG
150.6 A D4 mab171187U LG15 TGCAGTCCCCCGACGACTGAAAAGGGTCATCGGCGGGGCCGCCG
152.41 B D4 mab234747U LG15 TGCAGCGGTCCATAGACAAACAGTGCTGGAATCATCCACCG
152.41 B D5 mab6440 7U LG15 TGCAGTAGGGCGTGTCCCCTCTGTACATGAAGACGTCGTGGTCGCACGCCAGCGGCTTGGCGCAGAGCG
152.41 S Cod mab195 7U LG15 TGCAGCTCCTGCTTGCCGTGCGGCCGGGACGAGGAGCTGCCGCCAGGGTCACCCATGTCCG
160.09 S Cod mab3840 7U LG15 TGCAGTGACTTGGACTCTTGACAATTTCTTCACCACCTGGCCGTGCAACTGGACGTCCG
160.09 AB D5 mab141567U LG15 TGCAGTGACCAGCCCTCATCCAATTTCTCTTCATCTGTCCACGCCGACTATTGATCCG
160.09 AB D5 mab151007U LG15 TGCAGCAGTCGGGCCGTGGAAGCCCG
160.09 AB D5 mab122557U LG15 TGCAGGGTCAACGCATGGGGATCACGCGGGGATGAACGGAGGCCCG
160.09 A D5 mab142767U LG15 TGCAGTAAATATTGATCTTTCTTCGTTCTGATAGGATGCCCGCGTAGATGTAGTAATCCG
160.53 B D4 mab266147U LG15 TGCAGAGGCGACAATATCTCCTACTATCATCCG
160.53 B D4 mab189737U LG15 TGCAGCGGCGGAGGGGGTTCGTCCCG
160.53 B Cod mab2627 7U LG15 TGCAGCCTGAGTGCGAAGGCCTGGAGCGAGAGGAGCACCTTCCTGAGCCGCTCCCTGGTCACGGCGTCG
160.53 B Cod mab5111 7U LG15 TGCAGCTGGTCGGCGGCCTGGAGCTGCTCGGCCGAGAGGCCGCCCAGGTCGCCGTCCCCGAGGCTGCCA
160.53 S Cod mab1472 7U LG15 TGCAGCCCGCGGCCAAGCATCCACCTCAATCAAGCAATGTCCCTACTCACAAGAGGGGAAAGACGCCGA
160.75 S Cod mab1400 7U LG15 TGCAGGATGCACCACACGTCCATGTGAAACTCTCGTTGTCACGCTGAATCATCTCGCTCCCACGTAAGA
160.75 A D4 mab212847U LG15 TGCAGGGAGGGGCCGTGGAGAAGCTCTTCTTCCGAGCGATCGACCAGCAACGCGCGTGCCGCGGCACCG
160.75 A D4 mab226247U LG15 TGCAGAGAATGCAAGCATATCGGAGACTCATCTCGTTGTCTCGGTAACAGCCAGTGATAGCGAGTGAGG
160.75 A D4 mab255297U LG15 TGCAGCGCTCAAGTGGACAAATCGATCAAGGTCATATCTGGCCG
160.75 A D5 mab163617U LG15 TGCAGCGTGGTGCACGTACTGGGGGGGCGCCCTCCGACGCCTTCGACTTGAACGCCATGATCCACTCCC
160.75 A D4 mab226487U LG15 TGCAGACGTTGGGGAGTGATCTCCAGAGGAGCAAGAAAGCAGATCGCTCCACCGCGTCTCGCCCAGGCC
160.75 A D4 mab194707U LG15 TGCAGCAGGCGATGGCGGGCGCGCCCCG
160.75 AB Cod mab203737U LG15 TGCAGGCCAGGGCCGTTGCCCGTCCGTGGCTCCATCCTGGAGCGCCTCGACGCCATCCGCGCCAGTCGC
160.75 A Cod mab4646 7U LG15 TGCAGCGCGTTGAGGTCCTTGTTGACGCCAAATTGTGTGAACTCCGTGATGCCCAGTAGCGACATGGTT
160.75 A D4 mab211207U LG15 TGCAGGTGCGTGGGCAGCGGCTGGACGACGGCGTGGAGATCGTGGCGCTCAAGCCCTGCGCGCTCACCA
160.75 A D4 mab279827U LG15 TGCAGGCCATCACGAGAAAGTCCCTATCAGCTGCCCAGGTGAACCAAACGGCCG
160.75 A D4 mab172627U LG15 TGCAGGCAATCTGCCGAACGGGTGCCGCGCGCCACGCGCTGTCCCCG
160.75 A D4 mab261787U LG15 TGCAGTGCCCTGTTCGCCCCGCCGCCCG
160.75 A D4 mab221967U LG15 TGCAGCCACGCCGAGCCGGGCTTCCCCGACTCCGATCGAACCGATGGGCTCCTCGCGCTCGGCCGCGAT
160.75 A Cod mab4433 7U LG15 TGCAGATTGATCTCGGAGGCGAGGAGAAAAGGAAGAGAAGAAGATGAGCACCGCCAAGACGTCGTGGCC
160.75 A Cod mab975 7U LG15 TGCAGCGCCTATGAAGATGCGCGCGACCTCCCCG
160.75 AB Cod mab6773 7U LG15 TGCAGCAGCAGGAACACAAATCGGAGTCCGTCGGTGAATCAGCACATCTTCTTGAGGAAGGAAAAGAAT
160.75 AB Cod mab148447U LG15 TGCAGCGGTCAGGGTCTGGAACTCCTGTGCTGCTGGGGTCCACCTCCG
160.75 AB Cod mab156107U LG15 TGCAGGGTCTCGGGCAAGCTAGTGATGGTAACGTGCCACTTGAAGACTTGCTAAATCAAATCAGGATCG
160.75 A Cod mab633 7U LG15 TGCAGACTGAAGAACGAAGCGGCCTGGCTAGAGAAACAGAGAAGGAAAGTGACCG
160.75 A Cod mab5717 7U LG15 TGCAGCACGGAGCGCGCTGGCAGCAGGTCGGTCTGGACGTCGCGAGCAGGCGCCGCGATTCGCTGCAAC
160.75 A D4 mab262767U LG15 TGCAGCTTCCGATGAACTGCCGTGGTGGTGGTATGAAAGGAAGACCCG
160.75 A D5 mab8524 7U LG15 TGCAGCGGCGGCGGCTCAAGGCGAAGTGGAGGCGGTCACGGTCCG
160.75 A D5 mab8918 7U LG15 TGCAGAGGGTACGGCGGCGCTGGATGGCAGAGGAAATAGCGGTGGCAGGTGGACGCGCGGTATGTGGGG
164.61 S Cod mab3627 7U LG15 TGCAGCTCCGCTCGGCTGGGCGCCCGCTGCACCCGCTCCTTGCGCGCCTCGTCCCCGACCAGCTGCTCC
164.61 A D4 mab277457U LG15 TGCAGCAGCAGCAGCACGCCCTGCTCCGTCCACTCAAGTTGAGCGCCGCGCGCCG
164.61 A D4 mab198357U LG15 TGCAGAGCGGGAGCGTGGTGGTTTGAAGGTTTGGCGATGCCG
164.61 A D4 mab194417U LG15 TGCAGCAGTCTTCAACGGCCACTACGCATCTGAATATTTCCTGTACAAGGCCG
164.61 A D4 mab207927U LG15 TGCAGTGTGATGCGCAGGGCCAGTTCCTCCTGTGTCGCTCTGCCTCACGAACGAAGGTGTCCCG
164.61 A D4 mab262377U LG15 TGCAGGGTGCTGCGTGAAGTTGAAAGGGAAGGACCGTCCG
164.61 A D4 mab173167U LG15 TGCAGCTGTTGTGATGCCGCTGGTGCCG
164.61 AB D5 mab100387U LG15 TGCAGCTTGGCGCGAGTGCAGCGCCGCCTTGAGAGACCCCAGCTCTAGAGCCACCGATTTGGGCACCAG
164.61 AB D5 mab8597 7U LG15 TGCAGAACGCGGTCAGGGCAGAGGGGACGACCG
164.61 A D5 mab143527U LG15 TGCAGGTCAAACGATCGACGGAGCATGCGCCCG
164.61 A D4 mab256207U LG15 TGCAGCGTCGGGATCTGGAGGCCACACGCTGGGCCG
164.61 A D5 mab159987U LG15 TGCAGGTGAGGATATCATCTGCACTGCATTCCTTTCGTTGGTAGTCTTGGTTCAGATCGACCCTGCCGA
164.61 A D4 mab253317U LG15 TGCAGGCGACGGCGGGGGCGAAGTCAGGCGGCAGAGGAGGCGAATCCAGGCAGCGGCGGCGCGCTCATG
164.61 A D4 mab257087U LG15 TGCAGGCGTCTCCCTCTTGATCTCCTCCG
164.61 A Cod mab1296 7U LG15 TGCAGGCGCAGTTCCTTTCGGCGATCGAGGTGATTCTCAGGAGCAGCGGGGGCCTCTGCGTCGGGGACC
164.61 A D4 mab220297U LG15 TGCAGCGACGGCGCGAGCTCGGCGGTGACTGCAAGGACCCCATCTCCAGCGTTCCCTCCTCCCCGCAAA
164.61 A D4 mab178547U LG15 TGCAGTGCAACGGGCCTGGCGCTGCGTGCCCG
164.61 A D5 mab135287U LG15 TGCAGATTGGCACGGGCGCACGGCTCGGATTCTACGGCGGAGGACCAGGAACCGCCGCTCCCCG
164.61 A Cod mab521 7U LG15 TGCAGTGTGCAGTCCACGTACCCACGGCGGCGATGGCGGAGCTCAAGAGCCG
164.61 A D4 mab275347U LG15 TGCAGAGGCGAGCGGGTGGTTGTGCTGGGCTACAAACTCAGTGACACGGAAGGCATTGGCCGAAGGGAG
164.61 A D5 mab9444 7U LG15 TGCAGCAAATGGTGAGTGGACAGGTCCATCCTTGGCATTCGTTTCCGATGTTTCCTCCCCG
166.63 B D5 mab109767U LG15 TGCAGTGGTCCCCGCTGTGATCCCCGTTTCAAGCGGACTTGCCTTCGCCG
166.63 B D5 mab126287U LG15 TGCAGCCTCCACATAGCCACCTCTAAGATGATGCCGCCG
166.63 B Cod mab146 7U LG15 TGCAGCGAGTGCGGCTGCCACGGCGCATTCTGCGACCGCTGCTGCCCCTGCGTCTCCTACGACGCGCGC
166.63 S Cod mab4542 7U LG15 TGCAGCCGCTGGCGGTGGTGCTCGTCGACGGCAAGCTGTACACGCTGACAAAGTCGGGGCAGCGTGCCC
166.63 A D4 mab181167U LG15 TGCAGGTGACCTGTGGCAGAGGAGGTGGCGTCCGTCTCCCAGCGATGCTTTTCCG
166.63 A D4 mab180817U LG15 TGCAGGTGGGACCTATGTGGGTTGTCCGAGCGTGGCCG
166.63 A D4 mab280987U LG15 TGCAGCTGCTGCGCCACCTCGGCGACGGCGGCCACGAACTCCCGCAGCGGCCGCCCCGAGCGCTTCACC
166.63 A D4 mab221377U LG15 TGCAGCCCTTTCCATGGCGTAGGCGATCCGAGGCCTGGTGTAAGATGGAAACCGCAGGTCGAGGCAAAC
166.63 A D4 mab209157U LG15 TGCAGTCTACACAATCGTGGCACATGGCTAGGCCGCGGGGGTCCCAGTGGTAGCACTAGCATCGTAGCA
166.63 A Cod mab2532 7U LG15 TGCAGCTCCGTCGGCCTCATCTGCATCGCCTACAACCTTCAGTTCGAGCTGAAGCCCTCCACAACCTCG
167.97 B D5 mab8111 7U LG15 TGCAGTTGAGGACGAGTATGGTGATTGCGTCTGGGGTGATGCCG
167.97 S Cod mab754 7U LG15 TGCAGCAGCGGAAGACCTGCGAGGAGGGAGAGGGCGGAGGACGGAGCAGGTCCG
167.97 AB Cod mab129347U LG15 TGCAGGGGAGGAATGGATGGGCGCTCTGGCCACGGTCGTGATCGATCTCGCTGGCCATGGCTCGATCTG
167.97 A Cod mab5135 7U LG15 TGCAGGAACCAATCATCCCCGTCCGTCTCCAGTCGCGTATGGACAAGGTGCTGGCCTTCTCCATCCTGA
167.97 A D4 mab228677U LG15 TGCAGGGTCACGGACGCCGAGTCCCCAACCTTGCAGCTACGGCCG
167.97 A Cod mab169 7U LG15 TGCAGCATCATCAGCGGGCCGTGCGCGTCGGCAAGGTGCCGCAGCTTGCGGTGCGGTAGAACGTTCACC
167.97 A D4 mab278367U LG15 TGCAGCGCAAACAAAGCACACGAGACGCCACGGACGGAACGGCGCTGGTGACATCACCG
169.31 B D4 mab177757U LG15 TGCAGTGGTTTTTTTGGCCCTGTCCCATTTCCTCACAGCAGCCCG
169.31 B D4 mab180387U LG15 TGCAGGTTGCTAACATCACGTAGTCCG
169.31 B D4 mab170377U LG15 TGCAGAGAAGCCAGAGGGGAAGAGCAACAATGGCAAGGATGGAGGTCAGGAAGTTACCG
169.31 B D4 mab177747U LG15 TGCAGTGTAACAACACCGACGGCGTCGGGTGCTGCTATGGAGCTCGCCG
169.31 S Cod mab170 7U LG15 TGCAGCATCATCAGCGGGCCGTGCACGTCGGCAAGGTCCCGCAGCTTGCGGTGCGGTAGAACATTCACC
169.31 AB Cod mab6319 7U LG15 TGCAGTAGCTGGCTGCACCCAGCAGGGCGGCAGCGGGAGCCCCTTTGAGGTCTGGTCATCCTCGTCCGA
169.31 A Cod mab2928 7U LG15 TGCAGGACCTGCTGCTCTCGAGCAACCCGCTGCTGGGAGGCACCCTGATGCAGCACGGCTGGGAGAAGA
169.31 A D5 mab164607U LG15 TGCAGCGAAGGTGACGGTGCGCTTGTCGAGGTCGTACCCGACGTGCATGTTCTGCTGCGCGATGTTCCC
169.31 A Cod mab4984 7U LG15 TGCAGCCGTGGGACGCGTACGAGGCCGACGTGTCCATCGATCTGACGAAGCACCACCG
169.31 A D4 mab257997U LG15 TGCAGCGAGTGGCGCTGGTGAAGTCGAAGCCG
169.31 A D4 mab258927U LG15 TGCAGCCGCAGCACGCACGAGCACACAAGGGTGCCG
169.31 A D4 mab237277U LG15 TGCAGGAGGTAACATTTGGAGCTTGAAAGACAGGGCAGATTTTCCTTTCCATGACCG
169.31 A Cod mab3345 7U LG15 TGCAGGGGGTGTCATGTGACCTCTTCAATGGCCTGTGGTACCCAACAGTGGTCAGCATCGGTCCGAGAT
169.31 A D4 mab256697U LG15 TGCAGCGCCTCCGACAGCATCACGCCG
169.31 A D4 mab169607U LG15 TGCAGCCTCACTCCAAACGTTACTCCCTCCG
169.31 A D4 mab260057U LG15 TGCAGGCTGCTATTTCGCCTTGTCTCCGCTCCG
169.31 A D5 mab151037U LG15 TGCAGCAGTCCAATCCGCACCCGTCGATCTTCCG
169.31 A D4 mab169627U LG15 TGCAGCCCGCCAGCCGAAGCAGCAGGCCG
169.31 A Cod mab4081 7U LG15 TGCAGCCAGCGCGTACGGCCGATCGAGCAGAGTCTTGTGCGCACCG
169.31 A D4 mab243077U LG15 TGCAGTTCCATTACCATTTCTTGACCAGTTTTAATTTGCTGATATTTTGCAGGGCATCGTGACGTCGAG
169.31 A D4 mab251797U LG15 TGCAGGAGTCCGTAGGCCAAGAGACCCG
169.31 A D4 mab270877U LG15 TGCAGCGTGCTCCTCGACATCAACGACGGCGACCGCCTCGCCTTCTTCCGCCTCACCCCCG
169.31 AB D5 mab144397U LG15 TGCAGGGAGCTCTGGCTGGTCGAGGGACTTGGCGACGAAGACGCCG
169.31 A D5 mab128827U LG15 TGCAGAAGTATGTATTGCGTGCTTCATACAGAGCATCGATGGCCG
174.91 B D5 mab113047U LG15 TGCAGCCAGGTCGTGCGCGGAGCAGAGCTCCG
174.91 S Cod mab144 7U LG15 TGCAGCCGCCCCACCGCCGACGAAGCCGAAGGCATCTCCGCGGATCCCGACCTCTCTCTTGCCTCGCCG
174.91 A D5 mab142367U LG15 TGCAGTAGGAATCTTGCCATGGATTGGCCTTTAGCAGTAGCAACCG
174.91 A D4 mab262877U LG15 TGCAGTGGAGTGGCGAGGCCGAGGATTTAATAGGGGAGGGCACCG
174.91 A D5 mab9250 7U LG15 TGCAGGGACTCTGGCAGGGCACCCGAGAGCCCGTTCCGCGACACGTCGATAGCCTCCAGGAACAGCAGC
177.42 B D4 mab184167U LG15 TGCAGGCGCATAGGCGGACGGGGGCCG
177.42 B D4 mab251957U LG15 TGCAGACAGCTGCTGCTGCTCCTCGAACGCCACTCCTAGCGAAGCCCCCGTCAACATGGATTTTGACAG
177.42 B D4 mab266087U LG15 TGCAGGGTGATGCTGTAGGACGGCCG
177.42 B D4 mab218097U LG15 TGCAGCTCAGGACAAGATTTGGGACGGCACGAAAAAGTGGAACGCGGAGGAACAAGTTCAGAAAGAAAT
177.42 S Cod mab715 7U LG15 TGCAGGACCGCAACGCCGCGTCCCCGAACGCGCGGTGGACCGTGGAGCTGGTGCCGAACGCGCCGAGAT
177.42 A Cod mab1060 7U LG15 TGCAGCAACTGTAGCTCTGGTTCCG
177.42 A D5 mab9642 7U LG15 TGCAGCGGCTGATCGTGGAGGCGAGCCAGGGCGGCGCCGACGAGGTCCGCGTCGACGGCCTGCCCGAGA
177.42 A D4 mab192497U LG15 TGCAGCCGCCCTGGCCGCCACCGCAGGCGAGACCG
179.7 S Cod mab644 7U LG15 TGCAGAGTAGAACCCACTCGGGGAGCCCG
179.7 A D4 mab181047U LG15 TGCAGGTGCACGTAGCTGAGCGCGTCGCAGGCGTCGGCGGCGAGGCGCAGCCG
179.7 A D5 mab127747U LG15 TGCAGCAATATTGGTGGAGAGGTGGCCG
179.7 A D5 mab9653 7U LG15 TGCAGCCGCACCACAACGCTGGACGGCGGGAGCGTCGCCCGCTGCGCCGCCG
179.7 A D4 mab218887U LG15 TGCAGCGGTGAACGAGTTCTTCCCCCCTTCCGATCTGATTTCAATGGGTGAATCGGCTGGATGTACCGA
179.7 A D5 mab6376 7U LG15 TGCAGCAGAAGGATGGCCGCCTTCTTTACCTCGCCG
179.7 A D5 mab7822 7U LG15 TGCAGCTGCATCCTGGGAGATCACGGGTCCTTGTGCAGCCCACTGACCGCACACCCATTGGCCTGTTGT
179.7 A Cod mab4910 7U LG15 TGCAGCGTGGAGGAGGAAGGGGAGTCGCGGTCGACCAGGCAGTAGGAGAAGGAGGTGGCGGAGATCTGC
179.7 A D5 mab7312 7U LG15 TGCAGTCTGGTCATGACGAGGGGCGACGCGCCCGACGACGACAGCGTCCCCTCCGTGAGGCTGCCGAGA
179.7 A D5 mab163047U LG15 TGCAGCTCTGCATCCAGCATCCCCTCTCAGCAGCAGAGCGGGCTGGCATGCCGTGCCACCGACCGAGAT
179.7 A D5 mab6377 7U LG15 TGCAGGACCGCCAGTGCCTCTTAAGTAGTGCAACCATCCG
184.27 S Cod mab1859 7U LG15 TGCAGGCATCAAACTGTTGGTTGGCTCGCCATGCATGGCTGTATGTCTTGTCGACTTATTTACTGCCAC
186.99 S Cod mab1887 7U LG15 TGCAGGTGGCGCACCACTACCAGCCGCCGGCCGCAGTCGACGAGGCCG
186.99 A D4 mab248267U LG15 TGCAGTCTGTACTCCTCTTTCTTCCTCACCCCG
186.99 A D4 mab255447U LG15 TGCAGTAAAGCCTGGCACAAAGCCGACTCGCACTGTGTCTGTCAGAGTCCG
186.99 A D4 mab268397U LG15 TGCAGGACTGCGCCGACACCGTCATCGGCAACTGGCACCTCCG
189.7 B D5 mab9096 7U LG15 TGCAGCCGCAGCGGCCATGGAGAAGCTTGGCGCGAACCCG
189.7 B D4 mab258947U LG15 TGCAGGCAGCGGAGCAGAAAACCCG
189.7 S Cod mab710 7U LG15 TGCAGCCGCGGCGAGCGGCGGTGGCAGTTGCTCCTGGGCAGGACGATGCCGTGGGCCG
189.7 A D5 mab127177U LG15 TGCAGCAGGGAGATCTCAAACTACATGGTCTACCTTTTGTTCGTGAATCCG
189.7 AB D5 mab6979 7U LG15 TGCAGTCGTCCCCCAGATACACCCTCCCCCGAGGCAAGCGCGCAATCCCCCG
189.7 AB D5 mab6813 7U LG15 TGCAGGACCTGCTGCTCTCCAGCAACCCGCTGCTGGGAGGCACCCTGATGCAGCGCGGCTGGGAGAAGA
189.7 AB D5 mab9688 7U LG15 TGCAGTGCTTCGTCGAGGAAACCATCGGCGCGCGGCTAGCTAGCTGGTCCG
189.7 AB D5 mab146727U LG15 TGCAGCTTCGGCGTTGCGCGCACAGGGACCCG
189.7 AB D5 mab126887U LG15 TGCAGCCACTGCGTCGAGAAGACCACTACCACAACGCCGACGCTTGCTCGCGCTAACCG
189.7 A D5 mab112257U LG15 TGCAGCGGCGCTTTGTAACAGCACAAATTGGCGGGTTGCAACAGAGGATGGACCGCTCCG
189.7 A D5 mab112577U LG15 TGCAGCGACTCCGATCAGCGACAGCTTGTAGCAAAGCGAGTTGGAGACCG
189.7 A D5 mab113477U LG15 TGCAGCAGCAGGGGCATGGAGAGAACCTTGTGCGCGCCTGCCG
189.7 A D5 mab127267U LG15 TGCAGCAGCCGTGCGGCCCGTGCCAGTCCCGCAGCTCCG
189.7 A D5 mab110947U LG15 TGCAGGCCGGCCTGGCCTCCCGCACCGTCTGCGCTCCG
189.7 A D5 mab128477U LG15 TGCAGACGGGCCAAGTCAAGGAATTGATCTAAAATTTCCCAGACCG
189.7 A D5 mab6262 7U LG15 TGCAGAACAGTGATGTTTGGGCATTCCAGTACCG
189.7 A D5 mab8257 7U LG15 TGCAGGGGGCTCGAGGGAGTCTAGTCCTTGGAGCTCGTGAGCGGCGAAGGGCTCGATGGGGTGTACTCC
189.7 A D5 mab145777U LG15 TGCAGGATTTTAAAACGACGGGCTAAATGCCCG
194.52 S Cod mab792 7U LG15 TGCAGCCCAAACAGTGGCGGACGCGGGCGCGGACCCG
194.52 A D4 mab268077U LG15 TGCAGCAACACAACCCCGCAATCCCCTGCCCCGCCGCCG
194.52 A D5 mab154167U LG15 TGCAGACGCGACGGTGTTGAGACATTCATGGCCGCCG
194.52 A D4 mab261487U LG15 TGCAGCGCAGAGCTACCATCGAGGCCCTTGGCCCTGTTGTGCCG
194.52 A D4 mab253247U LG15 TGCAGGCCGCCGCTCTCGGCGATGTAGTTTAGCGCCTCCTTGACGGAGCCGCCGTTGCAGGTGTTGGCG
194.52 A Cod mab1724 7U LG15 TGCAGATCGGACTCTTGCAGCGAGAGCATCACGCTGATCATGCTCTTTGAGTCCG
194.52 A D5 mab143147U LG15 TGCAGGTGGAATTTGGATCGGGAGGATCCCGAGGTGGAAGAGGACCG
200.3 B D5 mab6939 7U LG15 TGCAGAGCGTAGCCGCCGTCGATCCCGCCG
200.3 B D5 mab7193 7U LG15 TGCAGCTCAAATCTTTGGCCATGGCCCCGAGCGCTCGCGGCTTCCTTTTCCCGTGCCTCCTCGCCACCG
200.3 S Cod mab2115 7U LG15 TGCAGCACGTGAGTGCGTACGCTCGTGCTTGGCGATGTTTACAGCAGGTGGTGTCCGCCATTGCATCGC
TGCAGGGGCTAGATCTAGAGCTACATGTTCTCTCCCCG
TGCAGAGGCGAGGAAAAACAAAAAGGCAGCGGCATCTGGTTCCG
TGCAGGCCCTTCTCTTCTTGTGTCCTACGCTCCTACTACCTCACTCTCCACGGCTTCCTCCG
TGCAGCTCTAGACGCCCTCACAAATAGGCTGCCG
TGCAGCTTGAAAATGACGGAAAATATCAGGAAGGCGGTAGGTCTGTCCCTCCACACCCTACAGATTTCC
TGCAGCAGGTCTGGCTCGGCGCATCAAAGCTCTTTTATTGAGTCGTGCTACTGCTACCACGACGACGGG
TGCAGGACCACAAGGACATTGCCAAGCGGAGCATTTTCTACCG
TGCAGCTCGTACTTGCCGTGCGGCCGGGACGAGGAGCTGCCGCCAGGGTCACCCATGTCCG
TGCAGAGTTAGGTGCAGGGCATGGGCTTGCTTGCCG
TGCAGCGACGACGGTAAGGAGGAGCCGAAACCTCCCTACTACTCGGGAGGCGCCACAGCTGCTCTGGCC
TGCAGCATCGGGTTGATGTGGCCCTGGAACGGCAGCGGAAACATCAGTACTCGGCGTGCGCGCGCATGC
TGCAGGGAAATCAATCCGAAGAGTGACGGGAAATCCGAGGAGTGAGGGGAAATCCGAGGGAGGAAGAAG
TGCAGCTTCTCGGCGGCGCTGTTCAGCGAGCGGGATGGGCCACGAAGATGCGGCCGAGCGGGCAAGCAT
TGCAGAGCAGAGCGGGCGAGTGCGGCACTGTCGGGAGCGACGGCGGGCGCGCGGCCGTGGAACAGAGGC
TGCAGCATCGGGCTCAGGTGGCCCTGGAACGGCAGCGGGAACAGCAGCACGCGCCG
TGCAGGAGGAAGACTTGCTGCTCCAGGGATGGTGTGGAGGCGATCACCTTGTGGCTTGTGCAGGGCCGA
TGCAGTAGTTTCAACCTACGTTAGAGGATCTCGTTCCCCG
TGCAGGCCCTCCGCGTCCCGGCCGCCTGCTCTCTCTGCCCCGTCCTGCCGCCTTCGCCCTCCTACGCAA
TGCAGATCACGCCGAGCACTGGGAACATGAGCCACAGGTCGGGGAGAGTGGTGTACGCCAAGGAGACCC
TGCAGCTGAGGGGTGAAGCGGCTTCGAGGTGGTTCTGCCG
TGCAGTACGATGATGATAAGTATGAGGACCAGAGACTGGTCAACCCAAAAAAACTCGGTTTCGCTGGGT
TGCAGGGTCAGAGAAGTTGAGGTGCTCGCTGAGAGTCCTCTCGATGCAGATGCCACCATCTGCGCCGAG
TGCAGGCCAAGGTGTCGGCGCTCCAGGCCAAGTACAAGTCGGCGCGCATCATGTACGCCGACTTCTACG
TGCAGCAGCGCCAGGGAACGGACGTACCAGCCTAGATTAACTAGAAACCG
TGCAGCCCCCTCTGGGGCCGTCTCCCTCCCCATCGAGGGCCGCCCCCTCGCCGTCCAGCCACTCCGAGA
TGCAGCTCTCGTCCCCCGCGGATGGCCTCCGCCCTCTCCGCGCCG
TGCAGTGGAGAGAGAGACTGCTGTCGAGGAGAAAAAGTGCAAATCCTGGCCTGGACAAGCCCG
TGCAGGGCGGCGGGCTTCTGGTTGGCCGCCTTGCCGTGGAGGATCTTGGAGAGCAGCAGCCGGAGGAGC
TGCAGCGGCGGCGGCCATTTAAACCG
TGCAGAGGTGCGTAGCGGGCTCGGGGAGGGCTCGGTGGCGACGAATCGAACGGTAACATCCG
TGCAGGCACCGCTCCAACGCCGTCAGGACGCTGGATGCGGGAACTATTTCTAATCAGACATCTGCCCAG
TGCAGTGGTGGCAGACATAGTGCCCATCAGTTGGGTCCTTAACCGCTGGTTTTCATCAACCAAGGCAGC
TGCAGGCGGTGGCAACCACGATGACGGTCCAGCTGCGGACATCTCGTGGGTGATGCTAGATCGCTTCGT
TGCAGGACGGTCGTCGTCACTTTGTTGTCCCG
TGCAGCTAAACCCTGGTAGCGCCCTCTTAAATACGCACCG
TGCAGCCTCCCCACCGCCGACGAAGCCGAAGGCATCTCCGCGGATCCCGACCTCTCGCTGGCCTCGCCG
TGCAGGCGCTGGCTCCGCCACGCCTCCGACCCCTCCTTCCTCCTCAGGTTCCGCAGTCTTCACCCGCCC
TGCAGGTCGAGGCGGCCAGAGTGGGGCTGGGCGCCGCTTGGAAGCCG
TGCAGGTACGTATCAAGAATTGATGCTGGTGTACTAATCGCAACGCTCGTCCG
TGCAGGCGGTGATGGAGGCAGGGCCTCTCCTGGAGAACCTGCTGGTGGCAGGGCCG
TGCAGGACCTTCCAAAACTTGCCACCAGACCAGACTACCACAGAGCTCGCCCCTTCCAGGAGGCAAGGA
TGCAGGTCACCCTGCTGCGCCGTGGCGGCCTCGCCGTTGGCGTGACCGTCCACCACGCCGCCTGCGACG
TGCAGGATTGGGACTTGCGGCTCGACGACCCG
TGCAGTCCGAATGGCCCTCTCAGGCAGGCTTGGCTGAGACCTGAGACGCATGGGTCCGAATATCTCCAG
TGCAGGCGCAGTTCCTTTCGGCGATCGAGGTGATTCTGAGGAGCAGCGGGGGCCTCTGCGTCGGGGACC
TGCAGACGGCCGTCACGCCGCTGAACTCCTCCG
TGCAGGGCCTTCTCGAGGGCGGCTTGGTACTCCGCCTCCGCCTCCATTTCCTCCG
TGCAGCTAGTGCGTGTCTGTGGAAGAGAACGACTCCG
TGCAGCTCCATCAGCTCCGCGAGCTGAGTCCG
TGCAGATCTTGTCCCGGGAGCTGGTCCG
TGCAGCGTTGCTTGCGATACATTAGTCCCACCTCGGAAGTTTATGGAGAGTGGAACCG
TGCAGGTGTCATGGACGCGCTCCAGGAAGCCGACGACCTCAGCGCTGCCCG
TGCAGCGGCAAGACGACATACTGGAGGCCAAGACCG
TGCAGGCCCTCGGAGAAGCCGTGGCCCTGGTGGTCCACGGCGGCCACCGCGAAGCCCTGCTTGGCGAAG
TGCAGGACGTTGCCGAGCACGCTGAGCCCGTCGCCCGTCGCCTCCAGCGCCAGGCAGTGGTACCTCCCG
TGCAGCGCCGACGAGCTCTAGGAGTTGCAGCGATGCTGCTGCTACGACAACTCATTGAAGCACCGAGAT
TGCAGCGCCCTTCTTCTACACATGCATCAAGGAAGAACACACAAGCTTTGCCGAGAGGCATTCTTGGTG
TGCAGACCACACGCTACAGGCTGGGCCAGTAATTGATCTCATTAATAACCG
TGCAGCGTGTGAGCTGCTTCTACGGACACGATGCCACGAATTCATGAACGTGTCCACTCATTCTTGGTT
TGCAGCTCGTCCGCGGGGAGAGAGTCGCCGTTGTTGGCGCCGTCGTCGGCCG
TGCAGCGGCGCATTGTCCATCCGTCGCGCCCGTACAGTCTCGAGTCCCGCCGCGCGCCTCCATCGTCGA
TGCAGCACAAAGTTGCTCTCGTGGAGGCTCACCGCCGTGAACCCATCGTCCG
TGCAGCACCATCATTGCTCTTGGCGGCGGAGATCCG
TGCAGGAGCACGGCCTGCGGCTCCACGGCTGTTGATGATCCG
TGCAGGCTGCTGTAGTTCCAGAAGCGGACGTGGGTGAAGCCGACGATGCAGGAGGCCGCCCCGACGACG
TGCAGACCAGCGCCACCGCCACCCTCCTCGCGGCCGCCAGCCG
TGCAGTAGGCGCCAGGCACCTGTTCGAGCGCCTATGGCGCCGAACAGGAGCTCTCGGCAGGTGCGAGGG
TGCAGCCACGTGCTGCCAAGGACGACGGGGCACGCGTCCGCGCTATCCAGAGCGCGGTGAGCAGCTTCG
TGCAGCAAGAACTTGCGCCTCCTCTCGAGCCTTTTGCGATCTTCTTCACTTCCCTCGGGCTCGGACCCG
TGCAGCATATAACTAACCTCGACTACGCCACTTCGGCGAGAAGCTGTCGTCGTCCG
TGCAGCAGATCACGAGCATCCAACACACTCGCACGGCGGTGCGTCCAGATCGGGCCAGCCATGGAGGAG
TGCAGGGGGGTTGTGGCCTGCCCGCCTGCCCGCCCGCCCAGCTTATCTTTCCGCAGCGAGCGAGCTGAG
TGCAGCGAGTCTTTGATGACGTCGACACGCCAAATGTGGCCTTGTGGAATGCTCTTCTATCAGGCCTTG
TGCAGCTAGCGCAGATCCCGCAGCAGTTCCG
TGCAGTGGCGTCAGCAGGGGCCCAGGCCG
TGCAGAGAGGTGGCTTCAGATAACAAATCCTGTGTTCTGTTTGTTCCG
TGCAGTACAGGAAGCAGTTTCGGAGCTCCG
TGCAGCCTCCTTTGCCTGCGGCCCGCTGTGCGCCGTGTCGGCGCTGCTGGCACCGCGGAGGCGGCTCCT
TGCAGTGCCAAGCGGCAGGGCAGACCG
TGCAGAAGAGGCATCTTGGCATCCATGGATCGAAGCCTGACCG
TGCAGCCACCTTTGTCTCTCTACCACCCCCGCTTCTCTCTTTCTCTAGATGCAAGAACACCACCAACGC
TGCAGCCACCTCTCCACGCACCGCCCCTGGAACCG
TGCAGGGACAGCGGCCGCGAGCTTGACGGCGGCGAGCCGCGCGGCCTCTGTTTCTTACTTGCCTCGGCG
TGCAGCGTCGCGTTCGGCGTGGACGAAGATGGGTCGTCGGCTCTGCTCGATGATCACCG
TGCAGCACCCTCGTGGACGCGGCGGCGCCGTACGTCCTGAAGAAGCAGGCCACCGACACCCG
TGCAGAGCGTCGACGGACGCCGCGGATGGGCGCCTGGCAAGCTGCGTTGCAACATCCACCTTGCTGCAT
TGCAGGTGAGGAAGGACGGCAGGTGGTTCCCGCTGGACCCGCTGCCG
TGCAGGATAAGTGCGGCTTTTGCAGTCTGGGTTCGCCGTGCGCGGTGGGTGTCTTTGGGTGCCG
TGCAGTGTCAGGCCATCCCTGAAGATGTCGTCCGTCGGCGACCTCCCG
TGCAGTCTTAGCAGACCATGCAATCTCTAGCTCCG
TGCAGCTGCCGCCACGGCCGCGTCCTCTTCACCAGCAGCGCCCGTACCG
TGCAGAAACGACTGCCCTCCTGCGCCGCCGCGACGAGGACCTGCTCGTGGCGCGGCTGACCCTCGATGG
TGCAGGACGTTGCCGAGCACGCTGAGCCCGTCGCCCGTCGCTTCCAGCGCCAGGCAGTGGTACTTCCCG
TGCAGGAAGAAGCTTCGTCGGTAGAAGAATTATACCCG
TGCAGACAGCCAGGAGGAAGATGTGGTTGGTTGGTTACCCTACCCG
TGCAGACTCTCAAGATGCGCCTCCAAGGTATTATTCACAACTTCTGCATCAAGGCGCTCAAGCTGCTTC
TGCAGGCTGGTGGCAGCTCCCATAAATGGCGGACTCGGAGCTGTCCCG
TGCAGTGTAGCGCGGCCTTCTTCATGTCCAAGATTGACACGGGAGACACCG
TGCAGCAGGGAAACATGCGGCGACGACGGGCAGTACAGCGGACTCGCCGTGGTCTTCCGCCATCCATCG
TGCAGCAGCGGCGGAAGGCGACAAGGCGGCGAACGGCGACCATGCTGGGTTCTTCTCTTCCTTAGGCGG
TGCAGCCCCCTACCCGTTGCGCACAGCCG
TGCAGGCCCATTAGTCCAGCTTTCTGCACTAATTGACCAGCTAACCG
TGCAGGTCGGCCGCCGCGAGCGCGGGGAAGAAGTCGGACACGTTCGGGCTGCCG
TGCAGAACATGGTCGACGCCGCGCCAAGGCTCTCCGACCTCCGTCTCGACGCCCTGATCTTCGTGCCCG
TGCAGCGAGGAGATTGTGGTGGTGGCGGTGCCG
TGCAGTGCAGTGCTATGTACTCCAATGGAGACTTCGCCG
TGCAGCTCTACTTGAGCTGCCACACGCTGAGTCGCCGAGCCACTACTTCGAAGCCGGCCGTGACCCGAG
TGCAGCAGTCTCGGACCATACCG
TGCAGAGTCCTAAGCGATACAACCGCTTGTCACACTGGTTATACCG
TGCAGCAGCTTGCTGGAAAGATCTATCCTGATCTGGACCATGCTGGGTATGCAGAACGACCG
TGCAGGACTGATGGAAGCAGACAAGAAACCACGCTCGCAGCCCCG
TGCAGTGCACAGAGCAAATTCCTCCCAGGAAACTCCG
TGCAGATGACTCAACCTTGCACGGATCCTTTCTGCTTCTGCATCATCCCTCCG
TGCAGTGGATCGCGCGCATGGATTACGGCGACCCG
TGCAGGCTCCAGCTGGCTGAGTGATACAGTGCAACATCAAACGAGGTACGTGTATGTGAATGCATTCAC
TGCAGTTGCCGCTCCACATGTTCCCCCTCCACTCTAAATCCGCCTCCAGGGCCATAGCAAGGCGGCACT
TGCAGTTAGTTTTTGTTGCTTCGGGGTGGGCGGGGCAGCTCTCCG
TGCAGCACCACGTCCACCACCGAGCCGAACGCCAGCCG
TGCAGGCCGAGGCCTCCTTCATCTACAAGTGGTGGCGAGGTGCCACGATGGACGACGACGTGGTGCTCC
TGCAGCAGCTGCCTCGCCGCCTTCCAGCCGCTCGTGTCCCCGTCGTCGCCGCCGTAGTGTTGCTTCCCC
TGCAGGATGGCGAAGACAGTAGAGCCAGCGCACCG
TGCAGCCGCTGAGCAAGACGAGGCGTGCGATCTGAGAAGGCGAGAGGCCGAGGCCG
TGCAGGGCTGTCCTCCGCGCAAAAGGGCCTCGACGGCGCAGGCCG
TGCAGCTTGGCGTCCGCGGTAGCAGGCTAGCAGCTAGCGTCCTGCGTGGTGGACGTCGTAGGGCCGAGA
TGCAGCAGCATGCATGTGCTCTGGAACCATTGACTAGTCCACCCG
TGCAGCGCGCGGGCGATTCAGTCCTTGCCGATTTGAAACGACCG
TGCAGGGGGCTTCGCGGCGGGTGACGGCCTCGCCCGCCG
TGCAGCGCACAAGGGCGACCTCGTTGTCGAGGAAGATATTGGTGTCCG
TGCAGGAATCAAGCTTCCGCGACAATGGACGTCCGAAGATCCAGGCTTGGTCGCCG
TGCAGGAGCGGGTGGAGGCTGCTGAACGGCGGGAGTGTCCCCGACTTTATCGGCTGGATGATCACCGAG
TGCAGGGGCACTGCACATTTGGGACCATTACTTGACGTAGCCACTGGAAGGCGGTGAAGATAGCAGGTG
TGCAGTGGGCGGCACGGTCGGCTGCTGCTGGGCGATATAGCGGTGTACCG
TGCAGCGGCTTGAAGATGGAAGCGGCAGCAGTGACCAAGGAGCAGGAGGGAGCCG
TGCAGTGATTTAGAGGTGCGGTGGTGCAACAGAGCAGAAGCAACAGCTCCACGGGGGCTCACAGGCCGA
TGCAGGCCAAGAAGGGTAAGTAGATCCAACTTTTGCGTTCGCTCCCTCCTACGTCTCCCGTTACTCGCG
TGCAGCTCGACGACGGGTACGGTTCGCCGCTGGTTCTCGGGCTGTGCTCCACGATCCCGTACACGGCGC
TGCAGATCCGCGTCCAGGGGCGCCTCTCCGGGATCATCTTCGGGCGGCAAGAACGGGACGCATGGAGGA
TGCAGTCCATGGCCACGTTGACCAATGACGCCGTCACTGCCGTTCCAGATTCATTACCG
TGCAGGAGGAACACCAAGTTTTTCCTGGCCGACGCCGCGTCGACAATGGGCGGCTGGCCCAAATTCTGG
TGCAGCAGCGGGTGGTTGCACGTCGGCCATGTGGGCCTGGGAGCAGAGTGACCCAATTGCACAAATTAT
TGCAGGGCTTTTCGTTTGTTTCTGGCTGAGGTTCATTAACTAAGTTTAGACAAGGGCTTTCGATCACTC
TGCAGGGGCTCTGCCGGCCGCTCGGCGTGGCGATCAGGGCCATAGGCCACCG
TGCAGAAGGACGACCAGGCTGGAGCTGGGCAACAGACTAAACAGGGCGGTCTGCCG
TGCAGTGCACCGTGTTTGCTTGGCATCTCGTCTCTGCCACGCGTGGCCGCCACCG
TGCAGACATGATCTACACCCAGGATGGCACCGTGGACTTCAAGGGCAACCCG
TGCAGGTTCGCTTTCCCTGCTCGCCCCCCG
TGCAGCCGCTTAAACTCCCACAATCACATGGTGGTTGGTCCTTCTCCCATGAACCG
TGCAGCTTCATTCTCATCTCACGATGTTGCACCCGTGAGTGACTGGTCGCCG
TGCAGAGAAACCACCCTTCCCATACATCCG
TGCAGGACTCAATCGTTCTTATGTGGCTCACGGTGCCG
TGCAGCATCCCCATCTGCTGCGGCGAGCATGGCACTGCATGGATCCATACGGTCCG
TGCAGCAGCTCAGGTCATGTGGCTTATGCTTTCCTGCACGCACGCGCCCTGACTTTTCTTCAATCAATC
TGCAGGAGCGAGGTGAGGGTGTACTTATCGACGCTTCCATCGCCGCACGTCGCCAGCATCTCCCGAGAT
TGCAGGCCCCGCCCGTCCGCCTAATTGATTTAGGCCCAGCGCCGCTACTTACTACTGACGGGCCCAGCT
TGCAGGCAGGGTGGAGGGAGGGGACAGACAGAGGCTGGAGAAGGGAGTAGGGGGAGGGGTTGGAGATGG
TGCAGAGGGGCGTTGGTGACAACGGCGGACAGGGCCCTCAGACCGTGGCGGCTCGGCGCCG
TGCAGGCAGATCCTGGAGATGACGCAGGGCCTGCCTGTGCGTTCATCGCCG
TGCAGTGATACTAATAAGATTATTACTTTACTAGGTTAGGTGTGTCGATGAACTTTTCTGTGATTTCTT
TGCAGCGCGAAAAAAACTCCGATGCAGCACCATCGACGTCCCCCGCGAAGATCCATTGCAGCCGTGACG
TGCAGGTAATGGTGGACGATTTAATGATGGGCAATGAAGGTTGCCG
TGCAGACGCGACGATGCTGAGACATTCATGGCCTCCCG
TGCAGGCGGCCCGAGCTTGGACGACGGCGGAGCCTTCAGGCTGGCTAGGGACAATGTGTGGCGGGGCCC
TGCAGATCTACATCTTACAGAAACAACGTATTGTCTTTGGAGTGCCATGTTCCTTCCG
TGCAGTGTACCCGTCTGCCGCCAGCTTCGTCGCAGTCGCCG
TGCAGGGTGTTCAAGAAGAAGAACATCGCCGTCCAACAACCTGGTGCTGCGGCGTCCAACAACCTGGTC
TGCAGTACGGGAGGGAGACTCGTCGGCGTAAGCGCGTCGGGAAGCTTGCCGACGAGGGTGACCCGAGAT
TGCAGCTCACGCACTCGGACTCCAACATCACCTTCTTCTACAACTGCAACAAGAACGCCTCATGGCCCT
TGCAGCAGCGCCAGCGACGCTGCTAGCGACCAAAGGCGCGCTTTGTCTCGACCGCCG
TGCAGGATCGGCACAGGCCCGCAGAACGATTGGTACCTGTTCAGCCACAAAGACAAGAAGTACCCCACG
TGCAGCGGGCGGCGTCGGCGAAGGAGGCCAAGAAGAGGAGCAAGCGGAGCGCGGGCGCGGCGCGGCCGA
TGCAGGGTGTGGTGCAGGGACGCGGGGGGCTCGTCCTCGGCTCCCTCATCCCCTGCGCCCTCTTCTACT
TGCAGCTATGCGAACCTGCCTAGGCCTGGACAATGCATGCATCGCCGTGAAAAGAGATCGCGCGAGTGC
TGCAGAAGTCGTCGCACCATGCTCCATCTGCGGCCG
TGCAGGTGCACTCACACACGCTGTTTAGCCTGTACTACCCTGTAGGAGGACCCCACTGCCTCCG
TGCAGATCAGCAAAGACGGCATTCTCCG
TGCAGCGCTGTTGATCCTGGCGGCCCGACGCAGTCCTAGCGACGGGTAGCCCG
TGCAGTGTGTTAGAGTAGCTTGCAGAGGAGGCCG
TGCAGCGGTGAGCGAGGCGGCGAGGCCGTGTGATACGGCAATCACGTGTATGACTGGAGCAAGACCGAG
TGCAGCGCCACAATTAACAGATGTACCG
TGCAGCGGTGGCTGGAGGTGAGGAAGGGCGACGGCGAGTTCATGATGACCGACGGGGAAGAAGAGGAAG
TGCAGAGCGTCCTGATCATACATACACTAGATAGAAATTGCGGCTTGCCGCACCCG
TGCAGGTGTCGTGCGCCGTTTCCAGGCGCCCCACGGAAGGCAAGTTCGAGCTTCAACAGAACGTCCCGA
TGCAGCTGGTGGCGCGACATTTTCCCCATTGGTTCTGTGTGGGACGTGGAGAAGCAGCCG
TGCAGGAGACGCAACGCCCACACACCACGCATGCAGGAACTGCCGCACAGAGACTCGGCCG
TGCAGTGCGTCGTCCGAGTGAAGAAGGGGGAGGAGAACGAGAAGCCGAACGTGAACGCCAACCCCGAGA
TGCAGCGTATATTCAGAGTAAGATAGGCCACCTGTCCCATCTCCG
TGCAGTGCCAGTGCACTTGGAAGGCTGGACCG
TGCAGCAGCGTTTCATTGTGTCAGCCCG
TGCAGTCTCCATCTGATTGATTGTTTCCTCTGCTCGCAATCGATCGATCGATGCAGGTGACACGGACCA
TGCAGCCTGAGCAGCACGTCTAGGAGGTCCTCGTCGTAGGTGTCTGAAGCGCGGACGCCG
TGCAGGACGTGTTCATGCGGCTGACGTTCGACCTCACGGCGATGTTCGTGTTCGGTGTCGACCCCGAGA
TGCAGCCGGAGGGGGCGACGAGCGCACGCCG
TGCAGAGCGCGATCTTGCACCAGGATGTCATCGCGGCGAGGACGCAGCCGCCG
TGCAGCATTCGGTCGTTCTCAGCCGTCAGATCCAGGCCCTGAACATACATATCCG
TGCAGCCAGTCGTAGTAGACGGACACCCGTTTGCTCGGGTTGGAGATGGACACACCG
TGCAGCGTATGTCGCAGTCTTGTCAGACAGCTGGTACGCCAGCCAGAGGGGAAGCCTCAGCATAGGTGA
TGCAGCTCGGTCTCGCCCCCGCGAGCTCGCCTCCGCCGCCGCCCATGTTCCG
TGCAGCCATGCCGACAAGACGACATGGTTCCTCACCGTCGACACAAGGAGGAAGACAGTGCAATGGGTC
TGCAGAGCTACGGGGCGGGGGCCGAAGGGTGGTGAAGGCGCTGGATGGGACTTGGTGCAGGTCTCCGAG
TGCAGCTCCGACACCTCGTCGTCCTCGCCGCGGTAGGCAGACGCCGCAATCTCGTGGGGCAGCAGCGCC
TGCAGCTGTAAATTAGGGAGAGTATTCATCCG
TGCAGCGGTGCAGGCGTGGAGCTGCTCTGGAGCAGGAGCGGCCG
TGCAGGACGGGACGGTGGCGTGGGGCAAGTCCGCCACCTTCCGCGCGTCCCCCTACCCG
TGCAGCTGGTCGGCGGCCTGGAGCTGCTCGGCCGAGAGGCCGCCCAGGTCGCCGTCCCCGAGGCTGCCA
TGCAGCCACGACGCAGCCTCGAGGACGCGGGGCTCCTGCTCCTCCTCTTGTCTCACGCGGCCG
TGCAGTAAAAGTGGCATCCATCGCGTGTGCTTTTGTTTTAACTGGGGACTACCG
TGCAGAAGGCGAGGGACGAGATAGACGCCAACGTCAGCGCGGGGCGGCTGGTCCG
TGCAGGAGCACGGCCCCATCGATGGCAAGAACGCCTTCTACTGGTTCCAGAACCG
TGCAGCTAGGCTTTTGTATCTCCG
TGCAGGGGCGCGTGGGATGCCGCGCGCGGTGACTTACGTCGGCCTGCTCTCGATCGCCCG
TGCAGCAGTGCTAAATGGACGTCCCCG
TGCAGCCGCTCGCTTCTTTAGCCGCCCTCTGCCACGGTAACCG
TGCAGATCGTTGTGCATGGCCTCCGTCAACGAGAAATGCCCTTGCCTACTGGTTCAACCTCGCCTCTGC
TGCAGAACCTTGTACATCATCTCAGCCAGAATAGAAACATGTGTACGTACGTCCCAGCCCG
TGCAGTCTTCAAGGTAAAAAAAAGGTGTCGGGGTTGAAACCCATGCGCAACCCCCG
TGCAGTCCGCCTTGAGCCGCCTGCCTAAACCG
TGCAGCTGCCGCTTCTTTCCCCTCCCTGTGCTGGCAGGCATTCTTCCCGACTTCCCCGTTCTCCAAACC
TGCAGCTGAATGGCGGTGCAGCGCCCCCCGTGTTATGGACCCAAGGCCCG
TGCAGTCTAATAGGGCAACTTCTTCTCTCTACACCG
TGCAGGTCGAGCTACCGAACGATTGAGCACAGGCCCCGCACGATACCACCG
TGCAGCACGGGCGGCGGCATGGGGCGGAGGAGGCCTCTGGCGTTGGCCGGGACGGACAGGATGGAGGAG
TGCAGCATCATGCTTCGTCCGACGCCATGGAGATCCCCTTCCTGTTCGTCCGTGGATGGAAGTACCACC
TGCAGCAGAGCTTTTGAGTGTGGTGCTCACAAGGATTCCCTCCAGGTTGATGAAGGGATTCGGTGAACC
TGCAGAGAGGCCACTAAGTTTGTTCCTGGAGGCCACCGTCGCCGTCTAGTTGGTCGCGCACCCTATATA
TGCAGCAGTGTAAGCTGACACATTGTCTCTGGAAGTTCAGTGAGTCTGTTCCTGGACACATTGAGATAC
TGCAGCACGAGAAGCATAAGGCGAAGAAGGACCCG
TGCAGGCGACGAGTAGCTGCCGTGTCACTTTAAGCGATATATAGCAACACCCG
TGCAGAAGAAGCGGGGCGGCTCAAGGCGTCGTGCGCTACCATAGAAGCAGAGGCGGAGGCGACCAGGGC
TGCAGACGTGCGAGCGCGGGCAGGCGCAGGGGCGCACGCGGGGCGGTGAGCAACGCCG
TGCAGGGACATCTGTTGCAGGTGCAGACTCTTCAAGGATTTCATCTGGGTATGTTGACCG
TGCAGAAGATGGAAGACAAGCGGCAGTGGGTATGGAATGAAGCGGATCTGGAAAGCTTGACGACCGAGA
TGCAGTCGCCCTCCACTGCGCGAACCG
TGCAGCCACAGCATACGTGATGGCAACCCG
TGCAGCATACTTCAGTGGTCTTGCGTTAGTGATCTCTAGGTCCACCAGGCAACGCATGATGAAGCCGTG
TGCAGTTAGCAGTGAGAGAGTGGTTATGGGATGCCATCTGCTCACTTATGTACCATCCATTGTCATTTG
TGCAGGAGAAGTCCATGGGGACGTTATACCCGTCAATCACTGAGATGTCATAGTAGTCCTGCGAGCCGA
TGCAGACACTGTACAACCTGGGGGCGAGGAAGTTCGCGGTGATCGACGTGGCGCCGCTCGGGTGCTGCC
TGCAGTTGAGTGCTGGTGGAGCTGAGCCGAGACGGACCG
TGCAGCAGCAGCAGCAGCTCCTCCCCG
TGCAGCCGCGGGCTGTGCTTGCCTTTCCG
TGCAGGCAGACAGAGGAGACACCAACGGACGAACGCTGTCACGGCTGGCCG
TGCAGTCGACGCCCTTCGAACTGCAATGGGGGACGCCG
TGCAGCGGGGGGAGAGCGGCGCAGCCGCCGCAGCGCCCCCG
TGCAGTAGGGCCAAGAACCACTCCTCGGCCAGCGCGCAGCGTGAGGAGGACCGCAGGGACGCCCATGGC
TGCAGAGCGAGCGCAAGGCGCGGGGTCGCCG
TGCAGCTACTAATCCGTCAAGGGCTTTTCTTAGACGCTCGGTGAGCTCCTCTACCTTCTACTCCTTCCC
TGCAGTAGGTGGATCTGCTCTGACCG
TGCAGCAGAGTCCTACGGGTTCGTCGCTCTCTGCATTTCATGCCATCCG
TGCAGGCGGCTAAGAGCCGCGTTGAAGCACAGCAGAAGGTCCTCCTGCCG
TGCAGTTGCATGGTCAATAGAGGATGTGCAACTGTTGTTGCATGGCCG
TGCAGGAGTAGTGGTGTAGCACGAAAGAAGAGGCATGATGGATGGGCGAGCCG
TGCAGGGGGCGAGGGGAGTAGCACCGACGAGGGGCCAGCGTCGGCCG
TGCAGCCAGACATCCAGGAGGAGCTGCCG
TGCAGCTCCCAGCCTAGCGTGGCGGAGATTGGTGGCGGCGTGGCGGTGCGCCG
TGCAGACGAGCGTGTGCGTGAGTGAGCGGTGCGAACCG
TGCAGCGACCCAGCACGCACCATCCCCATCTCCGTCCCCCGCCCAGGTGAGGCGTTGCAATCCCGAGTC
TGCAGCGCGCTTCGATCTCCACGGCACGGACGCCG
TGCAGTCGTGGAGTTGCTGCATCGAACGGCCCCAGAGCGTTGATCCGACGGCTGGGCAGGCGGATGATT
TGCAGGCTCGGGATGAGGAGATGATGATTTAGCCGTTGCTTCTCCCAATTGGACACCG
TGCAGCATGATCAAGAAGAGCCGTCTTTATAGCTACGGCGGCAAGGCCG
TGCAGAAGAAGCTGCAAGTGCCGTCCGTCCTGGGAGTGGGAGGCAAGGGCCG
TGCAGCCAACATCAGGCAACATCGGCGCCCTGTAGTGCGTCAACGAGCCG
TGCAGCTGTGTATAGCTGCTGACACCG
TGCAGTCTGCCTCGCTGAACTGAACCG
TGCAGATTTGTCCCCTTCGGTTCAGGTGAGGCTCATGGCTTCAGGCAGCCG
TGCAGGTAGCACAAGGGTGCAGGATGCGTGGGGCTAAGCGGATCATTGGAGTGGATCTGAACCCGAGAT
TGCAGGCATTTAAACAAAGAGGTATTTTGAAAACAGGAACACCACCG
TGCAGGCATGGGCCGCGGCCTGCCGCAGCAACGATGCTACTGCCGTGGGTACCGTGACGTTTGACCGCG
TGCAGCCGAGGGACGGCAACGCGGCGGCCTCCCTGCCCTTGGGCGGCGCCGCCCTTGCCAAATCGAAGG
TGCAGTCGCTCTACCGTGCCCTCTCGGTGGTCGCCATGCGGGGTGGCAAACACACGACATTTTGGCTAG
TGCAGCGTGTCCTGCTCGATCGTCGCCCG
TGCAGCTCACAGTTATGGTGCAGGGCTGCTGCCGTGGGGCGTCTACCTCCAACTTGACTCTTGCCGAGA
TGCAGATAGGAGCTGGGAAATGTATGCGTATGCGTTCCG
TGCAGTGACTGTGGATAGAAAAGGGCCG
TGCAGCTGCGGGCCGACGTGCTCAGGCAGCTGGACGGCGCGCCGGAGCCG
TGCAGCGCGATAGCGTTAACGGAGGTACGCCCATGTCAACCG
TGCAGTCCAGAGAGCAGATCACGAGCTCCG
TGCAGCCGCGCTCGTCGCGCCCTGCCGCACTCCG
TGCAGGCGTTTCTCGTGTCGAGTCGCCCCGTGTCAAGGGGCCTCCGCTGCTGCGAGCCGCCCG
TGCAGCCTCATTCTCCCCCTCCCCCGCCATTCATTGCTCCCCTTCCGTCCTGGGATCGACCG
TGCAGAGGCGGGGTGCGAACGTCGGCGTGCAGCGGCTTGGCCG
TGCAGTCTGAACACCACCTTATTCCCCTATATGGCGCCAGTCACCAGCTCAAATACACAGGCGTCATGG
TGCAGCTACAACACACCCCACTCATGCTCCCAACGCCATCCCACTCATGCAGTCGCCATGGCCCGTGCT
TGCAGTCTTGGAGAAGCAAAGGACAGGATGGGATGGGGTGGAGGTGAGGAATATGGAGGAGGGCCGAGA
TGCAGCTATGGCGATTTCAATCCG
TGCAGATGTGCGTGCCGCAGGGGAGAACGCCCCG
TGCAGCGATCGTACACCAGAATCGCGAGCAATGCGGCGTTCAGGAGCAAAGCGGCGGCGGCGACCCGAC
TGCAGCTGAGCGCCCAAGAAGACACACCTAGACAGTTCTCCG
TGCAGGTTTGCGAACGCGATGTCCG
TGCAGTGATGGTGTGGGTACCTTGTGATACTCTACTATACAAGTATAGCTGGAGTACTGTACGCCCGTG
TGCAGCTGCGGCGAGGAGTGGGCAGTGGCTAGGGTTTTGGCGGGCCG
TGCAGTGCAACGGTCTGTGCACTGCACCAGAAAGAACATGCCG
TGCAGCTGCTGCATGGCGCACGGCCTCCTGCGGGCGTGCTTGTTCCCGTCCTCTTCCCCGTCTTCCCCG
TGCAGCAGCGGTGGAGGCCTCAGCAGTGACGGGCGGCTCAGCGCGGCGTCGGGTGGCTACTTGTAACTT
TGCAGCCCTGCACGCAGCCAGCCCTGGAGACCACCCGCCACCACGGTCGTCGTGGCCTACAATACTGCC
TGCAGCAGCGGCCGCGAGTCACCGTCCG
TGCAGGACGCGCTGACTCGAAGCACCAGCAACCCATCATGTACATTGTCCCCGAGGAACTTAAAAACAT
TGCAGAACAAGAATTAGTTAATGTGGTATTTTCCAGATGAACAAGCAGAGTAAAAGTTTAACATCCAAC
TGCAGCGCCTCCTCCCGCCCGCGCCCG
TGCAGAGCTGTATTCATCGACGATCCCTTTCCCCAATGGCTGCGCAGGTGGCCG
TGCAGAAATGCGCTGATGACCACACACTGGTCTGTGAGCACCACTATGAGGGCGCCTTTCTTACAAAGC
TGCAGGAGACGCGCTCCTCACCTGACGACCG
TGCAGATTATAAACGCTCCCGTGTTGTTTCCCCG
TGCAGCTGCGCATACGGAGTGCATGAACTTGCCATGCATTTAATCGCCGAACTCCGTCTCCCCG
TGCAGACCAAAGACGAGATCTCCACGTGGAGGCGATTCTGGCCG
TGCAGCTCATGTCCGCCGAATTTCAGATGCCGTCGCCCCTGGTGCCTACGCGGGACACCCAGTTCCTGC
TGCAGGGAGTTCAGTGTTGAGCAATTTATAAGCGATGTTCCG
TGCAGAGCAGTGCAGGGTTGGACTTTGGACTGGCGATCGAGGGGGAGGAGACCTTTCCG
TGCAGGACAGGAGGCCAAGGGGGCGCCG
TGCAGTCTCGTCGGCATCGCGTTCCG
TGCAGGTCGTAATCATGGATTCATAGTTTGCTCTGTCGGTTGCCG
TGCAGGGCGACGCAACAGCGCCTCGGGCAGCCG
TGCAGAATACAGTCTCACGAGAGAACATCGTGCACCAGCCACCG
TGCAGAGAGAGTAGCAAGGCCCGCGGCGGAGAGGAGCTTCGGCCACCG
TGCAGCAGACTTTCAGACACTTTGTATGGTTGGCCTCAAGACATGTCTTCCG
TGCAGCATGCCGGTGGGCAACGCAAAGAGTACATGTTCCG
TGCAGTGCCACCATGATGAGCGGCAGCACGAACACCAGCGTCTTCCCG
TGCAGCCAGCCCCTCTGGCTAAAAAAAAACCG
TGCAGTTTCTCACAAAGAGACTCCTCAGCTCGGCCAGATTCCCAAGGTTCGAAGGCAGCGCTATCACAC
TGCAGGAGATGAGGGCGCTGGAGGAAGTTGGTCCG
TGCAGGGCGGGCACGGCGGTCGCGGCGGGTCTGGGCGTGGCCACCG
TGCAGGCTCGTTCTCCCCATGGAATACTCCTAGCCCG
TGCAGCGCGATGCCCTGTTCTTCGTCGTCCTTTGCCATCTTCCTAATCCTAGCGGTACATGTCCTCGGT
TGCAGCTAGCCATCCCGACGGCGACGGCGGCCATCGTACGCTCGCTCGCTTGCAGTGCACCGCTGGTAG
TGCAGGCTGCTGCTGCGGGCGGCTGCTTGTTCGGGAGCGGTTCGACTGCCAGGGGTGGCTGCTCAGCCA
TGCAGCCTCACCGTGCTCCCCCTTGCCCCCTTCGTCGCGCGCCGCCGCCTGCGCCG
TGCAGTTGAAGCACGACCTTGGCACGCCG
TGCAGCCAAGCGCCGCCAAGTCCTCCTCCTCCTTGACCACGACGACGACGACGTCGTCCAGATCGCCGA
TGCAGAACGGCTTCAACATCGTCGCTGTCGACTGCATCGGCGGCGCCTCCGAGCAAGACCGCCTGGAAT
TGCAGAGCTCGGCGCCGCGAGCGAGCTGCTTATTTATGGGGGGTGGGGGCGGCACGAGGCGTGCGCTGC
TGCAGCGTATCAGGCTGGCCACACACATCTGTCACATCCCCATGGAATCCATGGATAGAAAGGGTGAGC
TGCAGCTAACTAGGAGCCAAACAACTAACTAGGACCTAAACAGCAGCTGACAGAACTAGTGGCATCGGT
TGCAGGCGCAGGTTATTACTCTTTCTGCTAACCG
TGCAGCACCGCCGTGTGCTCCTTCTTCTTCTCGCGGTACTTGCGCACGGCCGCCCGGTTGCCCGAGGGG
TGCAGGAACCCACATTGAATCGATTTGCCGTGTACCCACGTGCCATGCGCCGCCAGCTTGCTGCATGTT
TGCAGCTGCGATGGCGCTTTGACCTGCCCG
TGCAGTTCAAAGACAGATGCGGAGGAGGGAAGCACCG
TGCAGCAGGCGTGTGGTAGCTCGGTAGCCTAGCTTCCGAGACAAGAAAAGTCGACACGGAAAGTGCCTG
TGCAGTGCAGTTGTACGACGTACTAACCAATGGTACTCGTGGATGGGAACTGGCCG
TGCAGCTTCGTGCCATCAAAGTATTGGCGATGGACATTGGGTTGTGGAGGCGGCCATGACCG
TGCAGCCAAGATAGCTAGCGACAATTCTACCAAGACCAAGAAACGAAGGCGAAATGCAGAGCAGACAGA
TGCAGTCCACACCCTCTTTACAACGAGCAACGCAGGCCGCGCACTTGGGTTCCG
TGCAGTCATATGATCATTGCATCTGGGACTACATCTACCATACAAGGCCTCCG
TGCAGCCCGCCGGCCTGGTGCAGCTGCCTGACATCGTCAGGGCCGCCGACGAGCCG
TGCAGGCCGTGTGCAAGGAGGCGATGCGGCTCCACCCGTCGACCCCGCTCAGCATCCCGCACTTCTCCG
TGCAGCCCAGCCTTCGCCAGCATCGCAAGCGCGCCGCCACCG
TGCAGCGCGAGGCGGGCCATGCGCAGGCCGTGCTCCGTGGCCGCCGCATCGACGCCGTCATCGAGGCGG
TGCAGTGGGGCGACCAAAATACTAAGTACTTCCAGAATAGGGCTTCTCACCG
TGCAGGCGTTGGCTATCTGCGGCGGCTCGGGGAGTTGTGCCCACCAACGCCGCCGTCTCCAGTCTCGCT
TGCAGAAGCGTTGATGCTTTTTTTTAGTTGTCCAGAAGCACTGATGCAATCCCATATCACCG
TGCAGGCCGTGCTCGCGCACCTATGGATCGCCGTGACCCGAGCCAGGAGGCTGGCACCG
TGCAGCTCAGAGTTCCAAGTTGAAGGGGGAAGCAAGGAATCCAGCCG
TGCAGAACGAGGAGTTCGACGACGAGGACGACGACTCCCG
TGCAGTCCCCCGACGACTGAAAAGGGTCATCGGCGGGGCCGCCG
TGCAGCGGTCCATAGACAAACAGTGCTGGAATCATCCACCG
TGCAGTAGGGCGTGTCCCCTCTGTACATGAAGACGTCGTGGTCGCACGCCAGCGGCTTGGCGCAGAGCG
TGCAGCTCCTGCTTGCCGTGCGGCCGGGACGAGGAGCTGCCGCCAGGGTCACCCATGTCCG
TGCAGTGACTTGGACTCTTGACAATTTCTTCACCACCTGGCCGTGCAACTGGACGTCCG
TGCAGTGACCAGCCCTCATCCAATTTCTCTTCATCTGTCCACGCCGACTATTGATCCG
TGCAGCAGTCGGGCCGTGGAAGCCCG
TGCAGGGTCAACGCATGGGGATCACGCGGGGATGAACGGAGGCCCG
TGCAGTAAATATTGATCTTTCTTCGTTCTGATAGGATGCCCGCGTAGATGTAGTAATCCG
TGCAGAGGCGACAATATCTCCTACTATCATCCG
TGCAGCGGCGGAGGGGGTTCGTCCCG
TGCAGCCTGAGTGCGAAGGCCTGGAGCGAGAGGAGCACCTTCCTGAGCCGCTCCCTGGTCACGGCGTCG
TGCAGCTGGTCGGCGGCCTGGAGCTGCTCGGCCGAGAGGCCGCCCAGGTCGCCGTCCCCGAGGCTGCCA
TGCAGCCCGCGGCCAAGCATCCACCTCAATCAAGCAATGTCCCTACTCACAAGAGGGGAAAGACGCCGA
TGCAGGATGCACCACACGTCCATGTGAAACTCTCGTTGTCACGCTGAATCATCTCGCTCCCACGTAAGA
TGCAGGGAGGGGCCGTGGAGAAGCTCTTCTTCCGAGCGATCGACCAGCAACGCGCGTGCCGCGGCACCG
TGCAGAGAATGCAAGCATATCGGAGACTCATCTCGTTGTCTCGGTAACAGCCAGTGATAGCGAGTGAGG
TGCAGCGCTCAAGTGGACAAATCGATCAAGGTCATATCTGGCCG
TGCAGCGTGGTGCACGTACTGGGGGGGCGCCCTCCGACGCCTTCGACTTGAACGCCATGATCCACTCCC
TGCAGACGTTGGGGAGTGATCTCCAGAGGAGCAAGAAAGCAGATCGCTCCACCGCGTCTCGCCCAGGCC
TGCAGCAGGCGATGGCGGGCGCGCCCCG
TGCAGGCCAGGGCCGTTGCCCGTCCGTGGCTCCATCCTGGAGCGCCTCGACGCCATCCGCGCCAGTCGC
TGCAGCGCGTTGAGGTCCTTGTTGACGCCAAATTGTGTGAACTCCGTGATGCCCAGTAGCGACATGGTT
TGCAGGTGCGTGGGCAGCGGCTGGACGACGGCGTGGAGATCGTGGCGCTCAAGCCCTGCGCGCTCACCA
TGCAGGCCATCACGAGAAAGTCCCTATCAGCTGCCCAGGTGAACCAAACGGCCG
TGCAGGCAATCTGCCGAACGGGTGCCGCGCGCCACGCGCTGTCCCCG
TGCAGTGCCCTGTTCGCCCCGCCGCCCG
TGCAGCCACGCCGAGCCGGGCTTCCCCGACTCCGATCGAACCGATGGGCTCCTCGCGCTCGGCCGCGAT
TGCAGATTGATCTCGGAGGCGAGGAGAAAAGGAAGAGAAGAAGATGAGCACCGCCAAGACGTCGTGGCC
TGCAGCGCCTATGAAGATGCGCGCGACCTCCCCG
TGCAGCAGCAGGAACACAAATCGGAGTCCGTCGGTGAATCAGCACATCTTCTTGAGGAAGGAAAAGAAT
TGCAGCGGTCAGGGTCTGGAACTCCTGTGCTGCTGGGGTCCACCTCCG
TGCAGGGTCTCGGGCAAGCTAGTGATGGTAACGTGCCACTTGAAGACTTGCTAAATCAAATCAGGATCG
TGCAGACTGAAGAACGAAGCGGCCTGGCTAGAGAAACAGAGAAGGAAAGTGACCG
TGCAGCACGGAGCGCGCTGGCAGCAGGTCGGTCTGGACGTCGCGAGCAGGCGCCGCGATTCGCTGCAAC
TGCAGCTTCCGATGAACTGCCGTGGTGGTGGTATGAAAGGAAGACCCG
TGCAGCGGCGGCGGCTCAAGGCGAAGTGGAGGCGGTCACGGTCCG
TGCAGAGGGTACGGCGGCGCTGGATGGCAGAGGAAATAGCGGTGGCAGGTGGACGCGCGGTATGTGGGG
TGCAGCTCCGCTCGGCTGGGCGCCCGCTGCACCCGCTCCTTGCGCGCCTCGTCCCCGACCAGCTGCTCC
TGCAGCAGCAGCAGCACGCCCTGCTCCGTCCACTCAAGTTGAGCGCCGCGCGCCG
TGCAGAGCGGGAGCGTGGTGGTTTGAAGGTTTGGCGATGCCG
TGCAGCAGTCTTCAACGGCCACTACGCATCTGAATATTTCCTGTACAAGGCCG
TGCAGTGTGATGCGCAGGGCCAGTTCCTCCTGTGTCGCTCTGCCTCACGAACGAAGGTGTCCCG
TGCAGGGTGCTGCGTGAAGTTGAAAGGGAAGGACCGTCCG
TGCAGCTGTTGTGATGCCGCTGGTGCCG
TGCAGCTTGGCGCGAGTGCAGCGCCGCCTTGAGAGACCCCAGCTCTAGAGCCACCGATTTGGGCACCAG
TGCAGAACGCGGTCAGGGCAGAGGGGACGACCG
TGCAGGTCAAACGATCGACGGAGCATGCGCCCG
TGCAGCGTCGGGATCTGGAGGCCACACGCTGGGCCG
TGCAGGTGAGGATATCATCTGCACTGCATTCCTTTCGTTGGTAGTCTTGGTTCAGATCGACCCTGCCGA
TGCAGGCGACGGCGGGGGCGAAGTCAGGCGGCAGAGGAGGCGAATCCAGGCAGCGGCGGCGCGCTCATG
TGCAGGCGTCTCCCTCTTGATCTCCTCCG
TGCAGGCGCAGTTCCTTTCGGCGATCGAGGTGATTCTCAGGAGCAGCGGGGGCCTCTGCGTCGGGGACC
TGCAGCGACGGCGCGAGCTCGGCGGTGACTGCAAGGACCCCATCTCCAGCGTTCCCTCCTCCCCGCAAA
TGCAGTGCAACGGGCCTGGCGCTGCGTGCCCG
TGCAGATTGGCACGGGCGCACGGCTCGGATTCTACGGCGGAGGACCAGGAACCGCCGCTCCCCG
TGCAGTGTGCAGTCCACGTACCCACGGCGGCGATGGCGGAGCTCAAGAGCCG
TGCAGAGGCGAGCGGGTGGTTGTGCTGGGCTACAAACTCAGTGACACGGAAGGCATTGGCCGAAGGGAG
TGCAGCAAATGGTGAGTGGACAGGTCCATCCTTGGCATTCGTTTCCGATGTTTCCTCCCCG
TGCAGTGGTCCCCGCTGTGATCCCCGTTTCAAGCGGACTTGCCTTCGCCG
TGCAGCCTCCACATAGCCACCTCTAAGATGATGCCGCCG
TGCAGCGAGTGCGGCTGCCACGGCGCATTCTGCGACCGCTGCTGCCCCTGCGTCTCCTACGACGCGCGC
TGCAGCCGCTGGCGGTGGTGCTCGTCGACGGCAAGCTGTACACGCTGACAAAGTCGGGGCAGCGTGCCC
TGCAGGTGACCTGTGGCAGAGGAGGTGGCGTCCGTCTCCCAGCGATGCTTTTCCG
TGCAGGTGGGACCTATGTGGGTTGTCCGAGCGTGGCCG
TGCAGCTGCTGCGCCACCTCGGCGACGGCGGCCACGAACTCCCGCAGCGGCCGCCCCGAGCGCTTCACC
TGCAGCCCTTTCCATGGCGTAGGCGATCCGAGGCCTGGTGTAAGATGGAAACCGCAGGTCGAGGCAAAC
TGCAGTCTACACAATCGTGGCACATGGCTAGGCCGCGGGGGTCCCAGTGGTAGCACTAGCATCGTAGCA
TGCAGCTCCGTCGGCCTCATCTGCATCGCCTACAACCTTCAGTTCGAGCTGAAGCCCTCCACAACCTCG
TGCAGTTGAGGACGAGTATGGTGATTGCGTCTGGGGTGATGCCG
TGCAGCAGCGGAAGACCTGCGAGGAGGGAGAGGGCGGAGGACGGAGCAGGTCCG
TGCAGGGGAGGAATGGATGGGCGCTCTGGCCACGGTCGTGATCGATCTCGCTGGCCATGGCTCGATCTG
TGCAGGAACCAATCATCCCCGTCCGTCTCCAGTCGCGTATGGACAAGGTGCTGGCCTTCTCCATCCTGA
TGCAGGGTCACGGACGCCGAGTCCCCAACCTTGCAGCTACGGCCG
TGCAGCATCATCAGCGGGCCGTGCGCGTCGGCAAGGTGCCGCAGCTTGCGGTGCGGTAGAACGTTCACC
TGCAGCGCAAACAAAGCACACGAGACGCCACGGACGGAACGGCGCTGGTGACATCACCG
TGCAGTGGTTTTTTTGGCCCTGTCCCATTTCCTCACAGCAGCCCG
TGCAGGTTGCTAACATCACGTAGTCCG
TGCAGAGAAGCCAGAGGGGAAGAGCAACAATGGCAAGGATGGAGGTCAGGAAGTTACCG
TGCAGTGTAACAACACCGACGGCGTCGGGTGCTGCTATGGAGCTCGCCG
TGCAGCATCATCAGCGGGCCGTGCACGTCGGCAAGGTCCCGCAGCTTGCGGTGCGGTAGAACATTCACC
TGCAGTAGCTGGCTGCACCCAGCAGGGCGGCAGCGGGAGCCCCTTTGAGGTCTGGTCATCCTCGTCCGA
TGCAGGACCTGCTGCTCTCGAGCAACCCGCTGCTGGGAGGCACCCTGATGCAGCACGGCTGGGAGAAGA
TGCAGCGAAGGTGACGGTGCGCTTGTCGAGGTCGTACCCGACGTGCATGTTCTGCTGCGCGATGTTCCC
TGCAGCCGTGGGACGCGTACGAGGCCGACGTGTCCATCGATCTGACGAAGCACCACCG
TGCAGCGAGTGGCGCTGGTGAAGTCGAAGCCG
TGCAGCCGCAGCACGCACGAGCACACAAGGGTGCCG
TGCAGGAGGTAACATTTGGAGCTTGAAAGACAGGGCAGATTTTCCTTTCCATGACCG
TGCAGGGGGTGTCATGTGACCTCTTCAATGGCCTGTGGTACCCAACAGTGGTCAGCATCGGTCCGAGAT
TGCAGCGCCTCCGACAGCATCACGCCG
TGCAGCCTCACTCCAAACGTTACTCCCTCCG
TGCAGGCTGCTATTTCGCCTTGTCTCCGCTCCG
TGCAGCAGTCCAATCCGCACCCGTCGATCTTCCG
TGCAGCCCGCCAGCCGAAGCAGCAGGCCG
TGCAGCCAGCGCGTACGGCCGATCGAGCAGAGTCTTGTGCGCACCG
TGCAGTTCCATTACCATTTCTTGACCAGTTTTAATTTGCTGATATTTTGCAGGGCATCGTGACGTCGAG
TGCAGGAGTCCGTAGGCCAAGAGACCCG
TGCAGCGTGCTCCTCGACATCAACGACGGCGACCGCCTCGCCTTCTTCCGCCTCACCCCCG
TGCAGGGAGCTCTGGCTGGTCGAGGGACTTGGCGACGAAGACGCCG
TGCAGAAGTATGTATTGCGTGCTTCATACAGAGCATCGATGGCCG
TGCAGCCAGGTCGTGCGCGGAGCAGAGCTCCG
TGCAGCCGCCCCACCGCCGACGAAGCCGAAGGCATCTCCGCGGATCCCGACCTCTCTCTTGCCTCGCCG
TGCAGTAGGAATCTTGCCATGGATTGGCCTTTAGCAGTAGCAACCG
TGCAGTGGAGTGGCGAGGCCGAGGATTTAATAGGGGAGGGCACCG
TGCAGGGACTCTGGCAGGGCACCCGAGAGCCCGTTCCGCGACACGTCGATAGCCTCCAGGAACAGCAGC
TGCAGGCGCATAGGCGGACGGGGGCCG
TGCAGACAGCTGCTGCTGCTCCTCGAACGCCACTCCTAGCGAAGCCCCCGTCAACATGGATTTTGACAG
TGCAGGGTGATGCTGTAGGACGGCCG
TGCAGCTCAGGACAAGATTTGGGACGGCACGAAAAAGTGGAACGCGGAGGAACAAGTTCAGAAAGAAAT
TGCAGGACCGCAACGCCGCGTCCCCGAACGCGCGGTGGACCGTGGAGCTGGTGCCGAACGCGCCGAGAT
TGCAGCAACTGTAGCTCTGGTTCCG
TGCAGCGGCTGATCGTGGAGGCGAGCCAGGGCGGCGCCGACGAGGTCCGCGTCGACGGCCTGCCCGAGA
TGCAGCCGCCCTGGCCGCCACCGCAGGCGAGACCG
TGCAGAGTAGAACCCACTCGGGGAGCCCG
TGCAGGTGCACGTAGCTGAGCGCGTCGCAGGCGTCGGCGGCGAGGCGCAGCCG
TGCAGCAATATTGGTGGAGAGGTGGCCG
TGCAGCCGCACCACAACGCTGGACGGCGGGAGCGTCGCCCGCTGCGCCGCCG
TGCAGCGGTGAACGAGTTCTTCCCCCCTTCCGATCTGATTTCAATGGGTGAATCGGCTGGATGTACCGA
TGCAGCAGAAGGATGGCCGCCTTCTTTACCTCGCCG
TGCAGCTGCATCCTGGGAGATCACGGGTCCTTGTGCAGCCCACTGACCGCACACCCATTGGCCTGTTGT
TGCAGCGTGGAGGAGGAAGGGGAGTCGCGGTCGACCAGGCAGTAGGAGAAGGAGGTGGCGGAGATCTGC
TGCAGTCTGGTCATGACGAGGGGCGACGCGCCCGACGACGACAGCGTCCCCTCCGTGAGGCTGCCGAGA
TGCAGCTCTGCATCCAGCATCCCCTCTCAGCAGCAGAGCGGGCTGGCATGCCGTGCCACCGACCGAGAT
TGCAGGACCGCCAGTGCCTCTTAAGTAGTGCAACCATCCG
TGCAGGCATCAAACTGTTGGTTGGCTCGCCATGCATGGCTGTATGTCTTGTCGACTTATTTACTGCCAC
TGCAGGTGGCGCACCACTACCAGCCGCCGGCCGCAGTCGACGAGGCCG
TGCAGTCTGTACTCCTCTTTCTTCCTCACCCCG
TGCAGTAAAGCCTGGCACAAAGCCGACTCGCACTGTGTCTGTCAGAGTCCG
TGCAGGACTGCGCCGACACCGTCATCGGCAACTGGCACCTCCG
TGCAGCCGCAGCGGCCATGGAGAAGCTTGGCGCGAACCCG
TGCAGGCAGCGGAGCAGAAAACCCG
TGCAGCCGCGGCGAGCGGCGGTGGCAGTTGCTCCTGGGCAGGACGATGCCGTGGGCCG
TGCAGCAGGGAGATCTCAAACTACATGGTCTACCTTTTGTTCGTGAATCCG
TGCAGTCGTCCCCCAGATACACCCTCCCCCGAGGCAAGCGCGCAATCCCCCG
TGCAGGACCTGCTGCTCTCCAGCAACCCGCTGCTGGGAGGCACCCTGATGCAGCGCGGCTGGGAGAAGA
TGCAGTGCTTCGTCGAGGAAACCATCGGCGCGCGGCTAGCTAGCTGGTCCG
TGCAGCTTCGGCGTTGCGCGCACAGGGACCCG
TGCAGCCACTGCGTCGAGAAGACCACTACCACAACGCCGACGCTTGCTCGCGCTAACCG
TGCAGCGGCGCTTTGTAACAGCACAAATTGGCGGGTTGCAACAGAGGATGGACCGCTCCG
TGCAGCGACTCCGATCAGCGACAGCTTGTAGCAAAGCGAGTTGGAGACCG
TGCAGCAGCAGGGGCATGGAGAGAACCTTGTGCGCGCCTGCCG
TGCAGCAGCCGTGCGGCCCGTGCCAGTCCCGCAGCTCCG
TGCAGGCCGGCCTGGCCTCCCGCACCGTCTGCGCTCCG
TGCAGACGGGCCAAGTCAAGGAATTGATCTAAAATTTCCCAGACCG
TGCAGAACAGTGATGTTTGGGCATTCCAGTACCG
TGCAGGGGGCTCGAGGGAGTCTAGTCCTTGGAGCTCGTGAGCGGCGAAGGGCTCGATGGGGTGTACTCC
TGCAGGATTTTAAAACGACGGGCTAAATGCCCG
TGCAGCCCAAACAGTGGCGGACGCGGGCGCGGACCCG
TGCAGCAACACAACCCCGCAATCCCCTGCCCCGCCGCCG
TGCAGACGCGACGGTGTTGAGACATTCATGGCCGCCG
TGCAGCGCAGAGCTACCATCGAGGCCCTTGGCCCTGTTGTGCCG
TGCAGGCCGCCGCTCTCGGCGATGTAGTTTAGCGCCTCCTTGACGGAGCCGCCGTTGCAGGTGTTGGCG
TGCAGATCGGACTCTTGCAGCGAGAGCATCACGCTGATCATGCTCTTTGAGTCCG
TGCAGGTGGAATTTGGATCGGGAGGATCCCGAGGTGGAAGAGGACCG
TGCAGAGCGTAGCCGCCGTCGATCCCGCCG
TGCAGCTCAAATCTTTGGCCATGGCCCCGAGCGCTCGCGGCTTCCTTTTCCCGTGCCTCCTCGCCACCG
TGCAGCACGTGAGTGCGTACGCTCGTGCTTGGCGATGTTTACAGCAGGTGGTGTCCGCCATTGCATCGC
